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Figure S1. Phylogenetic Tree constructed using Neighbor-Joining method with 127 bp region of cytb (a) and 77 bp region of atp6 (b) gene sequences of C. porosus, respectively, against 13 crocodile and 23 non-crocodile species.
image1.emf
 Crocodylus intermedius

 Crocodylus acutus

 Crocodylus rhombifer

 Crocodylus moreletii

 Crocodylus niloticus

 Crocodylus johnsoni

 Crocodylus mindorensis

 Crocodylus novaeguineae

 Crocodylus palustris

 amplicon (127bp) cytb Crocodylus porosus

 Crocodylus siamensis

 Osteolaemus tetraspis

 Mecistops cataphractus

 Tomistoma schlegelii

 Alligator mississippiensis

 Alligator sinensis

 Caiman crocodylus

 Paleosuchus palpebrosus

 Paleosuchus trigonatus

 Columba livia

 Gallus gallus

 Anas platyrhynchos

 Salmo salar

 Gadus morhua

 Rattus rattus

 Macropus fuliginosus

 Felis catus

 Canis lupus

 Sus scrofa

 Bubalus bubalis

 Bos taurus

 Odocoileus virginianus

 Capra hircus

 Ovis aries

 Capsicum annuum

 Triticum aestivum

 Allium cepa


image2.emf
 Crocodylus intermedius

 Crocodylus acutus

 Crocodylus rhombifer

 Crocodylus moreletii

 Crocodylus niloticus

 amplicon (79 bp) ATP crocodile

 Crocodylus siamensis

 Crocodylus mindorensis

 Crocodylus novaeguineae

 Crocodylus palustris

 Crocodylus johnsoni

 Osteolaemus tetraspis

 Mecistops cataphractus

 Tomistoma schlegelii

 Alligator sinensis

 Caiman crocodylus

 Alligator mississippiensis

 Paleosuchus palpebrosus

 Paleosuchus trigonatus

 Macropus fuliginosus

 Salmo salar

 Gadus morhua

 Anas platyrhynchos

 Gallus gallus

 Columba livia

 Canis lupus

 Rattus rattus

 Sus scrofa

 Felis catus

 Bubalus bubalis

 Bos taurus

 Odocoileus virginianus

 Capra hircus

 Ovis aries

 Triticum aestivum

 Capsicum annuum

 Allium cepa


