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Supplementary Fig. S1. (A) Sequence alignment of the tRNA-like sequences from GUT15 and CR20-1 with the Box-A and Box-B promoter elements marked in yellow and green, respectively. (B) The secondary structure of the tRNA-like sequence from CR20-1 with Box-A and Box-B alignment to the consensus sequence profile for canonical tRNA promoter elements.
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GUT15 TLS AGATCTG TAGAGCGCTCGTTTTCTTCTAGTGGACGAGAGGTTGGT
CRZ20 TLS AGATCTG TAGAGCTCTCATTAT-=-—===—————~— GAGAGGTTGGT
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