GOGAT(Small)

100

95

Amphidinium carterae PEP0186416242 IME
Amphidinium carterae PEP0186416148 NMIR L1
Noctiluca scintillans PEP0194478634 NMIE IXs1
Heterocapsa triquetra PEP0195160574 IME D
Heterocapsa triquetra PEP0195154372 NMIE ITS1
Symbiodinium sp. PEP0181421616 INE [V
Kryptoperidinium foliaceum PEP0189641982 I LZ61
Gelnodinium foliaceum PEP0188427034 NI [UG1
'mnodinium catenatum PEP0117589698 INIE IV
Pyrodinium bahamense PEP0179037328 IME DX
Pyrodinium bahamense PEP0179024198 IMS DTG
Prorocentrum micans PEP0191099246 NI D731
Karenia brevis PEP0189019442 IMIE
Oxyrrhis marina PEP0190379874 NMIS [V1
Oxyrrhis marina PEP0190329624 IS LT3
Chromera velia Cvel8240 INH LZ61 .
Vitrella brassicaformis 1_Vbra_6014 INE LZX1 chromerids
Monosiga brevicolis Monbr1 15256 I8 v choanoflagellate
Malus domestica 22_XP 008380938.1 NN LZ61

Prunus mume 27_XP 016650034.1 NN LEE1

Glycine max 1.XP 003553839.1 INE LT

Theobroma cacao44_XP 007039009.2 IS L1

Nicotiana sylvestris 26_XP 009798320.1 NN [YXa1 plants

Solanum tuberosum 38 XP 006350562.1 ENIE D1

Cucumis melo 43 XP 008441619.1 IME L1

Zea mays XP008656759.1 IME LR

dinoflagellates

G
10

Chlamydomonas reinhardtii XP_001693082.1 I
Chlamydomonas eustigma 18_GAX86013.1 N L1
Auxenochlorella protothecoides 1.xP 011399596 mEmm > chlorophytes
Klebsormidium nitens17_GAQ85470.1 MM LEG
Micromonas pusilla XP 003057676.1 INE L1
81 Prorocentrum micans PEP 0191055236 NIl LT
Heterocapsa triquetra PEP 0195155818 NI LYG1
Pyrodinium bahamense PEP 0179020084 HMIS LG
Lingulodinium polyedrum PEP0190024928 NEIE N1 dinoflagellates
Amphidinium carterae PEP 0186450986 IME L2 inai
Amphidinium massarti PEP 0178396536 NMIE] [61 and pe rkinsid
Symbiodinium sp. PEP 0181422362 INE LT
Karenia brevis PEP 0189047136 IS DES
58] b Perkinsus marinus XP 002776048.1 NS K1
88 l Plasmodium coatneyi ANQ06488.1 NI RT3
100 Plasmodium knowlesi Xp 002260659.1 NEIE Rl
® Plasmodium vivax KMZ83682.1 INE LZX1
1 Vitrella brassicaformis _2 Vbra_16198 INE 0T :
Chromera velia Cvel8300 IME chromerids
Laccaria bicolor 66_XP 001878616.1 NNE DX
Rhizoctonia solani 67_CEL55305.1 IME DX
Armillaria gallica 32_PBK83723.1 I D51
Agaricus bisporus 77_XP 006458247.1 INE L1
Puccinia triticina 78_0AV92895.1 INE DX
Phycomyces blakesleeanus 68_XP 018293105.1 IS [ES]
Rhizopus delemar74_E[E91537.1 INE LTS
Magnaporthe grisea XP 003715392.1 INH [TX1
Neurospora crassa XP 011393499.1 NMIS LZG1
Aspergillus oryzae XP001727923.1 IME LEG
Yarrowia lipolytica XP 501118.1 IMIE L1
Schizosaccharomyces pombe NP 594133.1 INE LW
Euglena longa eugEUGIContig14043reversed 11 INE X1
Euglena gracilis eugEUGg c42137 g1 i2 6433 283 5 NN LT3 eug IenOphyteS
Bigelowiella natans Bignat 53085 mE @ chlorarachniophyte
96— Plasmopara halstedii14 CEG425141 B DX
10%7 Phytophthora infestans15.XP 0029044131 B KX
Phytophthora parasitica 13_XP 008912210.1 H [Nl
Phytophthora sojae 11_XP 009528137.1H
Pythium insidiosum 10_GAX93257.1 H K1
Albugo candida 12_.CCI10081.1 B KXa
97 | 100 [ Aphanomyces astaci16_XP 009840771.1 § LEGE1
Aphanomyces invadans19_XP 008878812.1 § D
Aureococcus anophagefference Auran152709 B pelagophyte
Thalassiosira oceanica 3_EJK75472.1 8 L1
Thalassiosira pseudonana5s_XP 0022915831 H D1
58f— Phaeodactylum tricornutum1_XP 002180120.1 § DAl
100fL100 Fragilariopsis cylindrus6_0EU17099.1 § LZG1
Fragilariopsis cylindrus 4 0EU17129.1 § KX
Fistulifera solaris2_GAX11523.1 § DX
Ectocarpus siliculosus 7 CBJ26319.18 phaeophyte
Guillardia theta Guit1 165899 IS v cryptophyte
Emiliania huxleyi Emhu1 768428 i1 haptophyte
Euryarchaeota archaeon 119.0Uv172131 8 iz Archaea
92 Cyanothece sp. 102 WP 013323040.1 H
Leptolyngbya sp. 104 WP 006517370.1 H D1
Microcystis aeruginosa 117 WP 061431292.1 § DX Cyanobacte ria
Leptolyngbya sp. 116 WP 068515107.1 B L
Synechococcus sp. 118_WP 006454309.1 H LEE1
Clostridium clariflavum 101_ WP 0142534111 &
Acetivibrio cellulolyticus 103_WP 0102466231 § [T
Paenibacillus chondroitinus 105 WP 047687196.1 H DX
Mycobacterium abscessus 106_SHs41308.1 B EEm Actinobacterium

100

apicomplexans

fungi

stramenopiles
(heterotrophic)

diatoms

} firmicutes

Lﬁ:Bordeteﬂa petrii 109 WP 028353720.1 H [Tl

Ralstonia solanacearum 110_WP 003264178.1 H I i
% 100 [— Agrobacterium vitis 111_WP 070153597.1 B prOteObaCterla
— Y— Brucella suis 114 WP 002972210.1 H [¥x1

100 Thermomonospora chromogena 107_WP 093260219.1 & . .
— 9 } Actinobacteria

Streptomyces thermoautotrophicus 108_W P 066885883.1 &

100 Escherichia coli 112_WP 032241260.1 B L3

100 Salmonella enterica 115.WP 000081705.1 H BTN proteobacteria

Euryarchaeota archaeon 120.0UvV26372.1 B RES

100 M Pyrococcus sp. 121_ WP 014734097.1 H 02
Pyrococcus abyssi 123 WP 010868067.1 H L1 Archaea

L Methanosarcina barkeri 122_WP 048108968.1 B



