
0.1

Noctilluca scintillans A17_PEP 0194478634
Heterocapsa triquetra A18_PEP 0195160574

Heterocapsa triquetra A21_PEP 0195154372
Amphidinium carterae A19_PEP 0186416242
Amphidinium carterae A20_PEP 0186416148

Symbiodinium sp. A23_PEP 0181421616
Gymnodinium catenatum A26_PEP 0117589698

Pyrodinium bahamense  A28_PEP 0179024198
Karenia brevis A30_PEP 0189019442

Oxyrrhis marina A31_PEP 0190379874
Oxyrrhis marina A32_PEP 0190329624

Chromera velia A3_Cvel 8240
Vitrella brassicaformis A1_Vbra_6014

Magnaporte grissea A48_ XP 003715392.1
Neurospora crassa A86_XP 011393499.1
Aspergillus oryzae A87_XP 001727923.1

Yarrowia lipolytica A85_XP 501118.1
Schizosaccharomyces pombe A83_NP 594133.1

Euglena longa A6_EUGl Contig14043-reversed 1-1
Euglena gracilis A7_EUGg c42137 g1 i2 6433 283 5

Zea mays A68_XP 008656759.1
Oryza sativa A70_XP 015649242.1

Glycine max A66_XP 003553839.1
Micromonas sp. A73_XP 003057676.1

Chlamydomonas reinhardtii A71_XP_001693082.1
Auxenochlorella protothecoides A75_XP 011399596.1
Monosiga brevicolis A11_Monbr1 15256

Amphidinium carterae A38_PEP 0186450986
Amphidinium massarti A39_PEP 0178396536
Symbiodinium A40_PEP 0181422362

Prorocentrum micans A33_PEP 0191055236
Heterocapsa triquetra A35_PEP 0195155818

Karenia brevis A41_PEP 0189047136
Perkinsus marinus A15_XP 002776048.1

Plasmodium vivax A13_KMZ83682.1
Plasmodium knowlesi A14_XP 002260659.1
Plasmodium coatneyi A12_ANQ06488.1

Vitrella brassicafomis A2_Vbra_16198
Chromera velia A4_Cvel 8300

Bigelowiella natans A9_Bigna1 58085
Guillardia theta A10_Guith1 165899

Fistulifera solaris A57_GAX26439.1
Fistulifera solaris A58_GAX19747.1

Phaeodactylum tricornutum A63_Phatr2  51214
Fragilariopsis cylindrus A54_Fracy1 167114

Thalassiossira pseudonana A62_T haps3  29861
Phytophthora ramorum A56_Phyra1 1 78125
Phytophthora infestans A117_XP002901469.1

Plasmopara halstedii A118_CEG47654.1
Albugo candida A119_CCI43484.1

Pythium insidiosum A120_GAY01251.1
 Ectocarpus siliculosis A16_CBN78177.1 CBN78176.1

Aureococcus anophageferrens A50_Auran1 38538
Zea mays A67_NP 001105693.1

Oryza sativa A69_BAF46922.1
Glycine max A65_XP006576787.1

Chlamydomonas rehardtii A72_XP001703001.1
Micromonas pusilla A74_XP 003063633.1

Erythrotrichia carnea A80_YP 009297377.1
 Porphyridium purpureum A81_YP 008965760.1

Chondrus crispus A77_YP 007627474.1
Pyropia perforata A79_YP 009027659.1

 Cyanidium caldarium A78_NP 045078.1

82

Cyanothece A88_BAU12035.1
Crocosphaera watsonii A89_W P 007303982.1
Synechocystis sp. A90_BAM53443.1

 Gloeocapsa sp. A94_AFZ32198.1
 Leptolyngbya sp. A96_ACB53701.1

Kryptoperidinium foliaceum A42_PEP 0189641480
 Glenodinium foliaceum A43_PEP 0188426230

Fragilariopsis cylindrus A55 _Fracy1 225787
 Fistulifera solaris A59_GAX14665.1

 Phaeodactylum tricornutum A64_Phatr2 24739
Thalassiosira oceanica A60_HP_EJK65817.1

 Thalassiossira pseudonana A61_Thaps3 269900
Karenia brevis A44_PEP 0189011710

Aureococcus A51_XP 009035619.1
 Amphidinium A45_PEP 0178444802
 Amphidinium carterae A46_PEP 0186416562

 Pyrodinium bahamense  A47_PEP 0179192412
Prorocentrum micans A48 _PEP 0191063522

 Heterocapsa triquetra A49_PEP 0195065064
 Salmonella enterica sp. A109_W P 050190024.1
  Escherichia coli A111_W P 001213721.1

 Yersinia pestis A110_W P 016599177.1
Rhizobium etli A104_W P 011426783.1

 Agrobacterium vitis A105_W P041698204.1
 Brucella inopinata A106_W P008508802.1

 Ralstonia solanacearum A107_W P058907608.1
 Bordetella petrii A108_W P026639223.1

Cyanothece sp. A93_W P015955630.1
 Gloeocapsa sp. A95_W P006530849.1

Microcystis aeruginosa A91_W P002782535.1
Leptolyngbya sp. A97_W P068382220.1

Synechococcus sp. A9_W P017326050.1
Clostridium clariflavum A101_W P027622368.1

Acetivibrio cellulolyticus A102_W P051033551.1
 Paenibacillus chondroitinus A103_W P047687194.1

 Thermomonospora chromogena A98_SDR11564.1
Streptomyces thermoautotrophicus A100_KW W 99864.1

Mycobacterium abscessus A99_CPZ74732.1
 Natronobacterium texcoconense A112_SDQ38847.1

 Natronococcus amylolyticus A113_W P049891342.1
 Natronorubrum sediminis A115_SEH16407.1

Halopiger salifodinae A114_W P049991850.1
Haloterrigena turkmenica A116_W P049941917.1
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