[bookmark: _Hlk488421612]Table S3. Genotypes of SNP alleles from B3, B11 and B12 determined using MiSeq
	Number
	Position in Chr
	Male
	
	Female
	
	B3
	
	B11
	
	B12

	
	
	F1
	F2
	
	M1
	M2
	
	M1
	F2
	
	M2
	F1
	
	M1
	F2

	1
	46568013
	G
	T
	
	T
	G
	
	T
	T
	
	G
	G
	
	T
	T

	2
	46667304
	C
	C
	
	C
	T
	
	C
	C
	
	T
	C
	
	C
	C

	3
	46772200
	G
	G
	
	G
	A
	
	G
	G
	
	A
	G
	
	G
	G

	4
	47210429
	G
	A
	
	G
	A
	
	G
	A
	
	A
	G
	
	G
	A

	5
	47287011
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	6
	47287035
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	7
	47287067
	A
	A
	
	A
	G
	
	A
	A
	
	G
	A
	
	A
	A

	8
	47287109
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	9
	47324485
	C
	T
	
	T
	C
	
	T
	T
	
	C
	C
	
	T
	T

	10
	47342153
	T
	C
	
	C
	T
	
	C
	C
	
	T
	T
	
	C
	C

	11
	47359858
	A
	A
	
	A
	G
	
	A
	A
	
	G
	A
	
	A
	A

	12
	47378369
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	13
	47395997
	A
	T
	
	T
	A
	
	T
	T
	
	A
	A
	
	T
	T

	14
	47420729
	T
	C
	
	C
	T
	
	C
	C
	
	T
	T
	
	C
	C

	15
	47440420
	A
	G
	
	A
	A
	
	A
	G
	
	A
	A
	
	A
	G

	16
	47509780
	A
	G
	
	G
	G
	
	G
	G
	
	G
	A
	
	G
	G

	17
	47536521
	T
	C
	
	C
	C
	
	C
	C
	
	C
	T
	
	C
	C

	18
	47556680
	A
	G
	
	G
	A
	
	G
	G
	
	A
	A
	
	G
	G

	19
	47577348
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	20
	47577411
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	21
	47599539
	G
	G
	
	G
	A
	
	G
	G
	
	A
	G
	
	G
	G

	22
	47599547
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	23
	47621825
	C
	G
	
	G
	C
	
	G
	G
	
	C
	C
	
	G
	G

	24
	47643163
	G
	A
	
	G
	G
	
	G
	A
	
	G
	G
	
	G
	A

	25
	47643235
	A
	T
	
	A
	A
	
	A
	T
	
	A
	A
	
	A
	T

	26
	47665531
	C
	C
	
	C
	T
	
	C
	C
	
	T
	C
	
	C
	C

	27
	47685050
	T
	T
	
	T
	G
	
	T
	T
	
	G
	T
	
	T
	T

	28
	47969653
	A
	A
	
	A
	G
	
	?
	?
	
	G
	A
	
	A
	A

	29
	47978594
	T
	C
	
	C
	C
	
	C
	C
	
	C
	T
	
	C
	C

	30
	47988676
	T
	C
	
	T
	T
	
	T
	C
	
	T
	T
	
	T
	C

	31
	48018335
	T
	A
	
	A
	A
	
	A
	A
	
	A
	T
	
	A
	A

	32
	48026512
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	33
	48036039
	A
	A
	
	T
	A
	
	T
	A
	
	A
	A
	
	T
	A

	34
	48058639
	T
	T
	
	C
	T
	
	C
	T
	
	T
	T
	
	C
	T

	35
	48106296
	C
	C
	
	C
	T
	
	C
	C
	
	T
	C
	
	C
	C

	36
	48124547
	T
	T
	
	C
	T
	
	C
	T
	
	T
	T
	
	C
	T

	37
	48124582
	T
	T
	
	G
	T
	
	G
	T
	
	T
	T
	
	G
	T

	38
	48132643
	T
	C
	
	C
	C
	
	C
	C
	
	C
	T
	
	C
	C

	39
	48208274
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	40
	48224075
	T
	T
	
	C
	T
	
	C
	T
	
	T
	T
	
	C
	T

	41
	48238294
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	42
	48262775
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	43
	48263021
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	44
	48263903
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	c.2299
	48268222
	A
	G
	
	G
	G
	
	G
	G
	
	G
	A
	
	G
	G

	45
	48269903
	G
	G
	
	A
	G
	
	A
	G
	
	G
	G
	
	A
	G

	46
	48271433
	A
	A
	
	G
	A
	
	G
	A
	
	A
	A
	
	G
	A

	47
	48272055
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	48
	48273155
	A
	A
	
	C
	A
	
	C
	A
	
	A
	A
	
	C
	A

	49
	48273464
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	50
	48275489
	A
	A
	
	A
	G
	
	A
	A
	
	G
	A
	
	A
	A

	51
	48298966
	T
	C
	
	C
	C
	
	C
	C
	
	C
	T
	
	C
	C

	52
	48305968
	G
	C
	
	C
	C
	
	C
	C
	
	C
	G
	
	C
	C

	53
	48312829
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	54
	48326312
	C
	A
	
	A
	C
	
	A
	A
	
	C
	C
	
	A
	A

	55
	48339421
	C
	C
	
	C
	T
	
	C
	C
	
	T
	C
	
	C
	C

	56
	48347181
	T
	T
	
	T
	C
	
	T
	T
	
	C
	T
	
	T
	T

	57
	48354420
	A
	A
	
	G
	A
	
	G
	A
	
	A
	A
	
	G
	A

	58
	48360903
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	59
	48367827
	G
	T
	
	G
	G
	
	G
	T
	
	G
	G
	
	G
	T

	60
	48380383
	G
	G
	
	G
	T
	
	G
	G
	
	T
	G
	
	G
	G

	61
	48388965
	T
	C
	
	T
	C
	
	T
	C
	
	C
	T
	
	T
	C

	62
	48388966
	G
	A
	
	G
	G
	
	G
	A
	
	G
	G
	
	G
	A

	63
	48398104
	C
	T
	
	C
	C
	
	C
	T
	
	C
	C
	
	C
	T

	64
	48506707
	A
	T
	
	T
	T
	
	T
	T
	
	T
	A
	
	T
	T

	65
	48512126
	G
	A
	
	A
	A
	
	A
	A
	
	A
	G
	
	A
	A

	66
	48512134
	T
	G
	
	G
	G
	
	G
	G
	
	G
	T
	
	G
	G

	67
	48524120
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	68
	48524173
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	69
	48540960
	G
	C
	
	C
	C
	
	C
	C
	
	C
	G
	
	C
	C

	70
	48547433
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	71
	48553916
	G
	C
	
	C
	C
	
	C
	C
	
	C
	G
	
	C
	C

	72
	48578726
	T
	C
	
	C
	C
	
	C
	C
	
	C
	T
	
	C
	C

	73
	48719590
	C
	G
	
	G
	G
	
	G
	G
	
	G
	C
	
	G
	G

	74
	48719615
	A
	T
	
	T
	T
	
	T
	T
	
	T
	A
	
	T
	T

	75
	48737861
	C
	C
	
	G
	C
	
	G
	C
	
	C
	C
	
	G
	C

	76
	48756937
	C
	T
	
	T
	T
	
	T
	T
	
	T
	C
	
	T
	T

	77
	48780324
	C
	G
	
	G
	G
	
	G
	G
	
	G
	C
	
	G
	G

	78
	48844381
	T
	T
	
	C
	T
	
	C
	T
	
	T
	T
	
	C
	T

	79
	48863978
	C
	C
	
	T
	C
	
	T
	C
	
	C
	C
	
	T
	C

	80
	49024963
	T
	C
	
	C
	T
	
	C
	C
	
	T
	T
	
	C
	C

	81
	49025000
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	82
	49056318
	G
	C
	
	C
	G
	
	C
	C
	
	G
	G
	
	C
	C

	83
	49080969
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	84
	49100941
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	85
	49123391
	C
	A
	
	A
	C
	
	A
	A
	
	C
	C
	
	A
	A

	86
	49145743
	T
	C
	
	C
	T
	
	C
	C
	
	T
	T
	
	C
	C

	87
	49180862
	G
	A
	
	A
	G
	
	A
	A
	
	G
	G
	
	A
	A

	88
	49231180
	A
	G
	
	A
	A
	
	A
	G
	
	A
	A
	
	A
	G

	89
	49496656
	A
	G
	
	G
	A
	
	G
	G
	
	A
	A
	
	G
	G

	90
	49695478
	A
	T
	
	T
	T
	
	T
	T
	
	T
	A
	
	T
	T

	91
	49892538
	T
	C
	
	C
	T
	
	C
	C
	
	T
	T
	
	C
	C

	92
	49991180
	C
	G
	
	G
	C
	
	G
	G
	
	C
	C
	
	G
	G

	93
	50090324
	C
	T
	
	T
	C
	
	T
	T
	
	C
	C
	
	T
	T
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Note: Different coloured columns represent different haplotypes. The red mark in the number column represents the pathogenic mutation site (c.2299). The red Arabic numerals in the number column represent the informative SNPs. The red Arabic numerals in the position in Chr column represent 10 informative SNP markers used for establishing haplotypes in this study. Number 1-41 in the number column represent SNPs locating upstream of the COL1A1 gene. Number 42-50 in the number column represent SNPs locating inside the COL1A1 gene. Number 51-93 in the number column represent SNPs locating downstream of the COL1A1 gene. ‘?’ represents no signal. Chr: chromosome.
