
8.63e−09

6.65e−09

7.77e−09

0.000941774

0.000581215

5.35e−09

9.67e−09

0.001156588

9.64e−09

7.07e−06

0.001608624

0.000500191

7.79e−09

0.000420981

9.21e−09

6.16e−09

8.3e−09

9.16e−09

9.87e−09

8.28e−09

0.01040778

5.94e−09

9.05e−09

0.001848088

8.49e−09

9.26e−09

0.001420658

0.00594757

7.17e−09

8.72e−09

0.003415283

6.81e−09

0.001144108

9.62e−09

7.86e−09

5.57e−09

9.06e−09

5.84e−09

0.5093212

6.5e−09

7.23e−09

0.5017843

0.0783943

6.67e−09

0.2067777

6.99e−09

0.4115042

0.8835083

8.78e−09

0.5129147

0.007415864

0.2080455

7.17e−09

7.32e−09

9.82e−09

0.003705088

0.2856836

0.00180407

0.4970666

9.06e−09

0.02158169

5.21e−09

8.33e−09

7.72e−09

0.000947495

0.5190623

0.006237827

0.000878826

0.5040816

7.78e−09

0.4906766

5.42e−09

6.25e−09

6.91e−09

0.2500324

5.64e−09

0.5001696

9.36e−09

8.01e−09

0.5168193

0.1257952

0.004577434

0.2258568

0.001469414

0.4612592

0.9175167

7.95e−09

0.4913369

0.001086746

0.1418408

7.49e−09

7.04e−09

8.38e−09

0.001501731

0.2749738

0.101748

0.6017266

6.9e−09

0.000623806

0.000514423

8.51e−09

9.57e−09

0.001264499

0.5017874

0.01953999

7.86e−09

0.4567311

8e−09

0.5259638

9.17e−09

0.000433309

8.06e−09

0.2555461

9.45e−05

8.43e−09

8.92e−09

8.61e−09

7.81e−09

7.43e−09

7.64e−09

9.45e−09

0.000829268

0.001642335

6.46e−09

0.003735879

7.63e−09

9.45e−09

0.000214718

8.03e−09

6.2e−09

0.001008478

0.001383633

6.48e−05

0.001464674

0.0071235

8.05e−09

8.19e−09

9.21e−09

8.21e−09

7.83e−09

0.000678518

6.72e−09

8.78e−09

7.56e−09

5.92e−09

8.61e−09

5.68e−09

9.9e−09

7.43e−09

7.08e−09

0.000829621

5.81e−09

0.4742735

5.75e−09

5.42e−09

0.5131459

0.07931917

0.001713059

0.2485257

6.86e−09

0.4788954

0.9175449

0.001259951

0.4976121

0.000617014

0.1596811

8.1e−09

0.02436701

6.17e−09

0.00019623

0.3039976

0.02105725

0.5092345

7.19e−09

0.008548439

8.04e−09

9.35e−09

8.36e−09

6.84e−09

0.5073807

0.03151825

5.42e−09

0.5286435

9.56e−09

0.4655703

5.28e−09

7.63e−09

9.8e−09

0.2470267

0.00068946

0.471163

0.0982713

0.09004792

0.5303848

0.00873785

6.23e−09

0.1924508

6.92e−09

0.4726105

0.9083675

0.1957843

0.5244065

9.74e−09

0.2789022

0.06439577

5.99e−09

0.001749452

0.1270891

0.2924066

0.006717719

0.4327444

5.55e−05

9.6e−09

0.1174441

9.77e−09

0.001000256

0.001494692

0.4933977

0.1745463

0.07568094

0.4579428

0.000173102

0.4987158

9.46e−09

0.08654512

5.81e−09

0.2345543

0.0005914

0.4831824

8.6e−09

0.001165569

0.5417018

0.05605508

0.04886531

0.1543913

0.001272154

0.517406

0.9076806

6.89e−09

0.4934651

0.04223358

0.2804243

6.43e−09

5.92e−09

0.001934929

0.0009886

0.2822899

0.01310016

0.5096815

9.24e−09

5.91e−09

0.002616564

5.68e−09

0.003908614

0.00382976

0.5197218

0.006179086

7.17e−05

0.4564252

6.86e−09

0.4801444

6.88e−09

4.13e−05

0.0113955

0.2444501

0.01676262
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ACC1 ACC4 Brain Colon Liver Prostate Skin
Samples

Lo
ci

BBLD1010

Hetero

Mosaic

Ref-homo

Genotype


