OCD
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Micromonas pusila 108284
Crustomastix CAMPEP 0183793572 > chlorophytes
Dolichomastix CAMPEP 0170162402
Ectocarpus siiliculosus Esi0066 0084 phaeophyte

chlorarachniophytes

Bigellowiela natans 49337
00L- Lotharella globosa CAMPEP 0190173468
Heterosigma akashiwo CAMPEP 0188663110 raphidophyte
100L Chattonella subsalsa CAMPEP 0187161078 pelagophyte
Emiliania huxleyi 453525
haptophytes

Isochrysis sp. CAMPEP 0188815894

Isochrysis sp. CAMPEP 0188840000
Phaeodactylum tricornutumXP002178185 J54222
OCD3

Fragilariopsis cylindrus OEU15061
Thalassiosira pseudonana XP 002286230

Thalassiosira oceanica EJK73972
Pelagomonas calceolata CAMPEP 0199709402
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Rhizobium etli WP074063968
Thalassiosira pseudonana XP002286920
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90 Lingulodinium polyedra CAMPEP 0190107606
100 Karenia brevis CAMPEP 0189333204
Karlodinium micrum CAMPEP 0200869046
Emiliania huxleyi 203679

Aureoumbra lagunensis CAMPEP 0186709554

Chrysochromulina polylepis CAMPEP 0193800224
alphaproteobacterium
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08 Phaeodactylum tricornutum XP002180044 J35643
Fragilariopsis cylindrus OEU20953 OCD1
Alexandrium temarense CAMPEP 0186199428
dinoflagellates
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Chrysochromulina polylepis CAMPEP 0193735066 haptOphyteS

Peridinium aciculiferum CAMPEP 0190626926 f
Crypthecodinium cohnii CAMPEP 01938533405 dinoflagellates
Aureococcus anophagefferens 13267 pelagophyte
Paviova sp. CAMPEP 0190514594 haptophyte
Hemiselmis CAMPEP 0169468324 cryptophyte

100
Yersinia pestis AKT02451 gammaproteobacterium

Oxyrrhis marina CAMPEP 0190306744 dinoflagellate
Pterosperma CAMPEP 0197857554 chlorophyte

Rhizobium etli WP074065393 alphaproteobacterium
Populus trichocarpa 579591  plant
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Chloroflexi bacterium 0G026291
Chiloroflexi bacterium KXK12830

Anaerolineae bacterium KPK06633

Anaerolineaceae bacterium 0QY21707
Desulforhopalus singaporensis W P 092223075

Desulfobacterales bacterium PIP36394

Thermoflexus hugenholtzii WP088571007
Gemmatimonas sp.KPJ84374

Roseiflexus sp.WP011956103

Clostridium hiranonis WP040410618.1EEA84554.1

Tepidibacter mesophilus WP099191552

Thermovenabulum gondwanense WP068747764

Acetoanaerobium noterae WP079588306

Clostridium sticklandii WP013361816.1
Fistulifera solaris GAX23497
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9 | EFistuIifera solaris GAX13655
Phaeodactylum tricornutum XP002179190 J3477
Thalassiosira oceanica EJK44177 0OCD2

bacteria

5
diatoms

100
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99
Thalassiosira pseudonana XP002288293

—— Tieghemostelium lacteum KYQ93512
L Cavenderia fasciculata XP004362648 » amoebozoans

100

100
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Acanthamoeba castellanii XP004342032
78 Haloterrigena turkmenica WP012944769
Natronorubrum sediminis WP090507957
Halopiger salifodinae SEW 28021
Haloterrigena turkmenica WP058864518
Natronobacterium texcoconense WP090383186
Natronococcus amylolyticus WP005555140

Haloterrigena turkmenica ADB62898
Gloeochaete witrockiana CAMPEP 0193983020
Natronorubrum sediminis WP090507917

}alphaproteobacteria

L Rhizobium eti WP074060598
Rhizobium etli WP074065295

Archaea

]
Natronorubrum sediminis WP090506350
Natronobacterium texcoconense WP090381385

ool—
L— Natronococcus amylolyticus WP005559560 Archaea

76

L— Halopiger salifodinae SEV88880
l— Natrialbaceae WP007258922
L Haloterrigena turkmenica ADB60808
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