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Raw_E2fl1-HA_IP
	Number
	Gene ID
	Confidence
	Sequence

	1
	TTHERM_00695710
	99
	QIINIQSNQNDSQYINQK

	1
	TTHERM_00695710
	99
	AFNQELEPCLFR

	1
	TTHERM_00695710
	99
	IYDITNVLEGINYVK

	1
	TTHERM_00695710
	99
	IIAEVQQLIAEEMILDK

	1
	TTHERM_00695710
	96.6
	TIVIQLPK

	1
	TTHERM_00695710
	76.83
	NLQFDKDSLK

	1
	TTHERM_00695710
	60.97
	VYQISQISK

	1
	TTHERM_00695710
	57
	SNMEILK

	1
	TTHERM_00695710
	55.81
	VYQISQISKDQ

	1
	TTHERM_00695710
	45.28
	QDNSLSILTR

	1
	TTHERM_00695710
	30.81
	SEQNQTIDLNQVSIVLGVQK

	2
	TTHERM_00047010
	99
	EVAETLVQNLK

	2
	TTHERM_00047010
	99
	FFINSQLSNK

	2
	TTHERM_00047010
	99
	VYDALNVLIASEVIAK

	2
	TTHERM_00047010
	99
	SQVDDYSNNGEQTEER

	2
	TTHERM_00047010
	97.74
	NTQMNSQLFENFINQK

	2
	TTHERM_00047010
	97.42
	FQFPVLSVR

	2
	TTHERM_00047010
	44.5
	ILQPLLDVQK

	2
	TTHERM_00047010
	31.32
	YLNWINSVDHIK

	3
	TTHERM_00938820
	99
	DLEEDYANCPIIK

	3
	TTHERM_00938820
	99
	GAPLEDGLAEDIEK

	3
	TTHERM_00938820
	98.74
	TLELTLTQEDR

	4
	TTHERM_00051840
	99
	AQVVSIEEQESKFPTSNQAK

	4
	TTHERM_00051840
	99
	TLIVSLAQILQER

	4
	TTHERM_00051840
	19.41
	YVNILAVVTAIKPLGEIAK

	5
	TTHERM_00122290
	99
	VLAANAAQDATELVSK

	5
	TTHERM_00122290
	98.59
	YLVEAGVLGIR

	6
	TTHERM_00487140
	99
	NNGVAFTTDPFSVTGR

	6
	TTHERM_00487140
	99
	SQLVWEIVK

	6
	TTHERM_00487140
	99
	TGTIEAETLTVK

	6
	TTHERM_00487140
	58.7
	NNNAFLVK

	7
	TTHERM_00660330
	99
	IQMSTLIMEFEAEPLVEGLEK

	8
	TTHERM_00566770
	99
	VDVTETTTVAETK

	9
	TTHERM_00157810
	99
	DTGSAAIQVAVR

	10
	TTHERM_00145230
	99
	GIVLEEFGGSPVVK

	11
	TTHERM_01049200
	99
	DDGTIESIEAYR

	12
	TTHERM_00444470
	99
	VQVTVEYEQNGTQIKPVR

	13
	TTHERM_00716050
	99
	VLINPVDWI

	14
	TTHERM_00537300
	99
	IAQMNLVGQVEGK

	14
	TTHERM_00537300
	83.24
	LSVAPLLAETIYR

	15
	TTHERM_00160960
	99
	LVDANQEVEDENSVIR

	16
	TTHERM_01113100
	99
	LFAGFTDGVIR

	16
	TTHERM_01113100
	98.81
	ADNSSLDIQVVK

	17
	TTHERM_00112550
	99
	ANEEHDIEALQDVANR

	18
	TTHERM_00158520
	98.28
	GVVDSEDLPLNISR

	18
	TTHERM_00158520
	95.75
	AAVAASPFVESLR

	18
	TTHERM_00158520
	57.57
	YISITDSEK

	18
	TTHERM_00158520
	1.639
	IILHMK

	19
	TTHERM_00755930
	99
	QDGDPQNATLQELLK

	20
	TTHERM_00274500
	99
	TVPLNDGTNFPIFGLGTWESR

	20
	TTHERM_00274500
	27.28
	VWQPADLDFFGNIPIFD

	21
	TTHERM_00475140
	98.43
	FSIQGFPTLK

	21
	TTHERM_00475140
	85.26
	NDFTGTFNVANLK

	21
	TTHERM_00475140
	62.73
	RNDFTGTFNVANLK

	22
	TTHERM_01345770
	99
	AITLETVIPKPPHQK

	23
	TTHERM_00252280
	99
	IDVSMSVQEPK

	23
	TTHERM_00252280
	99
	SNPPVTLDPSTEK

	23
	TTHERM_00252280
	98.24
	VSTTEHQSVPCENNSER

	23
	TTHERM_00252280
	91.05
	SQVTGITPACTAR

	23
	TTHERM_00252280
	77.2
	NAVNPYPYQK

	23
	TTHERM_00252280
	48.76
	YQEIEVR

	23
	TTHERM_00252280
	35.21
	EDVSDTFR

	23
	TTHERM_00252280
	18.09
	INVQTLNSR

	24
	TTHERM_00529860
	97.27
	VDGPLVILDNVK

	24
	TTHERM_00529860
	93.28
	VILFLNLANDPTIER

	25
	TTHERM_00275740
	98.49
	VYHSDLTSQAPSTVAFER

	25
	TTHERM_00275740
	78.78
	GTLNQLESYELAQFLLSQNK

	26
	TTHERM_00881470
	98.7
	IGELLIEYAEK

	26
	TTHERM_00586710
	98.52
	VLSDFVTLYLLETINK

	26
	TTHERM_00586710
	36.68
	FGFQMASLSGGR

	27
	TTHERM_00059330
	98.62
	AQINLEDYFIDLAK

	28
	TTHERM_00551090
	98.4
	TMLELLNQLDGFESTNNIK

	29
	TTHERM_00216010 
	98.42
	DATTIMQLIR

	30
	TTHERM_00160770
	98.42
	DATTIMQLIR

	31
	TTHERM_00469380
	98.32
	SDVQNIFYELPR

	32
	TTHERM_00551160
	97.72
	AVGLVLPALK

	33
	TTHERM_00551160
	80.14
	VVAINDPFMDVDYLIYQLK

	33
	TTHERM_00551160
	57.01
	VPTINVSVVDLTVR

	34
	TTHERM_00661740
	98.22
	LTIINPSTIK

	34
	TTHERM_00661740
	10.25
	VVLSNGQTVQPAWSNDYGQSQCNGK

	35
	TTHERM_00723390
	97.57
	EGFAIEEAVIK

	35
	TTHERM_00723390
	15.88
	EESLNAVINYK

	36
	TTHERM_00773160
	97.6
	SDTPIMNFNLFQNQVYPLLAR

	36
	TTHERM_00773160
	16.65
	EFSQDPLFIPR

	37
	TTHERM_00735240
	96.72
	ILMLGLDAAGK

	38
	TTHERM_00697000
	96.72
	ILMLGLDAAGK

	39
	TTHERM_00899460
	95.86
	DVQDITVGNVLQIGAGLFQGR

	39
	TTHERM_00899460
	46.35
	LCSSGLEACATIASK

	40
	TTHERM_00384910
	96.01
	GVIEFQDFLDLMTVK

	41
	TTHERM_00617800
	96.06
	NLDNNQKKLDK

	42
	TTHERM_01299660
	95.2
	FTPDLLPTIPK

	43
	TTHERM_00051730
	94.95
	DLPESCTDELLFAQVFQK

	44
	TTHERM_00194670
	92.62
	DLEQVIEK

	45
	TTHERM_00122080
	92.62
	IDEQVELK

	46
	TTHERM_01146030
	90.47
	FKPAHPNDDFSQPGALFR

	46
	TTHERM_01146030
	99
	DGPMCVNGNQGSR

	46
	TTHERM_01146030
	62.11
	NFTAAEADALK

	47
	TTHERM_00476820
	90.11
	IVSSVIVTLK

	48
	TTHERM_00190820
	97.49
	RDLAQSVIQQLR

	49
	TTHERM_00600840
	90.73
	NQMGFSEGEGTNETK

	49
	TTHERM_00600840
	70.31
	LSYTTQVEDFIMNCTPNPFCFEAQK

	50
	TTHERM_00134940
	99
	LAADSDSLTLANK

	50
	TTHERM_00134940
	99
	TAKVAKKGSSITKHK

	51
	TTHERM_00581990
	99
	SDVSQVNQTSDYK

	51
	TTHERM_00581990
	95.29
	ELQNSGAQVIK

	52
	TTHERM_01084370
	99
	TGTLTTNEMSVEK

	52
	TTHERM_01084370
	86.83
	ADQSILTGESDPVNK

	53
	TTHERM_00590030
	99
	QNVLASGSADNTVK

	54
	TTHERM_00299879
	99
	ESANTQVDFAK

	55
	TTHERM_01093510
	99
	SNYNNSNDNSNQVYGK

	56
	TTHERM_00599980
	99
	TAIQGSNQNYENR

	57
	TTHERM_00474920
	98.9
	NYENNMNPTR

	58
	TTHERM_00762890
	97.59
	ILSEVAQVPSK

	58
	TTHERM_00762890
	55.88
	LDYVPEK

	59
	TTHERM_00578520
	96.84
	LVEQQQTIDK

	60
	TTHERM_00346500
	95.04
	IQDKEGIPPDQQR

	60
	TTHERM_00346500
	90.4
	TLSDYNIQK



Raw_Dpl2-HA_IP
	Number
	Gene ID
	Confidence
	Sequence

	1
	TTHERM_00047010
	99
	YLNWINSVDHIK

	1
	TTHERM_00047010
	99
	FQFPVLSVR

	1
	TTHERM_00047010
	99
	VYDALNVLIASEVIAK

	1
	TTHERM_00047010
	15.3
	EAKEKQDILDK

	1
	TTHERM_00047010
	2.09
	VTNLNSQK

	2
	TTHERM_00487140
	99
	NNGVAFTTDPFSVTGR

	2
	TTHERM_00487140
	99
	SQLVWEIVK

	3
	TTHERM_00134940
	99
	KMEDENTMVFYVHNR

	3
	TTHERM_00134940
	99
	MEDENTMVFYVHNR

	4
	TTHERM_00954380
	99
	DILIDVIGYR

	5
	TTHERM_00529610
	99
	NYGLATWLAFR

	5
	TTHERM_00529610
	25.7
	DSVDPTNFSTPFK

	6
	TTHERM_00391300
	99
	AVETEVTLEDVYK

	6
	TTHERM_00391300
	17.4
	IIEVPLEPGVPHEYSYK

	7
	TTHERM_00938820
	99
	DLEEDYANCPIIK

	8
	TTHERM_00926980
	99
	HVDEVILGNVIGAGLGQNPAR

	9
	TTHERM_00079780
	99
	VFIIDFGLAK

	10
	TTHERM_01055600
	99
	QNEINDAQNAFDAANAAAGR

	11
	TTHERM_00695710
	99
	IIAEVQQLIAEEMILDK

	12
	TTHERM_00444470
	99
	VQVTVEYEQNGTQIKPVR

	13
	TTHERM_00317230
	99
	DKDTSIQQIDVTFSSK

	14
	TTHERM_00143660
	99
	GDEELDILIK

	15
	TTHERM_00105330
	99
	VGDVLELMECER

	16
	TTHERM_00551090
	99
	IHVTQEDFEMAVSK

	17
	TTHERM_00068170
	99
	SFNSFFAPSSDDIK

	18
	TTHERM_00275740
	99
	NAQGQNQLTQIQVDNNFSVNR

	19
	TTHERM_01146030
	99
	GAGAWGYFEVTHDVTK

	20
	TTHERM_00196370
	99
	TLNHEIEFVEGMR

	21
	TTHERM_00522630
	97.1
	GVNGIHYINIEETWQK

	22
	TTHERM_00339990
	93.7
	LKENSEIFDFELTEEDMK

	23
	TTHERM_00298400
	95.7
	VLNIFGGQNSGIIK

	24
	TTHERM_00633370
	95.1
	LEEYKAQRR



