AGM

67

87, Acropora digitifera XP 015761343

Nematostella vectensis 1 211198

Acropora digitifera XP 015747583

Capitella teleta 1 160862

Lottia gigantea 1105703

Capitella teleta 1183614

Lottia gigantea 1142007

Pantholops hodgsonii XP 005966393

Mus muscullus NP 001074877

Xenopus laevis 418491

Nematostella vectensis 1 105113

Branchiostoma floridae 1206818

Bordetella petrii WP 081745719  beta proteobacterium
Chromera velia| 4385 chromerid

Pteridomonas danica CAMPEP 0193829670 stramenopile

Chrysochromulina polylepis CAMPEP 0193730008 haptophyte

Karenia brevis CAMPEP 0189471824 dinoflagellate

Bigelowiella natans 125673 .

Lotharella globosa CAMPEP 0190145528 } chlorarachniophytes

Agrobacterium vitis OHZ31367 :

Rghizobium etli WP 074064983 } alpha prOtGObaCtena

Aureococcus anofageferrens 21477 pelagophyte

Alexandrium temarense CAMPEP 0186233766 dinoflagellate

}alpha proteobacteria

93

54

animals

100

Agrobacterium vitis OHZ45535
Agrobacterium vitis WP 071207798
99 Laccaria bicolor 305021

59 Neurospora crassa 1202

Phycomyces blakesleeanus 176740

Neurospora crassa 1819
Neurospora crassa 9095

Ceratium fusus CAMPEP 0199478346

Streptomyces thermoautotrophicus W P 066889427

Oxyrrhis marina CAMPEP 0190380412

Goniomonas pacifica CAMPEP 0188487178

100 = Peridinium aciculiferum CAMPEP 0190689250
99 Cryptheconidium cohni CAMPEP 0193923970
Ceratium fusus CAMPEP 0199552030

100

fungi

actinobacterium
dinoflagellate

cryptophyte

100 dinoflagellates

100

96

100

53, 100

Alexandrium temarense CAMPEP 0186203262
Ectocarpus siliculosus Esi0039 0062
100 Rhizobium etli WP 074060864
Agrobacterium vitis WP 060715788} alpha proteobacteria
Brucella inopinata KEY02529
Salmonella enterica W P 000105550
Escherichia coli EKI36393
ﬂ|— Paenibacillus chondroitinus WP 047679816
Bordetella WP 028353160
Micromonas pussila 58240
Dolichomastix tenuilepis CAMPEP 0170146642} chlorophytes
Tetraselmis sp. CAMPEP 0200901490
Pavlova sp. CAMPEP 0190508620
Phaeodactylum tricornutum 40880 .
Fistulifora solaris GAX20935 } diatoms
Ectocarpus siliculosus Esi03530016 ~ phaeophyte
100p= Alexandrium temarense CAMPEP 0186195504
Ceratium fusus CAMPEP 0199500060
Lingulodinium polyedra CAMPEP 0189976424
Amphidinium carterae CAMPEP 0186459396
Vitrella brassicaformis 1026011 .
Vitrella brassicaformis 27786 t1 }Ch romerid
Isochrysis sp. CAMPEP 0188826584 haptophyte
Ectocarpus siliculosus Esi0353 0017 phaeophyte
100 Cyanothece sp. ACK73593 .
3 — Gloeocapsa sp. ELR96671 cyanobacteria
100 Haloterrigena turkmenica ADB62894
100 Halopiger salifodinae SEV83746
L—— Natronorubrum sediminis WP 090506878
84 Natronococcus amylolyticus WP 005556379
?&Fatronobacterium texcoconense WP 090381144
Natronorubrum sediminis WP 090505311
78 L Haloterrigena turkmenica ADB61969
100 — Clostridium clariflavum WP 014254752 } i
59 L— Acetivibrio cellulolyticus WP 010243595 firmicutes
100 r— Cyanothece sp. ACK71108
100 [ L—— Gloeocapsa sp. ELR98778 } cyanobacteria
58 L Leptolyngbya sp. WP 068382837
— 55 Ceratium fusus CAMPEP 0199501918
100 Peridinium aciculiferum CAMPEP 0190613874} dinoflagellates
100 Alexandrium temarense CAMPEP 0186181180
80 Rhizobium etli WP 074063810

100 —————— Agrobacterium vitis WP 071208326
be—————— Brucella inopinata KEX98478

100 Physcomitrella patens 234776 }
97 Populus trichocarpa 552033 plants
100 | i Oxyrrhis marina CAMPEP 0190305904 dinoflagellate

81 phaeophyte

} gamma proteobacteria

firmicute
beta proteobacterium

haptophyte

dinoflagellates

100

}Archaea

Archaea

alpha proteobacteria

o9 I Ochromonas sp. CAMPEP 0190272640  Chrysophyte

100

QSI

Thraustochytrium sp. CAMPEP 0193131546  labyrinthulomycota
I Naegleria gruberii 29269

Tetrahymena thermophila XP 001021440 ciliate
Bordetella petrii WP 028356002

beta proteobacterium

Haloterrigena turkmenica ADB62937

Natronobacterium texcoconense WP 090386104

heterolobosean
Paenibacillus chondroitinus WP 047679901 firmicute

Natronococcus amylolyticus WP 005558937 } Archaea



