GSll

Nicotiana tabacum A122_XP016486815.1
Solanum lycopersicum A125.NP001306784.1
Glycine max Ag0a_NP001238531.2
Oryza sativa A62a XP015631679.1
Zea mays A65a_NP001105538.1
Beta vulgaris A123 AAK14401.1
Spinacia oleracea A124 XP021846378.1 plants
Populus trichocarpa A127_XP002310666.1
100 Oryza sativa A61_AAL87183.1
1 Eleusine indica 16_.AQL59242.1
Zea mays A64_NP001105725.1
Glycine max A59_XP 003546121.1
Spiraea nippogé'ca A114_AAN8B4538.1

&

Dixoniella grisea A115_HQ880621

Dixoniella grisea A116_HQ880620

Porphyra umbilicalis A117_0SX71831.1
Cyanidioschyzon merolae A89_XP005536389.1

Rhodella violacea AT1_ADX97448.1
Gelidium crinale A18 AAK60408.1 rhodophytes

Chondrus crispus A119_XP005717133.1
Porphyra aerugineum A73_CAMPEP 0184693428
Galdieria sulphuraria A70_EME28728.1
Chondrus crispus A72_XP005712206.1
100 Noctiluca scintillans 26 Pero194s4092 dinoflagellate
Chlamydomonas reinhardltii A56_XP001699902.1
Helicosporidium sp. A53.ABC54740.1 chlorophytes
Auxenochlorella protothecoides A55_XP 0114019121 )
7 Bigelowiella natans a47_camPeP 0169552930 Chlorarachniopyhte
Durinskia baltica A14_PEP0199917198 H P H
92 Glenodinium foliaceum A14_PEP0188359714 dmOﬂage”?teS W!th diatom
Kryptoperidinium foliaceum A24_PEP0189720238 endosymbiont (dinotoms)
Thalassiosira oceanica A110_EJK49243.1
Skeletonema costatum A111_AACT7446.1
86 Thalassiosira pseudonana A33 XP002294945
Phaeodactylum tricornutum A32_J51092 diatoms
100 - Pseudonitschia sp. A3
Fragilariopsis cylindrus A37_Fracy1 228642

7 Fistulifera solaris A35_GAX17119.1
— Emiliania huxleyi A46_XP005765588.1
Isochrisis galbana 14 ABD94151.1 } haptophytes
77 Chrysochromulina sp. A112.K0053340.1
Aureococcus anophagefferens a1 xpoososss711  pelagophyte
Guillardia theta Aso_giGuiti 74029 e gw1531361 Cryptophyte
98 Karenia brevis A9_PEP0189021036
— Symbiodinium sp. A31_PEP0181511060 dinoflagellates
Caffeteria roenbergensis A43 CAMPEP 0196797762
Oxyrrhis marina A8_ACE81814.1
Porphyra aerugineum A74_CAMPEP 0184701998
75 Porphyra purpurea A75_P pupurea esContig8330 m.21624 } rhOdOPhyteS
Monosiga breviolis a4 Monbrt 32625 choanoflagellate

Ectocarpus siliculosus A68_CBN75223.1

92 100 Ectocarpus siliculosus A86_CBJ30365.1 }phaeophytes
_l I: Ectocarpus siliculosus A67_CBJ30366.1
Nannochloropsis gaditana A2 Nagga 1000569251 eustigmatophytes
92 Saprolegnia diclina A134 XP008612973.1
Thraustotheca clavata A135.0QS03050.1
Achlya hypogyna A138_.0QR87999.1
97 s Achlya hypogyna 139.0Q501187.1
Thraustotheca clavata A140_0QS00055.1
Leptolegnia chapmanii 17_ABA60428.1
Aphanomyces astaci A142_XP009829319.1
Aphanomyces invadans A143_XP008878757.1 oomycetes
0 Phytophthora ramorum A38 Phyrat 172153
Phytophthora infestans A39_AAN31463.1
00 Albugo candida A131.CCl42154.1
Albugo laibachii A133_CCA22206.1
Pythium insidiosum A132_GAX97834.1

88

75 66 Lagenidium giganteum A137_ABA60427.1
Emiliania huxleyi A45 XP005756489.1 hagtophyte
63 5710 Homo sapiens A160.NP001028228.1
100 Rattus norvegicus At64 NP0587694
99 < Damo/renq A163_AAIT1365.1
‘enopus laevis A162_NP001080899.1 ;
100 100 1 Planococcus gitri A159_AGR65729.1 opisthokonts
Drosophila melanogaster A165_ AHN59593.1
Yarrowia lipolytica A79_CAG77624.1
Schizosaccharomyces pombe A80_NP593400.1
Cyanophora paradoxa As2 ConsensusfomContg38133 glaucophyte
100 100 Guillardia theta A129 HQ020363
Pyrenomonas helgolandii A130_HQ020362 cryptophytes
100 Cryptomonas phaseolus A128.HQ020361
100p= Gonium pectorale 3 Kxz51248.1
98 Volvox carteri 4 XP002947417.1
Chlamydomonas reinhardltii A58 XP001692927.1
Chlamydomonas eustigma 5_GAX83019.1
Dunaliella viridis 8_AEY79467.1
Monoraphidium neglectum 10 xP013899366.1 chlorophytes
Pseudochlorella pringsheimii 9 ADBA45273.1
100 Coccomyxa subellipsoidea 6_XP005648046.1
99 Chlorella variabilis 7_XP005849019.1
womiﬁeﬂa patens 11.XP001759951.1

97

Klebsormidium nitens 12_GAQ77825.1

treptomyces rubidus 31 WP069462423.1

89 S
&E Streptomyces niveiscabiei 36 WP055719570.1

Streptomyces niger 34 WP052865743.1
100 99— Kitasatospora griseola 32 WP043910075.1
Kitasatospora aureofaciens 35 WP033350586.1

Streptomyces rubellomurinus 33 WP045703171.1

93— Frankia sp. 29 WP011437528.1
[L_Frankia SP. 28 WP009742857.1

100 Frankia sp. 27 WP011606267.1

L— Frankia sp. 25.wP044887529.1

0.1



