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Figure S2. Ribosome and the Random Gene Sets. Boxplots of the correlation estimates between
the ribosome gene sets and random gene sets under different cases of gene overlap. ROC curves for the
ribosome gene sets and random gene sets under different cases of shared genes. We assume that a
significant p-value (p < 0.05) for a ribosome gene set is a true positive, while a significant p-value for a
random gene set is a false positive.



