AtARLA1a      -----------------------MGLWDSLLNWLR-SLFFKQEMELSLVGLQNAGKTSLV

AtARLA1b      -------------------------------MTLQ-PNLQAKEMELSLVGLQNSGKTSLV

AtARLA1c      -----------------------MGLLEAFLNWLR-SLFFKQEMELSLIGLQNAGKTSLV

AtARLA1d      -----------------------MGLWDALLNWLR-SLFFKQEMELSLIGLQNAGKTSLV

AtSARA1a      -----------------------MFLFDWFYGILASLGLCKKEAKILFLGLDNAGKTTLL

AtSARA1b      -----------------------MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLL

AtSARA1c      -----------------------MFMIDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLL

AtARLB1       --------------------------MFSLMSGLWSYMFSKTEFNVLILGIDKAGKTTFL

AtARFD1a      --------------------------MGTTLGKPFAGFFHQEEARIVLFGLGGTGKSSIM

AtARFD1b      --------------------------MGTALGKPFAGFFHQEESRIVLFGLDAAGKSSIM

AtARLC1       --------------------------MGL-LSIIRKIKKKEKEMRILMVGLDNSGKTTIV

AtARFC1       --------------------------MGAFMSRFWFMMFPAKEYKIVVVGLDNAGKTTTL

AtARFB1b      --------------------------MGQAFRKLFDTFFGNQEMRVVMLGLDAAGKTTIL

AtARFB1c      --------------------------MGQTFRKLFDTFFGNQEMRVVMLGLDAAGKTTIL

AtARFB1a      --------------------------MGARFSRIAKRFLPKSKVRILMVGLDGSGKTTIL

AtARFA1b      --------------------------MGLNFTKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1e      --------------------------MGLSFGKLFSKLFAKKEMRILMVGLDAAGKTTIL

AtARFA1c      --------------------------MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1a      --------------------------MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1d      --------------------------MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1f      --------------------------MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtROP9        --------------------------------MS-----ASKFIKCVTVGDGAVGKTCML

AtROP8        ----------MSA----------SMAATSTSSAT-----ATTFIKCVTVGDGAVGKTCLL

AtROP10       ------------------------------MASS-----ASKFIKCVTVGDGAVGKTCML

AtROP11       ------------------------------MASS-----ASKFIKCVTVGDGAVGKTCML

AtROP7        --------------------------------MS-----TARFIKCVTVGDGAVGKTCML

AtROP1        --------------------------------MS-----ASRFVKCVTVGDGAVGKTCLL

AtROP3        --------------------------------MS-----ASRFIKCVTVGDGAVGKTCLL

AtROP5        --------------------------------MS-----ASRFIKCVTVGDGAVGKTCLL

AtROP6        --------------------------------MS-----ASRFIKCVTVGDGAVGKTCLL

AtROP2        ---------------------------------M-----ASRFIKCVTVGDGAVGKTCML

AtROP4        --------------------------------MS-----ASRFIKCVTVGDGAVGKTCML

AtRAN4        -------------------------MALPNQQNV-----DLPTFKLLIVGDGGTGKTTFL

AtRAN3        -------------------------MALPNQQTV-----DYPSFKLVIVGDGGTGKTTFV

AtRAN1        -------------------------MALPNQQTV-----DYPSFKLVIVGDGGTGKTTFV

AtRAN2        -------------------------MALPNQQTV-----DYPSFKLVIVGDGGTGKTTFV

AtRABG1       ---------------------------------M-----EKTKLKIILLGDSGVGKTSLL

AtRABG2       -----------------------------MDSLK-----NRTLLKVIVLGDSGVGKTSLM

AtRABG3c      ------------------------------MASR-----RRVLLKVIILGDSGVGKTSLM

AtRABG3d      ------------------------------MSSR-----RRVLLKVIILGDSGVGKTSLM

AtRABG3e      ------------------------------MPSR-----RRTLLKVIILGDSGVGKTSLM

AtRABG3f      ------------------------------MPSR-----RRTLLKVIILGDSGVGKTSLM

AtRABG3a      ------------------------------MATR-----RRTLLKVIVLGDSGVGKTSLM

AtRABG3b      ------------------------------MSTR-----RRTLLKVIILGDSGVGKTSLM

AtRABC1       -------------------------MGSSSGQPE-----FDYLFKVLLIGDSGVGKSSLL

AtRABC2a      -------------------------MGSSSGQSG-----YDLSFKILLIGDSGVGKSSLL

AtRABC2b      -------------------------MGSSSGQSG-----YDLSFKILLIGDSGVGKSSLL

AtRABE1d      -----------------------MAVAPARARSD-----YDYLIKLLLIGDSGVGKSCLL

AtRABE1e      -----------------------MAVAPARARSD-----YDYLIKLLLIGDSGVGKSCLL

AtRABE1a      -----------------------MAAPPARARAD-----YDYLIKLLLIGDSGVGKSCLL

AtRABE1c      -----------------------MAAPPARARAD-----YDYLIKLLLIGDSGVGKSCLL

AtRABD1       ------------------------------MSNE-----YDYLFKLLLIGDSSVGKSCLL

AtRABD2a      ------------------------------MNPE-----YDYLFKLLLIGDSGVGKSCLL

AtRABD2b      ------------------------------MNPE-----YDYLFKLLLIGDSGVGKSCLL

AtRABD2c      ------------------------------MNPE-----YDYLFKLLLIGDSGVGKSCLL

AtRABB1a      --------------------------------MS-----YAYRFKYIIIGDTGVGKSCLL

AtRABB1b      --------------------------------MS-----YDYLFKYIIIGDTGVGKSCLL

AtRABB1c      --------------------------------MS-----YAYLFKYIIIGDTGVGKSCLL

AtRABA6a      -------------------------MAEDTYEEE-----CDYLFKAVLIGDSAVGKSNLL

AtRABA6b      -------------------------MAEESYDEE-----CDYLFKAVLIGDSAVGKSNLL

AtRABA5a      ------------------------MAFYSEDDKS-----EDYLFKIVLIGDSAVGKSNLL

AtRABA5b      --------------------------MGKEDDRG-----EEYLFKIVLIGDSAVGKSNLL

AtRABA5c      --------------------------MSDDDERG-----EEYLFKIVIIGDSAVGKSNLL

AtRABA5d      --------------------------MSSDDEGG-----EEYLFKIVIIGDSAVGKSNLL

AtRABA5e      --------------------------MSSDDEGR-----EEYLFKIVVIGDSAVGKSNLL

AtRABA3       ----------MNEEMSGESPENNKHVKKPTMPEK-----IDYVFKVVVIGDSAVGKTQLL

AtRABA4a      ----------MT-----------SGGGYGDPSQK-----IDYVFKVVLIGDSAVGKSQIL

AtRABA4b      ----------MA-----------GGGGYGGASGK-----VDYVFKVVLIGDSAVGKSQLL

AtRABA4c      -----------------------MSKFQSNFNQK-----IDYVFKVVLIGDSAVGKSQLL

AtRABA4d      -----------------------MSNLYGDYNQK-----IDYVFKVVLIGDSAVGKTQLL

AtRABA1e      -------------------------MGAYRADDD-----YDYLFKLVLIGDSGVGKSNLL

AtRABA1f      -------------------------MAAYRADDE-----YDYLFKVVLIGDSGVGKSNLL

AtRABA1g      -------------------------MAAYRADDD-----YDFLYKVVLIGDSGVGKSNLL

AtRABA1h      -------------------------MGTYKAEDD-----YDYLFKVVLTGDSGVGKSNLL

AtRABA1i      -------------------------MGAYRAEDD-----YDYLFKVVLTGDSGVGKSNLL

AtRABA1a      -------------------------MAGYRADEE-----YDYLFKLVLIGDSGVGKSNLL

AtRABA1b      -------------------------MAGYRVEDD-----YDYLFKVVLIGDSGVGKSNLL

AtRABA1c      -------------------------MAGYRADDE-----YDYLFKVVLIGDSGVGKSNLL

AtRABA1d      -------------------------MAGYRADDD-----YDYLFKVVLIGDSGVGKSNLL

AtRABA2a      --------------------------MARRPDEE-----YDYLFKVVLIGDSGVGKSNLL

AtRABA2b      --------------------------MANRIDHE-----YDYLFKIVLIGDSGVGKSNIL

AtRABA2c      --------------------------MTHRVDQE-----YDYLFKIVLIGDSGVGKSNIL

AtRABA2d      --------------------------MAHRVEQD-----YDYLFKIVLIGDSGVGKTNIL

AtRABH1a      -------------------------------MGD-----LGKGYKLVFLGDQGVGKTSII

AtRABH1c      -------------------------MA----SVS-----PLAKFKLVFLGDQSVGKTSII

AtRABH1b      -------------------------MA----PVS-----ALAKYKLVFLGDQSVGKTSII

AtRABH1d      -------------------------MA----SVS-----PLAKYKLVFLGDQSVGKTSII

AtRABH1e      -------------------------MA----SVS-----PLAKYKLVFLGDQSVGKTSII

AtRABF1       MGCASSLPDRNSGTLSGLSNSENA-VP----ADA-----KNLRVKLVLLGDSGVGKSCIV

AtRABF2a      -----------------------M-AS----SGN-----KNINAKLVLLGDVGAGKSSLV

AtRABF2b      -----------------------M-AA----AGN-----KSINAKLVLLGDVGAGKSSLV

                                                          .    *    **:  :

AtARLA1a      NAIAT------GGYSEDMIPTVGFNMRKV---TK-------------------GNVTIKI

AtARLA1b      NVVAT------GEYSEDMIPTVGFNMRKV---TK-------------------ENVAIRL

AtARLA1c      NVVAT------GGYSEDMIPTVGFNMRKV---TK-------------------GNVTIKL

AtARLA1d      NVVAT------GGYSEDMIPTVGFNMRKV---TK-------------------GSVTIKL

AtSARA1a      HMLKD------ERLV-QHQPTQHPTSEEL---SI-------------------GKINFKA

AtSARA1b      HMLKD------ERLV-QHQPTQHPTSEEL---SI-------------------GKIKFKA

AtSARA1c      HMLKD------ERLV-QHQPTQHPTSEEL---SI-------------------GKIKFKA

AtARLB1       EKLKTIYSISEGLPHDRIVPTVGLNIGRI---EV-------------------SNAKIVF

AtARFD1a      HKFKT------GETLTTTMPTVGLNVESV---KY-------------------KDSNLCF

AtARFD1b      HKLKT------GETLTTTMPTIGTDVESV---KY-------------------KDSNLRF

AtARLC1       LKING------EDTS-VISPTLGFNIKTI---IY-------------------QKYTLNI

AtARFC1       YKLHL------GEVV-TTHPTVGSNVEEL---VY-------------------KNIRFEV

AtARFB1b      YKLHI------GEVL-STVPTIGFNVEKV---QY-------------------KNVMFTV

AtARFB1c      YKLHI------GEVL-STVPTIGFNVEKV---QY-------------------KNVIFTV

AtARFB1a      YKLKL------GEVV-TTVPTIGFNLETV---EY-------------------KGINFTV

AtARFA1b      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtARFA1e      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtARFA1c      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtARFA1a      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtARFA1d      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtARFA1f      YKLKL------GEIV-TTIPTIGFNVETV---EY-------------------KNISFTV

AtROP9        ICYTS------NKFPTDYIPTVFDNFSAN--VAV-----------------DGQIVNLGL

AtROP8        ISYTS------NTFPTDYVPTVFDNFNAN--VLV-----------------DGKTVNLGL

AtROP10       ICYTS------NKFPTDYIPTVFDNFSVN--VVV-----------------EGITVNLGL

AtROP11       ICYTS------NKFPTDYIPTVFDNFSAN--VVV-----------------EGTTVNLGL

AtROP7        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------DGSTVNLGL

AtROP1        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------NGSTVNLGL

AtROP3        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------NGATVNLGL

AtROP5        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------NGATVNLGL

AtROP6        ISYTS------NTFPTDYVPTVFDNFSAN--VIV-----------------DGNTINLGL

AtROP2        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------DGNTVNLGL

AtROP4        ISYTS------NTFPTDYVPTVFDNFSAN--VVV-----------------DGNTVNLGL

AtRAN4        KRHLT------GEFEHNTEPTLGVDIYPL-DFFT-----------------NRGKIRFEC

AtRAN3        KRHLT------GEFEKKYEPTIGVEVHPL-DFFT-----------------NCGKIRFYC

AtRAN1        KRHLT------GEFEKKYEPTIGVEVHPL-DFFT-----------------NCGKIRFYC

AtRAN2        KRHLT------GEFEKKYEPTIGVEVHPL-DFFT-----------------NCGKIRFYC

AtRABG1       KRYND------KDFKQLHNSTIYVDLVTK-EICI-----------------AERQVILQI

AtRABG2       NQYVY------KKFNKQYKATIGADFVTK-ELHI-----------------DEKSVTLQI

AtRABG3c      NQFVN------RKFSNQYKATIGADFLTK-EVQI-----------------DDRIFTLQI

AtRABG3d      NQFVN------RKFSNQYKATIGADFLTK-EVQI-----------------DDRIFTLQI

AtRABG3e      NQYVN------KKFSNQYKATIGADFLTK-EVQF-----------------EDRLFTLQI

AtRABG3f      NQYVN------KKFSNQYKATIGADFLTK-EVQF-----------------EDRLFTLQI

AtRABG3a      NQYVH------KKFSMQYKATIGADFVTK-ELQI-----------------GEKLVTLQI

AtRABG3b      NQYVN------NKFSQQYKATIGADFVTK-ELQI-----------------DDRLVTLQI

AtRABC1       LSFTS------NTFD-DLSPTIGVDFKVK-YLTI-----------------GEKKLKLAI

AtRABC2a      VSFIS------SSVE-DLAPTIGVDFKIK-QLTV-----------------GGKRLKLTI

AtRABC2b      LSFIS------SSVE-DLAPTIGVDFKIK-QMKV-----------------RGKRLKLTI

AtRABE1d      LRFSD------DTFTTSFITTIGIDFKIR-TVEL-----------------DGKRIKLQI

AtRABE1e      LRFSD------DTFTTSFITTIGIDFKIR-TVEL-----------------DGKRIKLQI

AtRABE1a      LRFSD------GSFTTSFITTIGIDFKIR-TIEL-----------------DGKRIKLQI

AtRABE1c      LRFSD------GSFTTSFITTIGIDFKIR-TIEL-----------------DGKRIKLQI

AtRABD1       LRFAD------DAYIDSYISTIGVDFKIR-TIEQ-----------------DGKTIKLQI

AtRABD2a      LRFSD------DSYVESYISTIGVDFKIR-TVEQ-----------------DGKTIKLQI

AtRABD2b      LRFAD------DSYLDSYISTIGVDFKIR-TVEQ-----------------DGKTIKLQI

AtRABD2c      LRFAD------DSYLDSYISTIGVDFKIR-TVEQ-----------------DGKTIKLQI

AtRABB1a      LKFTD------KRFQAVHDLTIGVEFGAK-TITI-----------------DNKPIKLQI

AtRABB1b      LQFTD------KRFQPVHDLTIGVEFGAR-MVTV-----------------DGRPIKLQI

AtRABB1c      LQFTD------KRFQPVHDLTIGVEFGAR-MITI-----------------DNKPIKLQI

AtRABA6a      SRFSK------DEFRFDSKPTIGVEFAYR-NVHV-----------------GDKIIKAQI

AtRABA6b      SRFSR------DEFRLDSKPTIGVDFAYR-NVRV-----------------GDKTIKAQI

AtRABA5a      ARFAR------DEFYPNSKSTIGVEFQTQ-KMDI-----------------NGKEIKAQI

AtRABA5b      SRFSR------DEFDTNSKATIGVEFQTQ-LVEI-----------------EGKEVKAQI

AtRABA5c      TRYAR------NEFNPNSKATIGVEFQTQ-SMLI-----------------DGKEVKAQI

AtRABA5d      SRYAR------NEFNAHSKATIGVEFQTQ-NMEI-----------------EGKEVKAQI

AtRABA5e      SRYAR------NEFSANSKATIGVEFQTQ-SMEI-----------------EGKEVKAQI

AtRABA3       SRFTH------NEFCYDSKSTIGVEFQTR-TITL-----------------RGKLVKAQI

AtRABA4a      ARYAR------DEFSLDSKATIGVEFQTR-TLVI-----------------DHKSVKAQI

AtRABA4b      ARFAR------DEFSMDSKATIGVEFQTR-TLSI-----------------EQKSIKAQI

AtRABA4c      ARFSR------NEFSIESKATIGVEFQTR-TLEI-----------------DRKTIKAQI

AtRABA4d      ARFAR------NEFSVDSKATIGVEFQTK-TLVI-----------------DNKTVKAQI

AtRABA1e      SRFTR------NEFSIESKSTIGVEFATR-SVHV-----------------DEKIIKAQL

AtRABA1f      SRFTR------NEFSLESKSTIGVEFATR-SIHV-----------------DDKIVKAQI

AtRABA1g      SRFTR------NEFSLESKSTIGVEFATR-SIHV-----------------DEKIVKAQI

AtRABA1h      SRFTR------NDFSHDSRSTIGVEFATRRGIQV-----------------DDKIVKAQI

AtRABA1i      SRFTR------NDFSHDSRATIGVEFATR-SIQC-----------------DDKIVKAQI

AtRABA1a      SRFTK------NEFNLESKSTIGVEFATK-TTKV-----------------EGKVVKAQI

AtRABA1b      SRFTK------NEFNLESKSTIGVEFATR-TLKV-----------------DGKVVKAQI

AtRABA1c      SRFTK------NEFSLESKSTIGVEFATR-SLNV-----------------DDKVIKAQI

AtRABA1d      SRFTR------NEFSLESKSTIGVEFATR-SLNV-----------------NEKVIKAQI

AtRABA2a      SRFTR------NEFCLESKSTIGVEFATR-TLQV-----------------EGRTVKAQI

AtRABA2b      SRFTR------NEFCLESKSTIGVEFATR-TLQVISLLSLSLNLDNFPPDQFGKTVKAQI

AtRABA2c      SRFTR------NEFCLESKSTIGVEFATR-TTQV-----------------EGKTIKAQI

AtRABA2d      SRFTR------NEFCLESKSTIGVEFATR-TLQV-----------------EGKTVKAQI

AtRABH1a      TCFMY------GKFDTSYQATIGIDFLSK-TTRY----------------ED-RTFRLQL

AtRABH1c      TRFMY------DKFDTTYQPTIGIDFLSK-TMYL----------------ED-RTVRLQL

AtRABH1b      TRFMY------DKFDNTYQATIGIDFLSK-TMYL----------------ED-RTVRLQL

AtRABH1d      TRFMY------DKFDTTYQATIGIDFLSK-TMYL----------------ED-RTVRLQL

AtRABH1e      TRFMY------DKFDTTYQATIGIDFLSK-TMYL----------------ED-RTVRLQL

AtRABF1       LRFVR------GQFDATSKVTVGASFLSQ-TIAL----------------QDSTTVKFEI

AtRABF2a      LRFVK------DQFVEFQESTIGAAFFSQ-TLAV----------------ND-ATVKFEI

AtRABF2b      LRFVK------DQFVEFQESTIGAAFFSQ-TLAV----------------ND-ATVKFEI

                                  *                                       

AtARLA1a      W-------DLGGQRRF--RTMWERYCRGVSAIVYVIDAADRDSVPISR-SELNDLLT---

AtARLA1b      W-------DLGGQPRF--RCMWERYCRAVSMIVYVVDAADTENLSVSR-SELHDLLS---

AtARLA1c      W-------DLGGQPRF--RSMWERYCRAVSAIVYVVDAADPDNLSVSK-SELHDLLS---

AtARLA1d      W-------DLGGQPRF--RSMWERYCRSVSAIVYVVDAADPDNLSVSK-SELHDLLS---

AtSARA1a      F-------DLGGHQIA--RRVWKDCYAKVDAVVYLVDAYDRDRFVESK-RELDALLS---

AtSARA1b      F-------DLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESK-RELDALLS---

AtSARA1c      F-------DLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESK-KELDALLS---

AtARLB1       W-------DLGGQPGL--RSIWEKYYEEAHALIYLIDAACPTRFEDSK-SALEKALR---

AtARFD1a      W-------EMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQIEETK-DFLNVVID---

AtARFD1b      W-------EMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDRIEDAK-DFLNAVID---

AtARLC1       W-------DVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCK-MELDNLLK---

AtARFC1       W-------DLGGQDRL--RTSWATYYRGTHAVIVVIDSTDRARISFMK-DELARLLG---

AtARFB1b      W-------DVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAK-QEFQEIIK---

AtARFB1c      W-------DVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAK-QEFQDIIR---

AtARFB1a      W-------DIGGQEKI--RKLWRHYFQNAQGLIFVVDSSDSERLSEAR-NELHRILT---

AtARFA1b      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtARFA1e      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtARFA1c      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtARFA1a      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtARFA1d      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtARFA1f      W-------DVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLN---

AtROP9        W-------DTAGQEDY--SRLRPLSYRGADIFVLAFSLISKASYENVLKKWMPELRR---

AtROP8        W-------DTAGQEDY--NRVRPLSYRGADVFILAFSLISRPSFENIAKKWVPELRH---

AtROP10       W-------DTAGQEDY--NRLRPLSYRGADVFVLAFSLISRASYENVFKKWIPELQH---

AtROP11       W-------DTAGQEDY--NRLRPLSYRGADVFVLSFSLVSRASYENVFKKWIPELQH---

AtROP7        W-------DTAGQEDY--NRLRPLSYRGADVFLLAFSLISKASYENIHKKWLPELKH---

AtROP1        W-------DTAGQEDY--NRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKH---

AtROP3        W-------DTAGQEDY--NRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKH---

AtROP5        W-------DTAGQEDY--NRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKH---

AtROP6        W-------DTAGQEDY--NRLRPLSYRGADVFLLAFSLVSKASYENVSKKWVPELRH---

AtROP2        W-------DTAGQEDY--NRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRH---

AtROP4        W-------DTAGQEDY--NRLRPLSYRGADVFILAFSLISKASYENVAKKWIPELRH---

AtRAN4        W-------DTAGQEKY--SGLKDAYYIHGQCAIIMFDVTARHTYMNID-RWYRDLRR---

AtRAN3        W-------DTAGQEKF--GGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCR---

AtRAN1        W-------DTAGQEKF--GGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCR---

AtRAN2        W-------DTAGQEKF--GGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCR---

AtRABG1       W-------DTAGQERF--KSLPSRFYRDTDCCVLVYDVNTLKTFESID-NWHDEFIK---

AtRABG2       W-------DTAGQERF--QSLGAAFYRGADCCVLVYDVNNLKSFETLN-NWHTEFLK---

AtRABG3c      W-------DTAGQERF--QSLGVAFYRGADCCVLVNDVNVMKSFENLN-NWREEFLI---

AtRABG3d      W-------DTAGQERF--QSLGVAFYRGADCCVLVYDVNVMKSFDNLN-NWREEFLI---

AtRABG3e      W-------DTAGQERF--QSLGVAFYRGADCCVLVYDVNSAKSFEDLN-NWREEFLI---

AtRABG3f      W-------DTAGQERF--QSLGVAFYRGADCCVLVYDVNSMKSFENLN-NWREEFLI---

AtRABG3a      W-------DTAGQERF--QSLGAAFYRGADCCALVYDVNVLRSFDNLE-TWHEEFLKQAW

AtRABG3b      W-------DTAGQERF--QSLGVAFYRGADCCVLVYDVNHLKSFESLD-NWHNEFLT---

AtRABC1       W-------DTAGQERF--RTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDL---

AtRABC2a      W-------DTAGQERF--RTLTSSYYRGAQGIILVYDVTRRETFTNLVDVWGKEIEL---

AtRABC2b      W-------DTAGQEKF--RTLTSSYFRGSQGIILVYDVTKRETFLNLADIWAKEIEL---

AtRABE1d      W-------DTAGQERF--RTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ---

AtRABE1e      W-------DTAGQERF--RTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ---

AtRABE1a      W-------DTAGQERF--RTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ---

AtRABE1c      W-------DTAGQERF--RTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ---

AtRABD1       W-------DTAGQERF--RTITSSYYRGAHGIIIVYDCTEMESFNNVK-QWLSEIDR---

AtRABD2a      W-------DTAGQERF--RTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDR---

AtRABD2b      W-------DTAGQERF--RTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR---

AtRABD2c      W-------DTAGQERF--RTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR---

AtRABB1a      W-------DTAGQESF--RSVTRSYYRGRAGTLLVYDITRRETFNHLA-SWLEEARQ---

AtRABB1b      W-------DTAGQESF--RSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ---

AtRABB1c      W-------DTAGQESF--RSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ---

AtRABA6a      W-------DTAGQERF--RAITSSYYRGALGALLIYDITRRTTFDNIK-KWLFELRD---

AtRABA6b      W-------DTAGQERF--RAITSSYYRGALGALLIYDITRRITFKNIE-KWLSELRG---

AtRABA5a      W-------DTAGQERF--RAVTSAYYRGAVGALLVYDISRRQTFHSIG-RWLNELHT---

AtRABA5b      W-------DTAGQERF--RAVTSAYYRGAFGALIVYDITRGDTFESVK-RWLQELNT---

AtRABA5c      W-------DTAGQERF--RAVTSAYYRGAVGALVVYDITRSSTFENVG-RWLDELNT---

AtRABA5d      W-------DTAGQERF--RAVTSAYYRGAVGALVVYDISRRSTFESVG-RWLDELKT---

AtRABA5e      W-------DTAGQERF--RAVTSAYYRGAVGALVVYDITRRTTFESVG-RWLDELKI---

AtRABA3       W-------DTAGQERY--RAVTSAYYRGALGAMVVYDITKRLSFDHVA-RWVEELRA---

AtRABA4a      W-------DTAGQERY--RAVTSAYYRGAVGAMLVYDITRRQTFDHIP-RWLEELRA---

AtRABA4b      W-------DTAGQERY--RAVTSAYYRGAVGAMLVYDMTKRETFEHIP-RWLEELRA---

AtRABA4c      W-------DTAGQERY--RAVTSAYYRGAVGAMLVYDITKRQSFDHVA-RWLEELRG---

AtRABA4d      W-------DTAGQERY--RAVTSAYYRGAVGAMLVYDMTKRQSFDHMA-KWLEELRG---

AtRABA1e      W-------DTAGQERY--RAITSAYYRGAVGALLVYDITRHITFENVE-RWLKELRD---

AtRABA1f      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD---

AtRABA1g      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD---

AtRABA1h      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD---

AtRABA1i      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD---

AtRABA1a      W-------DTAGQERY--RAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRG---

AtRABA1b      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRRATFENVD-RWLKELKN---

AtRABA1c      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHSTFENVE-TWLKELRN---

AtRABA1d      W-------DTAGQERY--RAITSAYYRGAVGALLVYDVTRHSTFENVE-RWLRELRD---

AtRABA2a      W-------DTAGQERY--RAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRD---

AtRABA2b      W-------DTAGQERY--RAITSAYYRGAVGALLVYDITKRQTFENVL-RWLRELRD---

AtRABA2c      W-------DTAGQERY--RAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD---

AtRABA2d      W-------DTAGQERY--RAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD---

AtRABH1a      WYKKLSLGDTAGQERF--KSLVPSYIRDSSVAVIVYDVASKQSFINTS-KWIEEVRA---

AtRABH1c      W-------DTAGQERF--RSLIPSYIRDSSVAIVVYDVSNRQTFLNTS-KWIEDVHR---

AtRABH1b      W-------DTAGQERF--RSLIPSYIRDSSVAVIVYDVASRQSFLNTT-KWIDEVRT---

AtRABH1d      W-------DTAGQERF--RSLIPSYIRDSSVAVVVYDVANRLSFLNTS-KWIEEVRN---

AtRABH1e      W-------DTAGQERF--RSLIPSYIRDSSVAVIVYDVANRQSFLNTS-KWIEDVRT---

AtRABF1       W-------DTAGQERY--SALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQK---

AtRABF2a      W-------DTAGQERY--HSLAPMYYRGAAAAIIVFDITNQASFERAK-KWVQELQA---

AtRABF2b      W-------DTAGQERY--HSLAPMYYRGAAAAIIVFDVTNQASFERAK-KWVQELQA---

              :       : .*:                       .                       

AtARLA1a      --------K---PSLNGIPLLILGNKIDKSEALSKQALVDQLGLESVT------------

AtARLA1b      --------N---ASLIGIPLLVLGNKIDIHGALSKEALTEEMGLSSVT------------

AtARLA1c      --------K---TSLNGIPLLVLGNKIDKPGALSKEALTDEMGLTSLT------------

AtARLA1d      --------K---TSLNGIPLLVLGNKIDKPGALSKEALTDEMGLKSLT------------

AtSARA1a      --------D---EALANVPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGIVNLEDSG

AtSARA1b      --------D---EALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSG

AtSARA1c      --------D---ESLASVPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGKVNLTDSN

AtARLB1       --------H---EDLQGAPLLILANKQDLTNAVSAEELDRYLDLKKLD------------

AtARFD1a      --------EIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKKN--------W

AtARFD1b      --------EIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQKN--------W

AtARLC1       --------E---ERLAGSSLLILANKQDIQGALTPDEIGKVLNLESMDK-----------

AtARFC1       --------H---EDLQNSVILVFANKQDLKDAMTPAEITDALNLHSIK------------

AtARFB1b      --------D---PFMLNSIILVFANKQDMRGAMSPREVCEGLGLFDLK------------

AtARFB1c      --------D---PFMLNSVILVFANKQDMRGAMSPREVCEGLGLLDLK------------

AtARFB1a      --------D---NELEGACVLVFANKQDSRNALPVAEVANKLGLHSLS------------

AtARFA1b      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtARFA1e      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtARFA1c      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtARFA1a      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtARFA1d      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtARFA1f      --------E---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------

AtROP9        --------F-----APNVPIVLVGTKLDLRDDK--GYLADHTNV--ITSTQGEELR--KQ

AtROP8        --------Y-----APTVPIVLVGTKSDLRDNM--QFPKNYPGACTIFPEQGQELR--KE

AtROP10       --------F-----APGVPIVLVGTKMDLREDR--HYLSDHPGLSPVTTSQGEELR--KH

AtROP11       --------F-----APGVPLVLVGTKLDLREDK--HYLADHPGLSPVTTAQGEELR--KL

AtROP7        --------Y-----APGIPIVLVGTKLDLRDDK--QFLKDHPGAASITTAQGEELR--KM

AtROP1        --------Y-----APGVPIVLVGTKLDLRDDK--QFFIDHPGAVPITTAQGEELR--KQ

AtROP3        --------Y-----APGVPIVLVGTKLDLRDDK--QFFIDHPGAVPITTAQGEELK--KL

AtROP5        --------Y-----APGVPIVLVGTKLDLRDDK--QFFIDHPGAVPITTVQGEELK--KL

AtROP6        --------Y-----APGVPIILVGTKLDLRDDK--QFFAEHPGAVPISTAQGEELK--KL

AtROP2        --------Y-----APGVPIILVGTKLDLRDDK--QFFIDHPGAVPITTNQGEELK--KL

AtROP4        --------Y-----APGVPIILVGTKLDLRDDK--QFFIDHPGAVPITTNQGEELK--KL

AtRAN4        -------------VCKNIPIVLCGNKVDVPS-------------RQIKP-KHVSY---HR

AtRAN3        -------------VCENIPIVLCGNKVDVKN-------------RQVKA-KQVTF---HR

AtRAN1        -------------VCENIPIVLCGNKVDVKN-------------RQVKA-KQVTF---HR

AtRAN2        -------------VCENIPIVLCGNKVDVKN-------------RQVKA-KQVTF---HR

AtRABG1       --------QANPETPTKFPFVLMGNKTDVNNGK----------PRVVAKEIADQWC--GS

AtRABG2       --------QANPMEPETFPFVLIGNKTDVDGGN----------SRVVSNKRAIEWC--GS

AtRABG3c      --------QASPSDPENFPFVVLGNKTDVDGGK----------SRVVTEKKAKSWC--AS

AtRABG3d      --------QASPSDPENFPFVVLGNKTDVDGGK----------SRVVSEKKAKAWC--AS

AtRABG3e      --------QASPSDPENFPFVVIGNKIDVDGGS----------SRVVSEKKARAWC--AS

AtRABG3f      --------QASPSDPENFPFVLIGNKVDVDDGN----------SRVVSEKKAKAWC--AS

AtRABG3a      NIGMWTIAEASPSDPKTFPFIVLGNKIDVDGGS----------SRVVSDKKAADWC--AS

AtRABG3b      --------RASPRDPMAFPFILLGNKVDIDGGN----------SRVVSEKKAREWC--AE

AtRABC1       --------YS---TNQDCIKMLVGNKVDKE--S----------ERAVSKKEGIDF---AR

AtRABC2a      --------YS---TNQECVRMLVGNKVDRE--S----------ERGVSREEGIAL---AK

AtRABC2b      --------YS---TNHDCIKMLVGNKVDRE--S----------ERKVSREEGMAL---AK

AtRABE1d      --------HA----SDNVNKILVGNKADMDE-S----------KRAVPTAKGQAL---AD

AtRABE1e      --------HA----SDSVNKILVGNKADMDE-S----------KRAVPTSKGQAL---AD

AtRABE1a      --------HA----SDSVNKILVGNKADMDE-S----------KRAVPKSKGQAL---AD

AtRABE1c      --------HA----SDNVNKILVGNKADMDE-S----------KRAVPTAKGQAL---AD

AtRABD1       --------YA----NESVCKLLIGNKNDMVE-S-----------KVVSTETGRAL---AD

AtRABD2a      --------YA----SDNVNKLLVGNKSDLTE-N-----------RAIPYETAKAF---AD

AtRABD2b      --------YA----SENVNKLLVGNKNDLTS-Q-----------KVVSTETAKAF---AD

AtRABD2c      --------YA----SENVNKLLVGNKCDLTS-Q-----------KVVSTETAKAF---AD

AtRABB1a      --------HA----SENMTTMLIGNKCDLE--D----------KRTVSTEEGEQF---AR

AtRABB1b      --------HA----NPNMSIMLIGNKCDLA--H----------KRAVSKEEGQQF---AK

AtRABB1c      --------HA----NANMTIMLIGNKCDLA--H----------RRAVSTEEGEQF---AK

AtRABA6a      --------FA----NPETVVVLVGNKSDLR--Q----------SREVEEDEGKTL---AE

AtRABA6b      --------FS----SPETVVVLVGNKSDLG--Q----------SREVEEEEGKTL---AE

AtRABA5a      --------HS----DMNVVTILVGNKSDLK--D----------LREVSTAEGKAL---AE

AtRABA5b      --------HC----DTAVAQMLVGNKCDLE--D----------IRAVSVEEGKAL---AE

AtRABA5c      --------HS----DTTVAKMLIGNKCDLE--S----------IRAVSVEEGKSL---AE

AtRABA5d      --------HS----DTTVARMLVGNKCDLE--S----------IRAVSVEEGKAL---AE

AtRABA5e      --------HS----DTTVARMLVGNKCDLE--N----------IRAVSVEEGKAL---AE

AtRABA3       --------HA----DDSAVIMLVGNKADLSV-G----------KRAVPTEDAVEF---AE

AtRABA4a      --------HA----DKNIVIILIGNKSDLV--D----------QRAIPTEDAKEF---AE

AtRABA4b      --------HA----DKNIVIILIGNKSDLE--D----------QRAVPTEDAKEF---AE

AtRABA4c      --------HA----DKNIVIMLIGNKTDLG--T----------LRAVPTEDAKEF---AQ

AtRABA4d      --------HA----DKNIVIMLIGNKCDLG--S----------LRAVPTEDAQEF---AQ

AtRABA1e      --------HT----DANVVIMLVGNKADLR--H----------LRAVPTEEARSF---SE

AtRABA1f      --------HT----DANIVIMFVGNKADLR--H----------LRAVSTEDAKAF---AE

AtRABA1g      --------HT----EANIVIMLVGNKADLR--H----------LRAVSTEDAKAF---AE

AtRABA1h      --------HT----DANTVIMLVGNKADLN--H----------LRAISTEEVKDF---AE

AtRABA1i      --------HT----DANIVIMLVGNKADLR--H----------LRAISTEEAKAF---AE

AtRABA1a      --------HT----DPNIVVMLIGNKCDLR--H----------LVAVKTEEAKAF---AE

AtRABA1b      --------HT----DPNIVVMLVGNKSDLR--H----------LLAVPTEDGKSY---AE

AtRABA1c      --------HT----DPNIVVMLVGNKSDLR--H----------LVAVQTEDAKSF---AE

AtRABA1d      --------HT----DPNIVVMLVGNKSDLR--H----------LVAVQTEDAKSF---AE

AtRABA2a      --------HA----DSNIVIMLIGNKTDLK--H----------LRAVATEDAQSY---AE

AtRABA2b      --------HA----DSNIVIMMAGNKSDLN--H----------LRSVADEDGRSL---AE

AtRABA2c      --------HA----DSNIVIMMAGNKSDLN--H----------LRSVAEEDGQSL---AE

AtRABA2d      --------HA----DSNIVIMMAGNKADLN--H----------LRSVAEEDGQTL---AE

AtRABH1a      --------ER---GS-YVIIVLVGNKTDLV--N----------KRQVSIEEGENK---AR

AtRABH1c      --------ER---GQSNVIIVLVGNKTDLV--E----------KRQVSISEGEDK---GK

AtRABH1b      --------ER---GS-DVIVVLVGNKTDLV--D----------KRQVSIEEAEAK---AR

AtRABH1d      --------ER---AG-DVIIVLVGNKTDLV--E----------KRQVSIEEGDSK---GR

AtRABH1e      --------ER---GS-DVIIVLVGNKTDLV--D----------KRQVSIEEGDNK---AR

AtRABF1       --------H----GSPDIVMALVGNKADLH--E----------KREVPTEDGMEL---AE

AtRABF2a      --------Q----GNPNMVMALAGNKADLL--D----------ARKVSAEEAEIY---AQ

AtRABF2b      --------Q----GNPNMVMALAGNKSDLL--D----------ARKVTAEDAQTY---AQ

                                   . ..* :                  .             

AtARLA1a      DREVCCYMISCKDSINIDAVIDWLIKHSRTAT----------------------------

AtARLA1b      SREVCCLMISCKNPTTIDQLTDWLVNHSKSKN----------------------------

AtARLA1c      DREVCCFMISCKNSTNIDQVIDWLVKHSKSKN----------------------------

AtARLA1d      DREVCCFMISCKNSTNIDQVIDWLVKHSKSSN----------------------------

AtSARA1a      VRPLEVFMCSIVRKMGYGEGFKWLSQYIK-------------------------------

AtSARA1b      VRPLEVFMCSIVRKMGYGEGFKWLSQYIN-------------------------------

AtSARA1c      VRPLEVFMCSIVRKMGYGEGFKWVSQYIK-------------------------------

AtARLB1       ERVYMFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLRARAGYTP---------------

AtARFD1a      QRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-----------------------------

AtARFD1b      QRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-----------------------------

AtARLC1       SRHWKIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD------------------------

AtARFC1       NHDWHIQASCAVTGEGLYDGLGWIAQKVTGKATS--------------------------

AtARFB1b      NRKWHIQGTCALRGDGLYEGLDWLSSTLKDVKAAGFTS----------------------

AtARFB1c      NRKWHIQGTCALQGDGLYEGLDWLSATLKEVKAAGYSS----------------------

AtARFB1a      KRCWLIQGTSAISGQGLYEGLEWLSTTIPNKPERSTSVS--S--F---------------

AtARFA1b      QRHWYIQSTCATSGEGLYEGLDWLSNNIATKVNNLNIPF---------------------

AtARFA1e      QRHWYIQSTCATSGEGLYEGLDWLSNNIANKA----------------------------

AtARFA1c      QRHWYIQSTCATSGEGLYEGLDWLSNNIASKA----------------------------

AtARFA1a      QRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA----------------------------

AtARFA1d      QRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA----------------------------

AtARFA1f      QRHWYIQSTCATSGEGLYEGLDWLSNNIASKA----------------------------

AtROP9        IGAAAYIECSSKTQQNVKAVFDTAIKVVLQPPRRKEVPRRRK------------------

AtROP8        IGALAYIECSSKAQMNVKAVFDEAIKVVLHPPSKTKKRKRKI------------------

AtROP10       IGATYYIECSSKTQQNVKAVFDAAIKVVIKPAVKQKEKK---K-----------------

AtROP11       IGATYYIECSSKTQQNVKAVFDSAIKEVIKPLVKQKEKTKKKK-----------------

AtROP7        IGAVRYLECSSKTQQNVKAVFDTAIRVALRPPKAKKKIKPL-------------------

AtROP1        IGAPTYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKK-SK-------------------

AtROP3        IGAPAYIECSSKTQENVKGVFDAAIRVVLQPPKQKKKK-SK-------------------

AtROP5        IGAPAYIECSSKSQENVKGVFDAAIRVVLQPPKQKKKK-NK-------------------

AtROP6        IGAPAYIECSAKTQQNVKAVFDAAIKVVLQPPKNKKKKKRK-------------------

AtROP2        IGSAVYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKKKKNK-------------------

AtROP4        IGSPIYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKKKKNK-------------------

AtRAN4        KKCLQYYEMSAKNNCNFEKPFLYLARRIAGDAKLSFV-----ESPE-------------A

AtRAN3        KKNLQYYEISAKSNYNFEKPFLYLARKLAGDANLHFV-----ESPA-------------L

AtRAN1        KKNLQYYEISAKSNYNFEKPFLYLARKLAGDQNLHFV-----ETPA-------------L

AtRAN2        KKNLQYYEISAKSNYNFEKPFLYLARKLAGDQNLHFV-----ESPA-------------L

AtRABG1       KGNIVYFETSAKAKINVEEAFLEIAKKALTNERQID-----DM----------------E

AtRABG2       KGNIPYHETSAKEDTNIDEAFLSVAHIALSNERKQS-----ND----------------I

AtRABG3c      KGNIPYFETSAKDGVNVDAAFECIAKNALKNEPEEE-----------------------V

AtRABG3d      KGNIPYFETSAKEGFNVDAAFECITKNAFKNEPEEE-----------------------P

AtRABG3e      KGNIPYYETSAKVGTNVEDAFLCITTNAMKSGEEEE-----------------------M

AtRABG3f      KGNIPYFETSAKVGTNVEEAFQCIAKDALKSGEEEE-----------------------L

AtRABG3a      NGNIPYFETSAKDDFNVDEAFLTIAKTALANEHEQD-----------------------I

AtRABG3b      KGNIVYFETSAKEDYNVDDSFLCITKLALANERDQD-----------------------I

AtRABC1       EYGCLFLECSAKTRVNVEQCFEELVLKILETPSLT----AEGSSG---------------

AtRABC2a      ELNCMFLECSARTRQNVEQCFEELALKIMEVPSLL----EEGSSA---------------

AtRABC2b      DLNCLFHECSARTRENVNGCFEELALKIMEVPSLL----EEGSSS---------------

AtRABE1d      EYGIKFFETSAKTNLNVENVFMSIAKDIKQRLTETD-------TK--------------A

AtRABE1e      EYGIKFFETSAKTNQNVEQVFLSIAKDIKQRLTESD-------TK--------------A

AtRABE1a      EYGMKFFETSAKTNLNVEEVFFSIAKDIKQRLADTD-------AR--------------A

AtRABE1c      EYGIKFFETSAKTNLNVEEVFFSIGRDIKQRLSDTD-------SR--------------A

AtRABD1       ELGIPFLETSAKDSINVEQAFLTIAGEIKKKMGSQT-------NA-----------NKTS

AtRABD2a      EIGIPFMETSAKDATNVEQAFMAMSASIKERMASQP-------AG-----------N-NA

AtRABD2b      ELGIPFLETSAKNATNVEEAFMAMTAAIKTRMASQP-------AG-----------G--A

AtRABD2c      ELGIPFLETSAKNATNVEEAFMAMTAAIKTRMASQP-------AG-----------G--S

AtRABB1a      EHGLIFMEASAKTAHNVEEAFVETAATIYKRI--QDGVVDEANEP---------------

AtRABB1b      EHGLLFLEASARTAQNVEEAFIETAAKILQNI--QDGVFDVSNES-----------SGIK

AtRABB1c      EHGLIFMEASAKTAQNVEEAFIKTAATIYKKI--QDGVFDVSNES-----------YGIK

AtRABA6a      SEGLYFLETSALENVNVEEAFLVMIGRIHEVV--TQRIASENKSNGAATPHINGNGNGTV

AtRABA6b      SEGLYFLETSALENQNVEEAFLSMIGRIHEVL--TQKIVLDNRLNGDGNN----ESNGAV

AtRABA5a      AQGLFFMETSALDSSNVAAAFETVVKEIYNIL--SRKVMSSQELNK--------QDPA-S

AtRABA5b      EEGLFFMETSALDATNVDKAFEIVIREIFNNV--SRKLLNSDAYKA--------EL---S

AtRABA5c      SEGLFFMETSALDSTNVKTAFEMVIREIYSNI--SRKQLNSDSYKE--------EL---T

AtRABA5d      TEGLFFMETSALDSTNVKTAFEMVIRDIYTNI--SRKQLNSDTYKT--------EL---S

AtRABA5e      EEGLFFVETSALDSTNVKTAFEMVILDIYNNV--SRKQLNSDTYKD--------EL---T

AtRABA3       TQRLFFSEVSALSGGNVDEAFFRLLEEIFSRVVVSRKAMESDG-------------GATV

AtRABA4a      KEGLFFLETSAFNATNVESAFSTVLTEIFNIV--NKKSLAASEDQE--------NGNPGS

AtRABA4b      KEGLFFLETSALNATNVENSFNTLMTQIYNTV--NKKNLASEG--D--------SNNPGS

AtRABA4c      RENLFFMETSALDSNNVEPSFLTVLTEIYRIV--SKKNLVANEEGE--------SGGDSS

AtRABA4d      RENLFFMETSALEATNVETAFLTILTEIYRII--SKKSLTADDD-D--------ADGNSS

AtRABA1e      RENMFFMETSALDATNVEQAFTHVLTQIYRVM--SRKALDGTGDP------------M-S

AtRABA1f      RENTFFMETSALESMNVENAFTEVLSQIYRVV--SRKALDIGDDP------------A-A

AtRABA1g      RENTFFMETSALEALNVENAFTEVLSQIYRVA--SKKALDIGDDH------------T-T

AtRABA1h      RENTFFMETSALEAINVENAFTEVLTQIYRVV--SKKALDAGDDP------------TTA

AtRABA1i      RENTFFMETSALEAVNVDNAFTEVLTQIYRVV--SKKALEAGDDP------------TTA

AtRABA1a      RESLYFMETSALDATNVENAFTEVLTQIHKIV--SKRSVDGGGES------------ADL

AtRABA1b      QESLCFMETSALEATNVEDAFAEVLTQIYRIT--SKKQVEAGEDG------------NAS

AtRABA1c      KESLYFMETSALEATNVENAFAEVLTQIHHIV--SKKAMEAASES------------ANV

AtRABA1d      NESLYFMETSALESTNVENAFSEVLTQIYHVV--SKKAMEAGEDS------------GNV

AtRABA2a      KEGLSFIETSALEALNVEKAFQTILSEVYRII--SKKSISSDQTTA--------N-ANIK

AtRABA2b      KEGLSFLETSALEATNIEKAFQTILSEIYHII--SKKALAAQEAA------------GNL

AtRABA2c      KEGLSFLETSALEATNVEKAFQTILGEIYHII--SKKALAAQEAAA--------A-NSAI

AtRABA2d      TEGLSFLETSALEATNVEKAFQTVLAEIYHII--SKKALAAQEAAA--------A-NSAI

AtRABH1a      EFGALFMETSAKAGFNIKPLFCKITSALQGNEAVSW-TKQEDL----------------V

AtRABH1c      EYGVMFIETSAKENFNIKALFRKIAAALPGVDSYSLATKSDDM----------------V

AtRABH1b      ELNVMFIETSAKAGFNIKALFRKIAAALPGMETLSS-TKQEDM----------------V

AtRABH1d      EYGVMFIETSAKAGFNIKPLFRKIAAALPGMESYSN-TKNEDM----------------V

AtRABH1e      DYGVIFIETSAKAGFNIKPLFRKIAAALPGMETLSS-TKQEDM----------------V

AtRABF1       KNGMFFIETSAKTADNINQLFEEIGKRLPRPAPSS-------------------------

AtRABF2a      ENSLFFMETSAKTATNVKDIFYEIAKRLPRVQPAENPTG---M----------------V

AtRABF2b      ENGLFFMETSAKTATNVKEIFYEIARRLPRVQPTENPTG---M----------------V

                       .                                                  

AtARLA1a      ------------------------------------------------------------

AtARLA1b      ------------------------------------------------------------

AtARLA1c      ------------------------------------------------------------

AtARLA1d      ------------------------------------------------------------

AtSARA1a      ------------------------------------------------------------

AtSARA1b      ------------------------------------------------------------

AtSARA1c      ------------------------------------------------------------

AtARLB1       VPNS--------------------------------------------------------

AtARFD1a      ------------------------------------------------------------

AtARFD1b      ------------------------------------------------------------

AtARLC1       ------------------------------------------------------------

AtARFC1       ------------------------------------------------------------

AtARFB1b      VGHSF-------------------------------------------------------

AtARFB1c      VGPSF-------------------------------------------------------

AtARFB1a      RSDSYERKLVRGP----RY-----------------------------------------

AtARFA1b      ------------------------------------------------------------

AtARFA1e      ------------------------------------------------------------

AtARFA1c      ------------------------------------------------------------

AtARFA1a      ------------------------------------------------------------

AtARFA1d      ------------------------------------------------------------

AtARFA1f      ------------------------------------------------------------

AtROP9        ---------------------NHRRSGCSIASIVCGGCTA----------A---------

AtROP8        -------------------------GLCHV-L----------------------------

AtROP10       --------------------KQKPRSGCLS-NILCGKN----------------------

AtROP11       --------------------KQKSNHGCLS-NVLCGRIVT----------RH--------

AtROP7        --------------------KTKRSRICFF-L----------------------------

AtROP1        --------------------AQ---KACSI-L----------------------------

AtROP3        --------------------AQ---KACSI-L----------------------------

AtROP5        --------------------AQ---KACSI-L----------------------------

AtROP6        --------------------SQ---KGCSI-L----------------------------

AtROP2        -------------------------NRCAF-L----------------------------

AtROP4        -------------------------NRCVF-L----------------------------

AtRAN4        QIDNLDVESLQLL----T-----VEAGTQPLLMT-RISFEFNTLSIE-------------

AtRAN3        APPEVQIDLAAQQ----QHEAELAAAASQPLPDDDDDTFE--------------------

AtRAN1        APPEVHIDIADQQ----KNEAELLQAAAQPLPDDDDDIFE--------------------

AtRAN2        APPEVHLDIAAQQ----QNEADLAAAAAQPLPDDDDDAFE--------------------

AtRABG1       ----RYRSVVPTI----EKE--TPRSRCSC------------------------------

AtRABG2       YPRGQYHDSVTDI----I--DPDQSRGCAC------------------------------

AtRABG3c      YLPD-----TIDV----AGARQQRSTGCEC------------------------------

AtRABG3d      YLPD-----TIDV----AGGQQQRSTGCEC------------------------------

AtRABG3e      YLPD-----TIDV----GTSNPQRSTGCEC------------------------------

AtRABG3f      YLPD-----TIDV----GTSNQQRSTGCEC------------------------------

AtRABG3a      YFQG-----IPDA----VTENEPKGGGCAC------------------------------

AtRABG3b      YFQP-----DTGS----VPE---QRGGCAC------------------------------

AtRABC1       ---GKKNIFKQN----PAQTTSTSSSYCCSS-----------------------------

AtRABC2a      ---VKRNILKQK----PEHQTNTQSG-CCS------------------------------

AtRABC2b      ---VKRKP---------DY-RAHQGR-CCSS-----------------------------

AtRABE1d      EPQGIKI--TKQDTA--ASSSTAEKSACCSYV----------------------------

AtRABE1e      EPQGIKI--TKQDANKASSSSTNEKSACCSYV----------------------------

AtRABE1a      EPQTIKI--NQSDQGAGT-SQATQKSACCGT-----------------------------

AtRABE1c      EPATIKI--SQTDQAAGA-GQATQKSACCGT-----------------------------

AtRABD1       GPGTVQM--KG--------QPIQQNNGGCCGQ----------------------------

AtRABD2a      RPPTVQI--RG--------QPVAQKNGCCST-----------------------------

AtRABD2b      KPPTVQI--RG--------QPVNQQSGCCSS-----------------------------

AtRABD2c      KPPTVQI--RG--------QPVNQQSGCCSS-----------------------------

AtRABB1a      ---G----ITPGPFGGKDASSSQQRRGCCG------------------------------

AtRABB1b      IGYG----RTQGAAGGRDGTIS-QGGGCCG------------------------------

AtRABB1c      VGYG----GIPGPSGGRDGSTS-QGGGCCG------------------------------

AtRABA6a      LPVGKEIVNIHEVTATQ--PLLSSSSNCCFK-----------------------------

AtRABA6b      VPPGKEIAESPISIRSGFTAMGIIASSTIFKSGDSKSSSSYYQLPAERRRAHEEAIVNAT

AtRABA5a      LSN--GKKVVIP----SDGQGEFKKGGCCSS-----------------------------

AtRABA5b      V-N--RVSLVNNQ---DGSESSWRNPSCCSR-----------------------------

AtRABA5c      V-N--RVSLVKNE---NEGT---KTFSCCSR-----------------------------

AtRABA5d      MKN--RVSLVKDD---NKSSTQGFGFSCCSSS----------------------------

AtRABA5e      V-N--RVSLVKDD---NSASKQSSGFSCCSST----------------------------

AtRABA3       KLDGSRIDVISGS---DLETSNIKEQASCSC-----------------------------

AtRABA4a      LA-GKKIDIVPGP---GQVIP-NKSNMCCNS-----------------------------

AtRABA4b      LA-GKKI-LIPGS---GQEIP-AKTSTCCTSS----------------------------

AtRABA4c      LLQGTKI-VVA-----GEETE-SKGKGCCGTS----------------------------

AtRABA4d      LLKGTRI-IIP-----SEQES-GKRGGCCGKS----------------------------

AtRABA1e      LPKGQTIDIGN-K---DDVTA-VKSSGCCSG-----------------------------

AtRABA1f      LPKGQTINVGS-K---DDVSA-VKKVGCCSN-----------------------------

AtRABA1g      LPKGQSINVGS-K---DDVSE-VKKVGCCSS-----------------------------

AtRABA1h      LPKGQMINVGS-R---DDVSA-VKKSGCCAT-----------------------------

AtRABA1i      LPKGQMINVGG-R---DDISA-VKKPGCCSA-----------------------------

AtRABA1a      PGKGETINVK------EDGSV-LKRMGCCSN-----------------------------

AtRABA1b      VPKGEKIEVK------NDVSA-LKKLGCCSN-----------------------------

AtRABA1c      PSKGDKIDIG------KDVSA-VKKGGCCSN-----------------------------

AtRABA1d      PSKGEKIDV--------DVSA-VKKTGCCSN-----------------------------

AtRABA2a      EGQ--TIDVA------ATSES-NAKKPCCSSS----------------------------

AtRABA2b      PGQGTAINIS------D-SSA-TNRKGCCST-----------------------------

AtRABA2c      PGQGTTINVD------D-TSG-GAKRACCSS-----------------------------

AtRABA2d      PGQGTTINVE------D-TSG-AGKRGCCST-----------------------------

AtRABH1a      DVNLKPLMF-S-SQANHQQ-----ESNCSC------------------------------

AtRABH1c      DVNLKTTS--N-SSQGEQQGGAGGGGGCSC------------------------------

AtRABH1b      DVNLKSSNA-N-ASLAQQQ-----SGGCSC------------------------------

AtRABH1d      DVNLKPTS--N-SSQGDQQ-----GGACSC------------------------------

AtRABH1e      DVNLKTSS--N-SAQGEQQ-----RGGCAC------------------------------

AtRABF1       ------------------------------------------------------------

AtRABF2a      LPN--------------GPGATAVSSSCCA------------------------------

AtRABF2b      LPD--------------RAMDRAVSSSCCA------------------------------

AtARLA1a      ------------------------------------------------------------

AtARLA1b      ------------------------------------------------------------

AtARLA1c      ------------------------------------------------------------

AtARLA1d      ------------------------------------------------------------

AtSARA1a      ------------------------------------------------------------

AtSARA1b      ------------------------------------------------------------

AtSARA1c      ------------------------------------------------------------

AtARLB1       ------------------------------------------------------------

AtARFD1a      ------------------------------------------------------------

AtARFD1b      ------------------------------------------------------------

AtARLC1       ------------------------------------------------------------

AtARFC1       ------------------------------------------------------------

AtARFB1b      ------------------------------------------------------------

AtARFB1c      ------------------------------------------------------------

AtARFB1a      ------------------------------------------------------------

AtARFA1b      ------------------------------------------------------------

AtARFA1e      ------------------------------------------------------------

AtARFA1c      ------------------------------------------------------------

AtARFA1a      ------------------------------------------------------------

AtARFA1d      ------------------------------------------------------------

AtARFA1f      ------------------------------------------------------------

AtROP9        ------------------------------------------------------------

AtROP8        ------------------------------------------------------------

AtROP10       ------------------------------------------------------------

AtROP11       ------------------------------------------------------------

AtROP7        ------------------------------------------------------------

AtROP1        ------------------------------------------------------------

AtROP3        ------------------------------------------------------------

AtROP5        ------------------------------------------------------------

AtROP6        ------------------------------------------------------------

AtROP2        ------------------------------------------------------------

AtROP4        ------------------------------------------------------------

AtRAN4        ------------------------------------------------------------

AtRAN3        ------------------------------------------------------------

AtRAN1        ------------------------------------------------------------

AtRAN2        ------------------------------------------------------------

AtRABG1       ------------------------------------------------------------

AtRABG2       ------------------------------------------------------------

AtRABG3c      ------------------------------------------------------------

AtRABG3d      ------------------------------------------------------------

AtRABG3e      ------------------------------------------------------------

AtRABG3f      ------------------------------------------------------------

AtRABG3a      ------------------------------------------------------------

AtRABG3b      ------------------------------------------------------------

AtRABC1       ------------------------------------------------------------

AtRABC2a      ------------------------------------------------------------

AtRABC2b      ------------------------------------------------------------

AtRABE1d      ------------------------------------------------------------

AtRABE1e      ------------------------------------------------------------

AtRABE1a      ------------------------------------------------------------

AtRABE1c      ------------------------------------------------------------

AtRABD1       ------------------------------------------------------------

AtRABD2a      ------------------------------------------------------------

AtRABD2b      ------------------------------------------------------------

AtRABD2c      ------------------------------------------------------------

AtRABB1a      ------------------------------------------------------------

AtRABB1b      ------------------------------------------------------------

AtRABB1c      ------------------------------------------------------------

AtRABA6a      ------------------------------------------------------------

AtRABA6b      IDLIARELDALFPPKLGDTSSADPPNEIDPTKRDEETELRFCEFMNEGACKESFTALKNC

AtRABA5a      ------------------------------------------------------------

AtRABA5b      ------------------------------------------------------------

AtRABA5c      ------------------------------------------------------------

AtRABA5d      ------------------------------------------------------------

AtRABA5e      ------------------------------------------------------------

AtRABA3       ------------------------------------------------------------

AtRABA4a      ------------------------------------------------------------

AtRABA4b      ------------------------------------------------------------

AtRABA4c      ------------------------------------------------------------

AtRABA4d      ------------------------------------------------------------

AtRABA1e      ------------------------------------------------------------

AtRABA1f      ------------------------------------------------------------

AtRABA1g      ------------------------------------------------------------

AtRABA1h      ------------------------------------------------------------

AtRABA1i      ------------------------------------------------------------

AtRABA1a      ------------------------------------------------------------

AtRABA1b      ------------------------------------------------------------

AtRABA1c      ------------------------------------------------------------

AtRABA1d      ------------------------------------------------------------

AtRABA2a      ------------------------------------------------------------

AtRABA2b      ------------------------------------------------------------

AtRABA2c      ------------------------------------------------------------

AtRABA2d      ------------------------------------------------------------

AtRABH1a      ------------------------------------------------------------

AtRABH1c      ------------------------------------------------------------

AtRABH1b      ------------------------------------------------------------

AtRABH1d      ------------------------------------------------------------

AtRABH1e      ------------------------------------------------------------

AtRABF1       ------------------------------------------------------------

AtRABF2a      ------------------------------------------------------------

AtRABF2b      ------------------------------------------------------------

AtARLA1a      ------

AtARLA1b      ------

AtARLA1c      ------

AtARLA1d      ------

AtSARA1a      ------

AtSARA1b      ------

AtSARA1c      ------

AtARLB1       ------

AtARFD1a      ------

AtARFD1b      ------

AtARLC1       ------

AtARFC1       ------

AtARFB1b      ------

AtARFB1c      ------

AtARFB1a      ------

AtARFA1b      ------

AtARFA1e      ------

AtARFA1c      ------

AtARFA1a      ------

AtARFA1d      ------

AtARFA1f      ------

AtROP9        ------

AtROP8        ------

AtROP10       ------

AtROP11       ------

AtROP7        ------

AtROP1        ------

AtROP3        ------

AtROP5        ------

AtROP6        ------

AtROP2        ------

AtROP4        ------

AtRAN4        ------

AtRAN3        ------

AtRAN1        ------

AtRAN2        ------

AtRABG1       ------

AtRABG2       ------

AtRABG3c      ------

AtRABG3d      ------

AtRABG3e      ------

AtRABG3f      ------

AtRABG3a      ------

AtRABG3b      ------

AtRABC1       ------

AtRABC2a      ------

AtRABC2b      ------

AtRABE1d      ------

AtRABE1e      ------

AtRABE1a      ------

AtRABE1c      ------

AtRABD1       ------

AtRABD2a      ------

AtRABD2b      ------

AtRABD2c      ------

AtRABB1a      ------

AtRABB1b      ------

AtRABB1c      ------

AtRABA6a      ------

AtRABA6b      VDEAQK

AtRABA5a      ------

AtRABA5b      ------

AtRABA5c      ------

AtRABA5d      ------

AtRABA5e      ------

AtRABA3       ------

AtRABA4a      ------

AtRABA4b      ------

AtRABA4c      ------

AtRABA4d      ------

AtRABA1e      ------

AtRABA1f      ------

AtRABA1g      ------

AtRABA1h      ------

AtRABA1i      ------

AtRABA1a      ------

AtRABA1b      ------

AtRABA1c      ------

AtRABA1d      ------

AtRABA2a      ------

AtRABA2b      ------

AtRABA2c      ------

AtRABA2d      ------

AtRABH1a      ------

AtRABH1c      ------

AtRABH1b      ------

AtRABH1d      ------

AtRABH1e      ------

AtRABF1       ------

AtRABF2a      ------

AtRABF2b      ------

Multiple sequence alignment corresponding to Supplemental Figure 1
LOC_Os02g49980      ------------------------------------------------------------

LOC_Os03g10370      ------------------------------------------------------------

LOC_Os06g12090      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

LOC_Os01g15010      ------------------------------------------------------------

LOC_Os01g23620      ------------------------------------------------------------

LOC_Os12g37360      ------------------------------------------------------------

LOC_Os03g27450      ------------------------------------------------------------

LOC_Os07g42820      ------------------------------------------------------------

LOC_Os02g22140      ------------------------------------------------------------

LOC_Os06g02390      ------------------------------------------------------------

LOC_Os02g03610      ------------------------------------------------------------

LOC_Os02g47110      ------------------------------------------------------------

LOC_Os10g42940      ------------------------------------------------------------

AtARFB1c            ------------------------------------------------------------

LOC_Os11g37640      ------------------------------------------------------------

LOC_Os08g15040      ------------------------------------------------------------

LOC_Os03g59740      ------------------------------------------------------------

LOC_Os07g12200      ------------------------------------------------------------

LOC_Os07g12170      MEDGLRRQEPEALALLFFLSSDETTMNQWRDPRRRRMERHRDKGGAGPLLSQGGRCKDAA

LOC_Os01g16030      ------------------------------------------------------------

LOC_Os01g59790      ------------------------------------------------------------

LOC_Os05g41060      ------------------------------------------------------------

AtARFA1a            ------------------------------------------------------------

LOC_Os01g12900      ------------------------------------------------------------

LOC_Os05g43820      ------------------------------------------------------------

LOC_Os02g20850      ------------------------------------------------------------

LOC_Os02g02840      ------------------------------------------------------------

LOC_Os02g58730      ------------------------------------------------------------

AtROP1              ------------------------------------------------------------

AtROP11             ------------------------------------------------------------

LOC_Os02g50860      ------------------------------------------------------------

LOC_Os06g12790      ------------------------------------------------------------

LOC_Os06g39875      ------------------------------------------------------------

LOC_Os05g49890      ------------------------------------------------------------

AtRAN1              ------------------------------------------------------------

LOC_Os01g12730      ------------------------------------------------------------

LOC_Os05g44050      ------------------------------------------------------------

LOC_Os01g51700      ------------------------------------------------------------

LOC_Os05g46000      ------------------------------------------------------------

LOC_Os07g09680      ------------------------------------------------------------

AtRABE1a            ------------------------------------------------------------

LOC_Os03g60530      ------------------------------------------------------------

LOC_Os07g13530      ------------------------------------------------------------

LOC_Os05g01490      ------------------------------------------------------------

LOC_Os02g43690      ------------------------------------------------------------

LOC_Os01g08450      ---------------------------MW-------------------------------

LOC_Os01g37800      ------------------------------------------------------------

LOC_Os06g50060      ------------------------------------------------------------

LOC_Os09g35860      ------------------------------------------------------------

LOC_Os07g44040      ------------------------------------------------------------

LOC_Os08g41340      ------------------------------------------------------------

LOC_Os09g10940      ------------------------------------------------------------

LOC_Os10g23100      ------------------------------------------------------------

LOC_Os01g47730      ------------------------------------------------------------

LOC_Os05g48980      ------------------------------------------------------------

LOC_Os09g15790      ------------------------------------------------------------

AtRABA1a            ------------------------------------------------------------

LOC_Os01g54590      ------------------------------------------------------------

LOC_Os05g44070      ------------------------------------------------------------

LOC_Os06g35814      ------------------------------------------------------------

LOC_Os05g20050      ------------------------------------------------------------

LOC_Os01g62950      ------------------------------------------------------------

LOC_Os03g60870      ------------------------------------------------------------

LOC_Os03g62600      ------------------------------------------------------------

LOC_Os05g01480      ------------------------------------------------------------

LOC_Os02g21710      ------------------------------------------------------------

LOC_Os02g37420      ------------------------------------------------------------

LOC_Os04g39440      ------------------------------------------------------------

LOC_Os03g09140      ------------------------------------------------------------

LOC_Os07g31370      ------------------------------------------------------------

LOC_Os03g05740      ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

LOC_Os06g47260      ------------------------------------------------------------

LOC_Os03g46390      ------------------------------------------------------------

LOC_Os12g43550      ------------------------------------------------------------

LOC_Os02g49980      ------------------------------------------------------------

LOC_Os03g10370      ------------------------------------------------------------

LOC_Os06g12090      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

LOC_Os01g15010      ------------------------------------------------------------

LOC_Os01g23620      ------------------------------------------------------------

LOC_Os12g37360      ------------------------------------------------------------

LOC_Os03g27450      ------------------------------------------------------------

LOC_Os07g42820      ------------------------------------------------------------

LOC_Os02g22140      ------------------------------------------------------------

LOC_Os06g02390      ------------------------------------------------------------

LOC_Os02g03610      ------------------------------------------------------------

LOC_Os02g47110      ------------------------------------------------------------

LOC_Os10g42940      ------------------------------------------------------------

AtARFB1c            ------------------------------------------------------------

LOC_Os11g37640      ------------------------------------------------------------

LOC_Os08g15040      ------------------------------------------------------------

LOC_Os03g59740      ------------------------------------------------------------

LOC_Os07g12200      ------------------------------------------------------------

LOC_Os07g12170      REEQGAGPLPLKGREAHGRCHRRRDYVMPLPLEG-REA---HGYRRRREVGREHAKLMPS

LOC_Os01g16030      ------------------------------------------------------------

LOC_Os01g59790      ------------------------------------------------------------

LOC_Os05g41060      ------------------------------------------------------------

AtARFA1a            ------------------------------------------------------------

LOC_Os01g12900      ------------------------------------------------------------

LOC_Os05g43820      ------------------------------------------------------------

LOC_Os02g20850      ------------------------------------------------------------

LOC_Os02g02840      ------------------------------------------------------------

LOC_Os02g58730      ------------------------------------------------------------

AtROP1              ------------------------------------------------------------

AtROP11             ------------------------------------------------------------

LOC_Os02g50860      ------------------------------------------------------------

LOC_Os06g12790      ------------------------------------------------------------

LOC_Os06g39875      ------------------------------------------------------------

LOC_Os05g49890      ------------------------------------------------------------

AtRAN1              ------------------------------------------------------------

LOC_Os01g12730      ------------------------------------------------------------

LOC_Os05g44050      ------------------------------------------------------------

LOC_Os01g51700      ------------------------------------------------------------

LOC_Os05g46000      ------------------------------------------------------------

LOC_Os07g09680      ------------------------------------------------------------

AtRABE1a            ------------------------------------------------------------

LOC_Os03g60530      ------------------------------------------------------------

LOC_Os07g13530      ------------------------------------------------------------

LOC_Os05g01490      ------------------------------------------------------------

LOC_Os02g43690      ------------------------------------------------------------

LOC_Os01g08450      ----------------------SSRWLLLLAQVNTSLLVKVIPSVRQRGPKRAFAST--V

LOC_Os01g37800      ------------------------------------------------------------

LOC_Os06g50060      ------------------------------------------------------------

LOC_Os09g35860      -------------------------------------------------------MV--A

LOC_Os07g44040      ------------------------------------------------------------

LOC_Os08g41340      ------------------------------------------------------------

LOC_Os09g10940      --------------------------------------------------------M---

LOC_Os10g23100      ------------------------------------------------------------

LOC_Os01g47730      -------------------------------------------------------MA---

LOC_Os05g48980      ------------------------------------------------------------

LOC_Os09g15790      ------------------------------------------------------------

AtRABA1a            ------------------------------------------------------------

LOC_Os01g54590      --------------------------------------------------------M---

LOC_Os05g44070      ------------------------------------------------------------

LOC_Os06g35814      ------------------------------------------------------------

LOC_Os05g20050      ------------------------------------------------------------

LOC_Os01g62950      ------------------------------------------------------------

LOC_Os03g60870      ------------------------------------------------------------

LOC_Os03g62600      --------------------------------------------------------M---

LOC_Os05g01480      ------------------------------------------------------------

LOC_Os02g21710      ------------------------------------------------------------

LOC_Os02g37420      ------------------------------------------------------------

LOC_Os04g39440      ------------------------------------------------------------

LOC_Os03g09140      ------------------------------------------------------------

LOC_Os07g31370      ------------------------------------------------------------

LOC_Os03g05740      --------------------------------------MGCSSSVPARSTGG-LNNI---

AtRABF1             --------------------------------------MGCASSLPDRNSGT-LSGL---

LOC_Os06g47260      ------------------------------------------------------------

LOC_Os03g46390      ------------------------------------------------------------

LOC_Os12g43550      ------------------------------------------------------------

LOC_Os02g49980      -------MGLWDSLLNWLRSLFFKQEMELSLV------GLQNAGKTSLVNAVATGG----

LOC_Os03g10370      -------MGFWEAFLNWLRSLFFKQEMELSLI------GLQNAGKTSLVNVIATGG----

LOC_Os06g12090      ----MSFLLDWFYDVLA-SIGLWQKEAKILFL------GLDNAGKTTLFYMLSQE-----

AtSARA1b            -----MFLFDWFYGILA-SLGLWQKEAKILFL------GLDNAGKTTLLHMLKDE-----

LOC_Os01g15010      -----MFLVDWFYGVLA-SLGLWQKEAKILFL------GLDNAGKTTLLHMLKDE-----

LOC_Os01g23620      -----MFLWDWFYGVLA-SLGLWQKEAKILFL------GLDNAGKTTLLHMLKDE-----

LOC_Os12g37360      -----MFLVDWFYGVLA-SLGLWQKEAKILFL------GLDNAGKTTLLHMLKDE-----

LOC_Os03g27450      -------MFSLAYGL-W-KYIFNKTEFHVLIL------GVDKAGKTTLLEKIKSIYLKGE

LOC_Os07g42820      -------MFSLFYGL-W-QHVFSKAEFHVVIL------GVHKAGKTTLLEKVKSIYLKEE

LOC_Os02g22140      -------MGLL-SII-R-KIKRKEKEMRILMV------GLDNSGKTTIVLKINGE-----

LOC_Os06g02390      -------MGQSLRKL-F-DSF-CTKEMKVLML------GLDAAGKTTILYRLHIG-----

LOC_Os02g03610      -------MGQALRRL-F-DAFFSTREMRVVML------GLDAAGKTTILYRLHMG-----

LOC_Os02g47110      -------MGQAFRKL-F-DAFFGTSEMRVVML------GLDAAGKTTILYKLHIG-----

LOC_Os10g42940      -------MGQAFRKL-F-DAFFGNKEMRVVML------GLDAAGKTTILYKLHIG-----

AtARFB1c            -------MGQTFRKL-F-DTFFGNQEMRVVML------GLDAAGKTTILYKLHIG-----

LOC_Os11g37640      -------MGAWMSRV-W-FLMFPAKEYKIVVV------GLDNAGKTTTLYKLHLG-----

LOC_Os08g15040      -------MGIVFTRL-F-SSVFGNREARILVL------GLDNAGKTTILYRLQMG-----

LOC_Os03g59740      -------MGLTFTKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os07g12200      -------MGLAFGKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os07g12170      EKEEGGKMGLAFGKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os01g16030      -------MGLTFTKL-F-SRLFSKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os01g59790      -------MGLTFTKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os05g41060      -------MGLTFTKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

AtARFA1a            -------MGLSFAKL-F-SRLFAKKEMRILMV------GLDAAGKTTILYKLKLG-----

LOC_Os01g12900      ------------------------------------------------------------

LOC_Os05g43820      -------------------MSGATKFIKCVTV------GDGAVGKTCMLICYTSNK----

LOC_Os02g20850      --------------------MSTARFIKCVTV------GDGAVGKTCMLISYTSNT----

LOC_Os02g02840      --------------------MSASRFIKCVTV------GDGAVGKTCMLISYTSNT----

LOC_Os02g58730      --------------------MSASRFIKCVTV------GDGAVGKTCMLISYTSNT----

AtROP1              --------------------MSASRFVKCVTV------GDGAVGKTCLLISYTSNT----

AtROP11             ------------------MASSASKFIKCVTV------GDGAVGKTCMLICYTSNK----

LOC_Os02g50860      ------------------MASSASRFIKCVTV------GDGAVGKTCMLICYTSNK----

LOC_Os06g12790      ------------------MASSASRFIKCVTV------GDGAVGKTCMLICYTSNK----

LOC_Os06g39875      ----MSRAQALPDP----A-AVGYPSFKLILV------GDGGTGKTTFVKRHITGE----

LOC_Os05g49890      --------MALPNQ----G-TVDYPSFKLVIV------GDGGTGKTTFVKRHLTGE----

AtRAN1              --------MALPNQ----Q-TVDYPSFKLVIV------GDGGTGKTTFVKRHLTGE----

LOC_Os01g12730      ------------------MASRRRMLLKVIIL------GDSGVGKTSLMNQYVNKK----

LOC_Os05g44050      ------------------MASRRRTLLKVIIL------GDSGVGKTSLMNQYVNKK----

LOC_Os01g51700      -------------M----STSRRRTLLKVIVL------GDSGVGKTSLMNQYVHKK----

LOC_Os05g46000      -------------M----ASSRRRTLLKVIVL------GDSGVGKTSLMNQYVNKK----

LOC_Os07g09680      -------MAGAPSR----SRGDFDHLIKLLLI------GDSGVGKSCLLLRFSDDT----

AtRABE1a            -------MAAPPAR----ARADYDYLIKLLLI------GDSGVGKSCLLLRFSDGS----

LOC_Os03g60530      -------MAAPPAR----ARADYDYLIKLLLI------GDSGVGKSCLLLRFSDGS----

LOC_Os07g13530      -------MAAPPAR----ARADYDYLIKLLLI------GDSGVGKSCLLLRFSDGS----

LOC_Os05g01490      ------------------MSIEYDYLFKLLLI------GDSSVGKSCLLLRFADDS----

LOC_Os02g43690      ------------------------------------------------------------

LOC_Os01g08450      A---GHCHQPPRCH----PPPPCDYLFKLLLI------GDSGVGKSCLLLRFADDS----

LOC_Os01g37800      ------------------MNPEYDYLFKLLLI------GDSGVGKSCLLLRFADDS----

LOC_Os06g50060      -------------------MEEEDYVFKVVVI------GDSAVGKTQLLGRFTKDE----

LOC_Os09g35860      E---EEVVVVWEGE----KEGEIDYVFKVVVV------GDSAVGKTQLLGRFTKDE----

LOC_Os07g44040      --------MAYDGD----EEQSQDYLFKIVLL------GDSSVGKSNLLARFARNE----

LOC_Os08g41340      ---------MGDES----EGETEEYLFKVVII------GDSAVGKSNLLSRYARNE----

LOC_Os09g10940      -----SRGGGSYGE----VGQKIDYVFKVVLI------GDSAVGKSQLLARFARNE----

LOC_Os10g23100      ------------MA----GGEKVDYVFKVVLI------GDSAVGKSQILARFARNE----

LOC_Os01g47730      -----AAAAAAGYR----AEEEYDYLFKVVLI------GDSGVGKSNLLSRFARDE----

LOC_Os05g48980      ----------MAYR----ADDDYDYLFKVVLI------GDSGVGKSNLLSRFTRNE----

LOC_Os09g15790      ----------MAYR----AEDDYDYLFKVVLI------GDSGVGKSNLLSRFTRNE----

AtRABA1a            ---------MAGYR----ADEEYDYLFKLVLI------GDSGVGKSNLLSRFTKNE----

LOC_Os01g54590      -----AAGGGGGYR----AEDDYDYLFKTVLI------GDSGVGKSNLLSRFTKNE----

LOC_Os05g44070      -----MSAAAGGYR----AEDDYDYLFKVVLI------GDSGVGKSNLLSRFTKNE----

LOC_Os06g35814      --------MAAGYR----AEDDYDYLFKVVLI------GDSGVGKSNLLSRFTRNE----

LOC_Os05g20050      ----------MGGR----VDHEYSYLFKMVLI------GDSGVGKSNILSRFTRNH----

LOC_Os01g62950      ----------MAHR----VDNEYDYLFKIVLI------GDSGVGKSNILSRFTRNE----

LOC_Os03g60870      ----------MAHR----VDNEYDYLFKIVLI------GDSGVGKSNILSRFTRNE----

LOC_Os03g62600      -----ARRPAPWEQ----GGDEYDYLFKIVLI------GDSGVGKSNLLSRFTRNS----

LOC_Os05g01480      --------MAGTRR----AEEEYDYLFKVVLI------GDSGVGKSNLLSRFTRNE----

LOC_Os02g21710      ------------------------------------------------------------

LOC_Os02g37420      --------------------MSYAYLFKYIII------GDTGVGKSCLLLQFTDKR----

LOC_Os04g39440      --------------------MT--VLLLCLMIDGGGGGARAGVGKSCLLLQFTDKR----

LOC_Os03g09140      --------MA--------PVVSALAKYKLVFL------GDQAVGKTAIITRFMYDK----

LOC_Os07g31370      ---------M--------APVSALAKYKLVFL------GDQSVGKTSIITRFMYDK----

LOC_Os03g05740      S---NDNS----------ATDSKDLRAKLVLL------GDSGVGKSCIVLRFVRGQ----

AtRABF1             S---NSENAV--------PADAKNLRVKLVLL------GDSGVGKSCIVLRFVRGQ----

LOC_Os06g47260      ---------------------MLSRPSWWVLL------GDLGAGKTSIVVRFAKGL----

LOC_Os03g46390      -------MAA--------NAGNKIRNAKLVLL------GDVGAGKSSLVLRFVKGQ----

LOC_Os12g43550      -------MAA--------NPGNKIRNAKLVLL------GDVGTGKSSLVLRFVKGQ----

LOC_Os02g49980      --YSEDMIPTV-----------------GFNMR----KVTKG-NVTIKLWDLGGQRRFRT

LOC_Os03g10370      --FSEDMIPTV-----------------GFNMR----KVTKG-NVTIKLWDLGGQPRFRS

LOC_Os06g12090      --NLAVHQPTQ-----------------HPTSE----ELSIG-RIRFKAFDLGGHRIARR

AtSARA1b            --RLVQHQPTQ-----------------HPTSE----ELSIG-KIKFKAFDLGGHQIARR

LOC_Os01g15010      --RLVQHQPTQ-----------------YPTSE----ELSIG-KIKFKAFDLGGHQIARR

LOC_Os01g23620      --RLVQHQPTQ-----------------HPTSE----ELSIG-KIKFKAFDLGGHQIARR

LOC_Os12g37360      --RLVQHQPTQ-----------------YPTSE----ELSIG-KIKFKAFDLGGHQIARR

LOC_Os03g27450      GLTPDRIVPTV-----------------GLNIG----RIEDA-NAKLVFWDLGGQVGLRT

LOC_Os07g42820      GLPHDRIVPTV-----------------GLNIG----RIEDA-NVKLVFWDLGGQPGLRT

LOC_Os02g22140      --DTGVISPTL-----------------GFNIK----TIKYH-KYSLNIWDIGGQKTIRS

LOC_Os06g02390      --EVLSSIPTI-----------------GFNVE----KVEYK-NVAFTVWDVGGQDKLRP

LOC_Os02g03610      --EVLSTVPTV-----------------GFNVE----KVQYK-NVVFTVWDVGGQEKLRP

LOC_Os02g47110      --EVLSTVPTI-----------------GFNVE----KVQYK-NVMFTVWDVGGQEKLRP

LOC_Os10g42940      --EVLSTVPTI-----------------GFNVE----KVQYK-NVVFTVWDVGGQEKLRP

AtARFB1c            --EVLSTVPTI-----------------GFNVE----KVQYK-NVIFTVWDVGGQEKLRP

LOC_Os11g37640      --EAVTAAPTI-----------------GSNVE----EVVFK-NIRFEVWDLGGQESLRT

LOC_Os08g15040      --EVVSTIPTI-----------------GFNVE----TVQYN-NIKFQVWDLGGQTSIRP

LOC_Os03g59740      --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os07g12200      --EIVTTIPTIDIYLYVLSNLKAITEEKGFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os07g12170      --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os01g16030      --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os01g59790      --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os05g41060      --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

AtARFA1a            --EIVTTIPTI-----------------GFNVE----TVEYK-NISFTVWDVGGQDKIRP

LOC_Os01g12900      ------------------------------------------------------------

LOC_Os05g43820      --FPTDYIPTV-----------------FDNFS-ANVSVDGN-IVNLGLWDTAGQEDYSR

LOC_Os02g20850      --FPTDYVPTV-----------------FDNFS-ANVVVDGN-TVNLGLWDTAGQEDYNR

LOC_Os02g02840      --FPTDYVPTV-----------------FDNFS-ANVVVDGN-TVNLGLWDTAGQEDYNR

LOC_Os02g58730      --FPTDYVPTV-----------------FDNFS-ANVVVDGS-TVNLGLWDTAGQEDYNR

AtROP1              --FPTDYVPTV-----------------FDNFS-ANVVVNGS-TVNLGLWDTAGQEDYNR

AtROP11             --FPTDYIPTV-----------------FDNFS-ANVVVEGT-TVNLGLWDTAGQEDYNR

LOC_Os02g50860      --FPTDYIPTV-----------------FDNFS-ANVVVDST-TVNLGLWDTAGQEDYNR

LOC_Os06g12790      --FPTDYVPTV-----------------FDNFS-ANVVVDGT-TVNLGLWDTAGQEDYNR

LOC_Os06g39875      --FEKRYEPTI-----------------GVEVRPLDFHTSRG-KVRFCCWDTAGQEKFGG

LOC_Os05g49890      --FEKKYEPTI-----------------GVEVHPLDFTTNCG-KIRFYCWDTAGQEKFGG

AtRAN1              --FEKKYEPTI-----------------GVEVHPLDFFTNCG-KIRFYCWDTAGQEKFGG

LOC_Os01g12730      --FSNQYKATI-----------------GADFLTKEVQIDDR-LFTLQIWDTAGQERFQS

LOC_Os05g44050      --FSNQYKATI-----------------GADFLTKEVQFEDR-LFTLQIWDTAGQERFQS

LOC_Os01g51700      --FSQQYKATI-----------------GADFVTKEVLIEDR-LVTLQIWDTAGQERFQS

LOC_Os05g46000      --FSQQYKATI-----------------GADFVTKEVLIEDR-LVTLQIWDTAGQERFQS

LOC_Os07g09680      --FTTSFITTI-----------------GIDFKVRTVELDGK-RVKLQIWDTAGQERFRT

AtRABE1a            --FTTSFITTI-----------------GIDFKIRTIELDGK-RIKLQIWDTAGQERFRT

LOC_Os03g60530      --FTTSFITTI-----------------GIDFKIRTVELDGK-RIKLQIWDTAGQERFRT

LOC_Os07g13530      --FTTSFITTI-----------------GIDFKIRTIELDGK-RIKLQIWDTAGQERFRT

LOC_Os05g01490      --YIDTYISTI-----------------GVDFKIRTIELDGK-TVKLQIWDTAGQERFRT

LOC_Os02g43690      --------------------------------------MIQP-LFSAMYWPSCPLH----

LOC_Os01g08450      --YLDSYISTI-----------------GVDFKIRTVEQDGK-TIKLQIWDTAGQERFRT

LOC_Os01g37800      --YLESYISTI-----------------GVDFKIRTVEQDGK-TIKLQIWDTAGQERFRT

LOC_Os06g50060      --FFIDSKSTI-----------------GIEFQTRTVEIGGK-RVKAQIWDTAGQERYRA

LOC_Os09g35860      --FFLDSKSTI-----------------GVEFQTRTLSLHRK-RVKAQIWDTAGQERYRA

LOC_Os07g44040      --FYPNSKSTI-----------------GVEFQTQKLVIDGK-EIKAQIWDTAGQERFRA

LOC_Os08g41340      --FNLHSKATI-----------------GVEFQTQSMDINGK-DVKAQIWDTAGQERFRA

LOC_Os09g10940      --FNLDSKATI-----------------GVEFQTRTLHIDAR-TVKAQIWDTAGQERYRA

LOC_Os10g23100      --FSIDSKATI-----------------GVEFQTRTLLIDHK-SVKAQIWDTAGQERYRA

LOC_Os01g47730      --FSLETRSTI-----------------GVEFATKTVRVDDR-LVKAQIWDTAGQERYRA

LOC_Os05g48980      --FSLESKSTI-----------------GVEFATRSIHVDDK-VVKAQIWDTAGQERYRA

LOC_Os09g15790      --FSLESKSTI-----------------GVEFATRSIRVDDK-VVKAQIWDTAGQERYRA

AtRABA1a            --FNLESKSTI-----------------GVEFATKTTKVEGK-VVKAQIWDTAGQERYRA

LOC_Os01g54590      --FCLESKSTI-----------------GVEFATRSIQVDGK-VVKAQIWDTAGQERYRA

LOC_Os05g44070      --FSLESKSTI-----------------GVEFATRSLQVDGK-VIKAQIWDTAGQERYRA

LOC_Os06g35814      --FSLESKSTI-----------------GVEFATRSLQVDGK-VVKAQIWDTAGQERYRA

LOC_Os05g20050      --FSLDSKSTI-----------------GVEFATKSLQMEGK-TIKAQIWDTAGQERYRA

LOC_Os01g62950      --FFLESKSTI-----------------GVEFATRTLQIEGK-TIKAQIWDTAGQERYRA

LOC_Os03g60870      --FCLESKSTI-----------------GVEFATRTLQIEGQ-TIKAQIWDTAGQERYRA

LOC_Os03g62600      --FSLDSKSTI-----------------GVEFATRTIQVEGK-IVKAQIWDTAGQERYRA

LOC_Os05g01480      --FCLESKSTI-----------------GVEFATRTLHVEGK-IIKAQIWDTAGQERYRA

LOC_Os02g21710      ------------------------------------------------------------

LOC_Os02g37420      --FQPVHDLTI-----------------GVEFGARMITIDNK-PIKLQIWDTAGQESFRS

LOC_Os04g39440      --FQPVHDLTI-----------------GVEFGARMITVDSR-PVKLQIWDTAGQESFRS

LOC_Os03g09140      --FDATYQATI-----------------GIDFLSKTMYLEDR-TVRLQLWDTAGQERFRS

LOC_Os07g31370      --FDNTYQATI-----------------GIDFLSKTMYLEDR-TVRLQLWDTAGQERFRS

LOC_Os03g05740      --FDPTSKVTV-----------------GASFLSQTLALEDSTIVKFEIWDTAGQERYAA

AtRABF1             --FDATSKVTV-----------------GASFLSQTIALQDSTTVKFEIWDTAGQERYSA

LOC_Os06g47260      --YYDCQESTI-----------------GAAFFSQVLIMDEA-TVKLDIWDTAGQERYHS

LOC_Os03g46390      --FVEFQESTI-----------------GAAFFSQTLAVNDE-TVKFEIWDTAGQERYHS

LOC_Os12g43550      --FVEFQESTI-----------------GAAFFSQTLAVNDE-TVKFEIWDTAGQERYHS

LOC_Os02g49980      MWERYCRGVSAILYVVDAADRDSIPIA-KSELHDLLTKQ---SLAGIPLLVLGNKIDKSE

LOC_Os03g10370      MWERYCRAVSAIVYVVDAADRENMAIA-KSELHDLLSKP---SLTGIPLLVIGNKIDKPE

LOC_Os06g12090      VWRDYYAQVDAVVYVVDAADRCRFAES-KMELDALLSDD---ALAGVPFLVLGNKIDIPY

AtSARA1b            VWKDYYAKVDAVVYLVDAYDKERFAES-KRELDALLSDE---ALATVPFLILGNKIDIPY

LOC_Os01g15010      VWKDYYAKVDAVVYLVDAADKERFAES-KKELDALLADD---SLATVPFLILGNKIDIPY

LOC_Os01g23620      VWKDYYAKVDAVVYLVDAYDKERFAES-KKELDALLSDD---SLAAVPFLILGNKIDIPY

LOC_Os12g37360      VWKDYYAKVDAVVYLVDAYDKERFSES-KKELDALLSDD---SLATVPFLILGNKIDIPY

LOC_Os03g27450      IWEKYYQEAHAIIYVIDAAAASSFEDA-KSALEKVLRHE---DLKGAPLLIFANKQDLPG

LOC_Os07g42820      IWEKYYEEAHAVIYVIDSAAASSFEDA-KSALEKVLHHE---DLQGVPLLIFANKQELPA

LOC_Os02g22140      YWRNYFEQTDGLVWVVDSSDIRRLDDC-RAELHNLLKEE---RLAGASLLVFANKQDIQG

LOC_Os06g02390      LWRQYFRNADALIYVVDSMDRERIGVA-KEEFQAIIRDP---LMLNSVILLLANKQDLKG

LOC_Os02g03610      LWKMYLSNSDALIYVVDSLDRERIIDA-RQEFQTIIKDP---LMANSIILVFANKQDLRG

LOC_Os02g47110      LWRHYFNNTDGLIYVVDSLDRERIGKA-KAEFQAIVNDP---LMLNSVILVFANKQDMKG

LOC_Os10g42940      LWRHYFNNTDALIYVVDSLDRERIGRA-RAEFQAIINDP---FMLNSVLLVFANKQDMRG

AtARFB1c            LWRHYFNNTDGLIYVVDSLDRERIGKA-KQEFQDIIRDP---FMLNSVILVFANKQDMRG

LOC_Os11g37640      SWATYYRGTHAVIVVIDSTDRARINII-KDELFRLLQHG---DLEGAVVLVFANKQDLKD

LOC_Os08g15040      YWRCYFPNTQAIIYVVDSSDTDRLVTA-KEEFHAILEED---ELKGAVVLVYANKQDLPG

LOC_Os03g59740      LWRHYFQNTQGLIFVVDSNDRDRVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os07g12200      LWRHYFQNTQGLIFVVDSNDRDRVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os07g12170      LWRHYFQNTQGLIFVVDSNDRDRVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os01g16030      LWRHYFQNTQGLIFVVDSNDRDRVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os01g59790      LWRHYFQNTQGLIFVVDSNDRERVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os05g41060      LWRHYFQNTQGLIFVVDSNDRERVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

AtARFA1a            LWRHYFQNTQGLIFVVDSNDRDRVVEA-RDELHRMLNED---ELRDAVLLVFANKQDLPN

LOC_Os01g12900      -------------------------------MPELRRFA-----PGVPVVLVGTKLDLRE

LOC_Os05g43820      LRPLSYRGADIFVLAFSLISRASYENVLKKWMPELRRFA-----PNVPIVLVGTKLDLRD

LOC_Os02g20850      LRPLSYRGADVFLLAFSLISKASYENIHKKWIPELRHYA-----PNVPIVLVGTKLDLRE

LOC_Os02g02840      LRPLSYRGADVFLLAFSLISKASYENVSKKWIPELKHYA-----PGVPIILVGTKLDLRD

LOC_Os02g58730      LRPLSYRGADVFLLAFSLISKASYENVSKKWIPELRHYA-----PGVPIILVGTKLDLRD

AtROP1              LRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-----PGVPIVLVGTKLDLRD

AtROP11             LRPLSYRGADVFVLSFSLVSRASYENVFKKWIPELQHFA-----PGVPLVLVGTKLDLRE

LOC_Os02g50860      LRPLSYRGADVFVLAFSLVSRASYENIMKKWIPELQHYA-----PGVPIVLVGTKLDLRE

LOC_Os06g12790      LRPLSYRGADVFVLAFSLVSRASYENVMKKWLPELQHYA-----PGVPIVLVGTKLDLRE

LOC_Os06g39875      LRDGYYIHGHCAIIMFDVTSRLTYKNV-PTWHKDICRVC-----DNIPIVLCGNKVDMKN

LOC_Os05g49890      LRDGYYIHGQCAIIMFDVTSRLTYKNV-PTWHRDLCRVC-----ENIPIVLCGNKVDVKN

AtRAN1              LRDGYYIHGQCAIIMFDVTARLTYKNV-PTWHRDLCRVC-----ENIPIVLCGNKVDVKN

LOC_Os01g12730      LGVAFYRGADCCVLVYDVNVTKSFERL-NSWREEFLIQASPSDPENFPFVVLGNKIDVDG

LOC_Os05g44050      LGVAFYRGADCCVLVYDVNSMKSFDNL-NNWREEFLIQASPSDPDNFPFVLLGNKVDVDG

LOC_Os01g51700      LGVAFYRGADCCVLVYDVNSNRSFDTL-NTWHDEFLNQASPSDPKTFPFILLGNKIDVDG

LOC_Os05g46000      LGVAFYRGADCCMLVYDVNAKRSFNAL-NTWHDEFLTQASPSDPKHFPFILLGNKIDIDA

LOC_Os07g09680      ITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQHA----SDNVNKILVGNKVDMDT

AtRABE1a            ITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQHA----SDSVNKILVGNKADMDE

LOC_Os03g60530      ITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQHA----SDNVNKILVGNKADMDE

LOC_Os07g13530      ITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQHA----SDNVNKILVGNKADMDE

LOC_Os05g01490      ITSSYYRGAHGIIIVYDVTDMESFNNV-KQWLSEIDRYA----SDSVCKLLVGNKCDLVD

LOC_Os02g43690      ---KLIHPILCMQIVYDVTDQESFNNV-KQWLNEIDRYA----SDNVNKLLVGNKSDLTA

LOC_Os01g08450      ITSSYYRGAHGIIIVYDVTDQESFNNV-KQWLNEIDRYA----SDNVNKLLVGNKSDLTA

LOC_Os01g37800      ITSSYYRGAHGIIVVYDVTDQESFNNV-KQWLNEIDRYA----SENVNKLLVGNKCDLAE

LOC_Os06g50060      VTSAYYRGALGAMLVYDVTSRRSFHHA-ARWLHDLRAHA----DNSIVVMLIGNKADLSH

LOC_Os09g35860      VTSAYYRGALGAMVVYDITRRRTFENV-ARWVEELRAHA----DGSTVVALIGNKADMPA

LOC_Os07g44040      VTSAYYRGAVGALLVYDISRRQTFDSV-GRWLNELHTHS----DMNVVTILVGNKTDLKH

LOC_Os08g41340      VTSAYYRGAFGALLVYDISRRSTFDNV-GRWLQELNTHS----DTTVAKMLVGNKCDLDN

LOC_Os09g10940      VTSAYYRGAVGAMLVYDITKRQSFDHV-ARWLEELRGHA----DKNIVIMLIGNKSDLGT

LOC_Os10g23100      VTSAYYRGALGALLVYDITKRQSFDHI-PRWLEELRGHA----DKNIVIMLVGNKSDLED

LOC_Os01g47730      ITSAYYRGAVGALVVYDVTRRITFENA-ERWLKELRDHT----DANIVVMLVGNKADLRH

LOC_Os05g48980      ITSAYYRGAVGALVVYDVTRHVTFENV-ERWMRELKDHT----DANIVIMLVGNKADLRH

LOC_Os09g15790      ITSAYYRGAVGALVVYDVTRHVTFENV-ERWLKELRDHT----DANIVIMLVGNKADLRH

AtRABA1a            ITSAYYRGAVGALLIYDVTRHATFENA-ARWLRELRGHT----DPNIVVMLIGNKCDLRH

LOC_Os01g54590      ITSAYYRGAVGALLVYDVTRRATFDNV-ARWLKELRDHT----DPSIVVMLVGNKSDLRH

LOC_Os05g44070      ITSAYYRGAVGALLVYDVTRRATFDNV-GRWLRELRDHT----DPSIVCMLIGNKSDLRH

LOC_Os06g35814      ITSAYYRGAVGALLVYDVTRHSTFENV-ERWLKELRDHT----DPNIVVMLVGNKSDLRH

LOC_Os05g20050      ITSAYYRGAVGALLVYDITKRQSFDNV-HRWLRELRDHA----DSSIVIMMVGNKSDLIH

LOC_Os01g62950      ITSAYYRGAVGALLVFDITKRQTFDNV-QRWLRELRDHA----DANIVVMMVGNKSDLNH

LOC_Os03g60870      ITSAYYRGAVGALLVYDITKKQTFENI-QRWLRELRDHA----DSNIVIMMVGNKSDLNH

LOC_Os03g62600      ITSAYYRGAVGALLVYDVTKATTFENV-KRWLKELRDHA----DSNIVVMLIGNKIDLKH

LOC_Os05g01480      ITSAYYRGALGAVLVYDVSKPTTFDNI-SRWLKELRDHA----DANIRIMLVGNKTDLKH

LOC_Os02g21710      -----------MELNYAWHQGDTFDHL-TTWIEEARRLGVG--GAKLTICFIGNKCDLSD

LOC_Os02g37420      ITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQHA----NANMTVMLIGNKCDLSH

LOC_Os04g39440      ITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQHA----NANMTIMLVGNKSDLSH

LOC_Os03g09140      LIPSYIRDSSVAVIVYDVTDRQSFLSI-SKWIEEVNTQR----GGDVIIVLVGNKTDLVD

LOC_Os07g31370      LIPSYIRDSSVAVIVFDVASRQSFLNT-SKWIEEVRTER----GSDVIIVLVGNKTDLVD

LOC_Os03g05740      LAPLYYRGAAAAVVVYDITSPESFSKA-QYWVKELQKHG----SPDIIMVLVGNKADLHE

AtRABF1             LAPLYYRGAGVAVIVYDITSPESFKKA-QYWVKELQKHG----SPDIVMALVGNKADLHE

LOC_Os06g47260      LAPMYYRGAAAAVVVYDISSTDSYIRA-RKWVDELQRQG----NPHLVMALVGNKVDLEE

LOC_Os03g46390      LAPMYYRGAAAAIVVYDITNPASFTRA-KKWVQELQAQG----NSSTVVALAGNKADLLE

LOC_Os12g43550      LAPMYYRGAAAAIVVYDITNAASFTRA-KKWVQELQAQG----NPNTIMALAGNKADMVE

                                                                      . ..* :   

LOC_Os02g49980      AVSKQALVDQLGLE------------LIKDREVCCYMISCKDSVNIDVVIDWLIKHSRTA

LOC_Os03g10370      AFPKQSFTDVMGLK------------TITDREVACFMISCKNSTNIDSVIDWLVKHSKKK

LOC_Os06g12090      AVPEQELCYYLGLTGLTTGKGNVNLAGTGVRPVEVFMCSVVRRMGYGDGFRWMSQYIK--

AtSARA1b            AASEDELRYHLGLTNFTTGKGKVTLGDSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIN--

LOC_Os01g15010      AASEEELRYYLGLSNFTTGKGNVNLADSNVRPLEIFMCSVVRKMGYGEGFKWMSQYIK--

LOC_Os01g23620      AASEEELRYHLGLSNFTTGKGKVSLGESNVRPLEVFMCSVVRKMGYGDGFKWVSQYIK--

LOC_Os12g37360      AASEEELRYHMGLSNFTTGKGRVSLGESNVRPLEVFMCSIVRKMGYGDGFKWVSQYIK--

LOC_Os03g27450      VITDEELARYLQLK------------ELDERPYKFQAVSAYDGRGIKSGIDWVVEQMERS

LOC_Os07g42820      AVTEEELARHLHLK------------GLDERPYMFQAGSAYDGTGIKAGIDWLVEEMERS

LOC_Os02g22140      ALKPSEIAKVLNLEA-----------MDGSRHWQIVGCSAHTGEGLLQGFDWLVQDIASR

LOC_Os06g02390      AMSSSEVCQRLGAYE-----------ELKNRRWHCQGASALTGDGLHGGLDWLASTLRDV

LOC_Os02g03610      AMSPDEVSEGLGLH------------DLRNRIWHIQGTCALRGEGLYDGLDWLASTLKQL

LOC_Os02g47110      AMTPLEVCEGLGLY------------DLKNRIWHIQGSCALKGDGLYEGLDWLASTLKGL

LOC_Os10g42940      AMTPMEVCEGLGLY------------DLNNRIWHIQGTCALKGDGLYEGLDWLATTLDEM

AtARFB1c            AMSPREVCEGLGLL------------DLKNRKWHIQGTCALQGDGLYEGLDWLSATLKEV

LOC_Os11g37640      AMSPAEITDALSLH------------SIKNHDWHIQASCAITGEGLYDGLGWIAQKVAGK

LOC_Os08g15040      ALDDAAITESLELH------------KIKSRQWAIFKTSAIKGEGLFEGLDWLSNALKSK

LOC_Os03g59740      AMNAAEITDKLGLH------------SLRQRHCTHLN-----------FLIWLTGISRAL

LOC_Os07g12200      AMNAAEITDKLGLH------------SLRQRHWYIQSTCATTGEGLYEGLDWLSSNIASK

LOC_Os07g12170      AMNAAEITDKLGLH------------SLRQRHWYIQSTCATTGEGLYEGLDWLSSNIASK

LOC_Os01g16030      AMNAAEITDKLGLH------------SLRQRHWYIQSTCATTGEGLYEGLDWLSSNIANK

LOC_Os01g59790      AMNAAEITDKLGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASK

LOC_Os05g41060      AMNAAEITDKLGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANK

AtARFA1a            AMNAAEITDKLGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIAGK

LOC_Os01g12900      DRA--YLADHPASSIITTEQGEEL--RKLIGAVAYIECSSKTQRNIKAVFDTAIKVVLQP

LOC_Os05g43820      HRS--YLADHPAASAITTAQGEEL--RKQIGAAAYIECSSKTQQNIKAVFDTAIKVVLQP

LOC_Os02g20850      DKQ--FFLDHPGLAPISTAQGEEL--KRMIGAAAYIECSSKTQQNVKSVFDSAIKVVLCP

LOC_Os02g02840      DKQ--FFVDHPGAVPITTAQGEEL--RKQIGAPYYIECSSKTQLNVKGVFDAAIKVVLQP

LOC_Os02g58730      DKQ--FFVDHPGAVPISTAQGEEL--RKLIGAAAYIECSSKTQQNIKAVFDAAIKVVLQP

AtROP1              DKQ--FFIDHPGAVPITTAQGEEL--RKQIGAPTYIECSSKTQENVKAVFDAAIRVVLQP

AtROP11             DKH--YLADHPGLSPVTTAQGEEL--RKLIGATYYIECSSKTQQNVKAVFDSAIKEVIKP

LOC_Os02g50860      DKH--YLLDHPGMIPVTTAQGEEL--RKQIGAAYYIECSSKTQQNVKGVFDAAIKVVIQP

LOC_Os06g12790      DKH--YLLDHPSLVPVTTAQGEEL--RKHIGATCYIECSSKTQQNVKAVFDAAIKVVIKP

LOC_Os06g39875      R-------------QVKAK-MVTF--H-RKKNLQYYEISAKSNYNFEKPFLYLARKLTGD

LOC_Os05g49890      R-------------QVKAK-QVTF--H-RKKNLQYYEISAKSNYNFEKPFLYLARKLAGD

AtRAN1              R-------------QVKAK-QVTF--H-RKKNLQYYEISAKSNYNFEKPFLYLARKLAGD

LOC_Os01g12730      GNS----------RTVSEKKAKAW--CASKGNIPYFETSAKEGFNVEAAFECIARNAIKN

LOC_Os05g44050      GNS----------RVVSEKKAKAW--CASKGNIPYFETSAKDGTNVEEAFQCIVKNALKN

LOC_Os01g51700      GKS----------RVVSEKKAMEW--CSSKGNIPYFETSAKEDRNVDSAFLSVAKLALEH

LOC_Os05g46000      GNR----------RAIPEKKAKEW--CVSKGNIPYFETSAKDDYNVDSAFLCIAKLALEH

LOC_Os07g09680      -K-----------RVVSTAQGQKL--A-DEYGMKFFETSAKTNQNVEQVFFTIARDIKQR

AtRABE1a            SK-----------RAVPKSKGQAL--A-DEYGMKFFETSAKTNLNVEEVFFSIAKDIKQR

LOC_Os03g60530      SK-----------RAVPTSKGQAL--A-DEYGIKFFETSAKTNLNVEQVFFSIARDIKQR

LOC_Os07g13530      SK-----------RAVPTSKGQAL--A-DEYGIKFFETSAKTNLNVEQVFFSIARDIKQR

LOC_Os05g01490      -S-----------KVVDTEEAKAF--A-ESLGISFLETSAKESINVEEAFLTMSSDIKKR

LOC_Os02g43690      -N-----------KVVSSETAKAF--A-DEMGIPFMETSAKNATNVEQAFMAMAASIKDR

LOC_Os01g08450      -N-----------KVVSSETAKAF--A-DEMGIPFMETSAKNATNVEQAFMAMAASIKDR

LOC_Os01g37800      -N-----------RVVSYEAGKAL--A-DEIGIPFLETSAKDATNVEKAFMTMAGEIKNR

LOC_Os06g50060      A------------RAVAADEAAAF--A-EDQGLFFSEASALSGDNVEEAFLGLLREIHAI

LOC_Os09g35860      GR-----------REVAADEAARF--A-EEQGLFFSEASALSGDNVDRAFLTLLEEIFAV

LOC_Os07g44040      A------------REVSTAEGKAL--A-ESQGLFFMETSALDSSNVAEAFQTVVKEIYGI

LOC_Os08g41340      I------------REVPVEEGKAL--A-EAEGLFFMETSALDSTNVRTAFEIVIKEIYSN

LOC_Os09g10940      L------------RVVPTEDAKEF--A-ERENLFFMETSALESTNVENAFMTVLTEIYRI

LOC_Os10g23100      E------------RAVSTEDAKEF--A-EKENLFFLETSALQATNVENAFQTVLSEIFKI

LOC_Os01g47730      L------------RAVPAEDARAF--A-EAHGTFSMETSALEATNVEGAFTEVLAQIYRV

LOC_Os05g48980      L------------RAVSTEDAKAF--A-EKENTFFMETSALESMNVENAFTEVLTQIYHV

LOC_Os09g15790      L------------RAVSVEDAKGF--A-ERESTFFMETSALESMNVESAFTEVLTQIYRV

AtRABA1a            L------------VAVKTEEAKAF--A-ERESLYFMETSALDATNVENAFTEVLTQIHKI

LOC_Os01g54590      L------------VAVSTEDGKEY--A-EAESLYFMETSALDATNVENAFAEVLTQIYQT

LOC_Os05g44070      L------------VAVSTEDGKEF--A-EAESMYFMETSALDATNVDNAFAEVLTQIYQI

LOC_Os06g35814      L------------VAVQTDEGKAF--A-ERESLYFMETSALESTNVENAFAEVLTQIYRI

LOC_Os05g20050      L------------RAVSEDEGKAL--A-EKEGLFFLETSAMEAVNVEEAFQTIITEVYGI

LOC_Os01g62950      L------------RSVPEEDGHAF--S-EKEGLSFLETSALEAINVEKAFHTVLSEIHQI

LOC_Os03g60870      L------------RSVPEEDGQAL--A-EKEGLSFLETSALEALNVEKAFQTILKDIHQI

LOC_Os03g62600      L------------RSVSLEDATSF--A-EREGLSFVETSALDATNVDKAFQTVLTEIYRI

LOC_Os05g01480      L------------RAVATDDAHKF--A-EAEGLSYIETSALEATNVEEAFQLILGDIYRA

LOC_Os02g21710      R------------RAVSYEEGEQF--A-KQNALLFIEASAKAAHNVNEAFTLTARAMCHK

LOC_Os02g37420      R------------RAVSYEEGEQF--A-KEHGLVFMEASAKTAQNVEEAFIKTAGTIYKK

LOC_Os04g39440      R------------RAVSYEEGEQF--A-KEHGLIFMEASAKTAQNVEEAFVKTAGAIYKK

LOC_Os03g09140      K------------RQISTDEGEAK--A-QEHGAMFMETSAKAGFNIKPLFRKIAASLPGM

LOC_Os07g31370      K------------RQVSIEEGEGK--A-KDLGVMFIETSAKAGFNIKALFRKIAAALPGM

LOC_Os03g05740      N------------RHVSSQEAQEY--A-EKNNMVFIETSAKTADNINQVFEEIAKRLPRP

AtRABF1             K------------REVPTEDGMEL--A-EKNGMFFIETSAKTADNINQLFEEIGKRLPRP

LOC_Os06g47260      K------------RQVGTQEAMEY--A-ERNGLFFIETSAKTSQNVTELFYELGWSKCDL

LOC_Os03g46390      T------------RQVQIEEAKTY--A-QENGLFFMETSAKTATNVNDIFYEI-------

LOC_Os12g43550      A------------RQVPAEEAKTY--A-QENGLFFMETSAKTAINVNDVFHEIGEFRSQI

                                                                     :          

LOC_Os02g49980      K-----------------------------------------------------------

LOC_Os03g10370      N-----------------------------------------------------------

LOC_Os06g12090      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

LOC_Os01g15010      ------------------------------------------------------------

LOC_Os01g23620      ------------------------------------------------------------

LOC_Os12g37360      ------------------------------------------------------------

LOC_Os03g27450      KRTEVLRARA---GFT---------------------------------------GQI--

LOC_Os07g42820      KRTEVLMART---ETA---------------------------------------EKI--

LOC_Os02g22140      IYVLE-------------------------------------------------------

LOC_Os06g02390      QTWGTSVRF---------------------------------------------------

LOC_Os02g03610      QETGHATSVAGP-SI---------------------------------------------

LOC_Os02g47110      EASGRLPSGGTS-LF---------------------------------------------

LOC_Os10g42940      RASGRITSTSSS------------------------------------------------

AtARFB1c            KAAGYSSVGPSF------------------------------------------------

LOC_Os11g37640      ATTS--------------------------------------------------------

LOC_Os08g15040      SS----------------------------------------------------------

LOC_Os03g59740      VL---QQVRDCTRAWT---------------------------------------GCPAT

LOC_Os07g12200      A-----------------------------------------------------------

LOC_Os07g12170      A-----------------------------------------------------------

LOC_Os01g16030      YLSRSHLSIDCRPDWM---------------------------------------TRIPH

LOC_Os01g59790      A-----------------------------------------------------------

LOC_Os05g41060      A-----------------------------------------------------------

AtARFA1a            A-----------------------------------------------------------

LOC_Os01g12900      PRHKDVTRKKL-------------------------------------------------

LOC_Os05g43820      PRRRGETTMARKK-----------------------------------------------

LOC_Os02g20850      PKPKKKNTRK--------------------------------------------------

LOC_Os02g02840      PKAKKKKKAQ--------------------------------------------------

LOC_Os02g58730      PKQKKKKKKA--------------------------------------------------

AtROP1              PKQKKKKSKA--------------------------------------------------

AtROP11             LVKQKEKTKKKKK-----------------------------------------------

LOC_Os02g50860      PTKQREKKKKKSR-----------------------------------------------

LOC_Os06g12790      PTKQRDRKKKKTR-----------------------------------------------

LOC_Os06g39875      MNLRFVEELALLPA---------------D--VTIDLIAQQKIETE---IAAAAAMPLPD

LOC_Os05g49890      PNLHFVEAVALKPP---------------E--VPIDLAMQQQHEAE---LAAAAAQPLPD

AtRAN1              QNLHFVETPALAPP---------------E--VHIDIADQQKNEAE---LLQAAAQPLPD

LOC_Os01g12730      EPEEEIYLPDTI----------------------------------------------DV

LOC_Os05g44050      EPEEELYVPDTV----------------------------------------------DV

LOC_Os01g51700      ERDQDIYFQTVV----------------------------------------------PD

LOC_Os05g46000      EHDQDIYFKTV-----------------------------------------------AQ

LOC_Os07g09680      LTETVAAAA-EPP-----------------------------------------TIQISR

AtRABE1a            LADTDAR-A-EPQ-----------------------------------------TIKINQ

LOC_Os03g60530      LSETDSK-P-EDR-----------------------------------------TIKIK-

LOC_Os07g13530      LAETDSK-T-EDR-----------------------------------------TIKINK

LOC_Os05g01490      MATQPAVERKPTV-----------------------------------------HIHMRG

LOC_Os02g43690      MASQPAAANARPP-----------------------------------------TVQIRG

LOC_Os01g08450      MASQPAASNARPP-----------------------------------------TVQIRG

LOC_Os01g37800      MASQPATNASKPA-----------------------------------------TVQMRG

LOC_Os06g50060      VSRRSLLEMDGI-N--------------------------GDAAANANAALMLRGTKLSL

LOC_Os09g35860      VSRRALELDEARRM--------------------------RDGGAGGGEVLSLKGTTLD-

LOC_Os07g44040      LSRKVFQSQEQKR--------------------------------SEQ--SLSNGKPVML

LOC_Os08g41340      VSRKILNSDSYKA--------------------------------EL---SLN--RVSIE

LOC_Os09g10940      VSKKNLVANEEVD--------------------------------SSGNSSLLKGTKIVV

LOC_Os10g23100      HSKKNMAADPKA----------------------------------NGAAPSLAGKKVVV

LOC_Os01g47730      VSRNALDIGDDPA------------------------------------AP-PRGRTIDV

LOC_Os05g48980      VSKKALDIGDDPA------------------------------------AP-PKGQTINV

LOC_Os09g15790      VSKKALDIGDDPA------------------------------------AP-PRGQTINV

AtRABA1a            VSKRSVDGGGESA-----------------------------------DLP-GKGETINV

LOC_Os01g54590      VSKKTVEASDDGS-----------------------------------NAP-IKGEKINV

LOC_Os05g44070      VNKKPVEAPEDGS-----------------------------------AGP-GKGEKINV

LOC_Os06g35814      VSKRSVEAGDDAG-----------------------------------SGP-GKGEKINI

LOC_Os05g20050      VNRKALAAKEAAA--------------------------------ASAPLP-SQGKTISI

LOC_Os01g62950      VSKKALAAQESAS--------------------------------TNG-RS-MQGTTINV

LOC_Os03g60870      ISKKALAAQEAAG---------------------------------SG-PP-TQGTTINV

LOC_Os03g62600      ISKKALAADEAGA--------------------------------GA-GAV-REGQSIQV

LOC_Os05g01480      ISKKPVASDEGGA--------------------------------GAAGGV-KEGKTINV

LOC_Os02g21710      VEDAWVCLMRKFD-------------------------------------P---------

LOC_Os02g37420      IQDGVFDVSNESY-------------------------------------GIKVGYAVPN

LOC_Os04g39440      IQDGVFDLSNEAN-------------------------------------GIKLGYTVPG

LOC_Os03g09140      EALSSAKQEDMV---------------------DINL---RPAASG----QIPSGAEA--

LOC_Os07g31370      ETLSSAKQEDMV---------------------DVNL---KSSNAN----------SS--

LOC_Os03g05740      TAS---------------------------------------------------------

AtRABF1             APSS--------------------------------------------------------

LOC_Os06g47260      TALPGWFSTTAGAAA-------------------------TTAAAGHGGSVAPADAPLPT

LOC_Os03g46390      ---------------------------------------AKRLLQGQPAQNPQAGMVLSQ

LOC_Os12g43550      ISAVDFCTPTELVGYLVYKNVHSLLLLISKRICILNLISAKRLLQGQQAQDTPAGMVLNQ

LOC_Os02g49980      --------------------------------------

LOC_Os03g10370      --------------------------------------

LOC_Os06g12090      --------------------------------------

AtSARA1b            --------------------------------------

LOC_Os01g15010      --------------------------------------

LOC_Os01g23620      --------------------------------------

LOC_Os12g37360      --------------------------------------

LOC_Os03g27450      --------------------------------------

LOC_Os07g42820      --------------------------------------

LOC_Os02g22140      --------------------------------------

LOC_Os06g02390      --------------------------------------

LOC_Os02g03610      --------------------------------------

LOC_Os02g47110      --------------------------------------

LOC_Os10g42940      --------------------------------------

AtARFB1c            --------------------------------------

LOC_Os11g37640      --------------------------------------

LOC_Os08g15040      --------------------------------------

LOC_Os03g59740      LPAR------PK--F-----------------------

LOC_Os07g12200      --------------------------------------

LOC_Os07g12170      --------------------------------------

LOC_Os01g16030      YIAVAFSGERRR--WS-------------------F--

LOC_Os01g59790      --------------------------------------

LOC_Os05g41060      --------------------------------------

AtARFA1a            --------------------------------------

LOC_Os01g12900      -----------QSSSNRPVRRYFCGSACFA--------

LOC_Os05g43820      ----------TRRSTGCSLKNLMCGSACVV--------

LOC_Os02g20850      -------------QRSCWIL------------------

LOC_Os02g02840      -------------RGACSIL------------------

LOC_Os02g58730      -------------QKGCAIL------------------

AtROP1              -------------QKACSIL------------------

AtROP11             ----------QKSNHGCLSN-VLCGRIVTRH-------

LOC_Os02g50860      ----------Q----GCS---MMN--MFRGRKMSCFKS

LOC_Os06g12790      ----------R----GCS---FFCKGVMSRRRLVCFK-

LOC_Os06g39875      EDEDGLMD------------------------------

LOC_Os05g49890      DDDDLIE-------------------------------

AtRAN1              DDDDIFE-------------------------------

LOC_Os01g12730      GG-----AGRQQRSSGCEC-------------------

LOC_Os05g44050      VG-----GNRAQRSSGCC--------------------

LOC_Os01g51700      P------VPEAEQRSGCAC-------------------

LOC_Os05g46000      P------APDTEHTSGCAC-------------------

LOC_Os07g09680      QEPD--QAAASSRWSACCNT------------------

AtRABE1a            SDQGA-GTSQATQKSACCGT------------------

LOC_Os03g60530      SEG-E-AEAAAAQKSACCGS------------------

LOC_Os07g13530      PEG-D-AEATTLQKSACCGS------------------

LOC_Os05g01490      QP-----IQQQNSSSSCCSS------------------

LOC_Os02g43690      QP-----VNQK---TSCCSS------------------

LOC_Os01g08450      QP-----VNQK---TSCCSS------------------

LOC_Os01g37800      QP-----VAQQ---SSCCS-------------------

LOC_Os06g50060      SDELSIMETSAIKRVSRCSC------S-----------

LOC_Os09g35860      --VGSIMETSAMKKSSQCSC------S-----------

LOC_Os07g44040      SD--S--NEPTSGGRWCCSS------------------

LOC_Os08g41340      GDSKD--DQKQSNRFGCC--------------------

LOC_Os09g10940      PGQ----EPAPPTKASCCMS------------------

LOC_Os10g23100      PGP----AQEIPK-SKCCSS------M-----------

LOC_Os01g47730      SAKDD--AVTPVNSSGCCSS------------------

LOC_Os05g48980      GGKDD--V-SAVKKSACCSS------A-----------

LOC_Os09g15790      GGKDD--V-SAVKKSGCCSS------------------

AtRABA1a            K---E--DGSVLKRMGCCSN------------------

LOC_Os01g54590      K---D--DVSALKRIGCCSN------------------

LOC_Os05g44070      K---D--DVSAMKRVGCCSN------------------

LOC_Os06g35814      K---D--DVSAVKKGGCCSG------------------

LOC_Os05g20050      DSA-----AGNT-KRACCSA------------------

LOC_Os01g62950      AEA-----PAAT-KGSCCSS------------------

LOC_Os03g60870      TDS-----AVNT-KRGCCSS------------------

LOC_Os03g62600      SAT-----DSSSFTSRCCSF------------------

LOC_Os05g01480      AAG-----DANSEKKQCCST------------------

LOC_Os02g21710      --------------------------------------

LOC_Os02g37420      ASGG--GAGSSSQGGGCCG-------------------

LOC_Os04g39440      QSGG--AGSSSSQGGGCCSS------------------

LOC_Os03g09140      -Q-----EEQKAGGCSC---------------------

LOC_Os07g31370      -Q-----SQAQAGGCSC---------------------

LOC_Os03g05740      --------------------------------------

AtRABF1             --------------------------------------

LOC_Os06g47260      -P-----EIRHP--------------------------

LOC_Os03g46390      RP-----NERLVSSASCCS-------------------

LOC_Os12g43550      RP-----AERMVSSSSCCS-------------------

Multiple sequence alignment corresponding to Supplemental Figure 2
Solyc04g072060      -------------------------------------------------------MSIRR

Solyc01g109520      -------------------------------------------------------MPSRR

Solyc03g120750      -------------------------------------------------------MASRR

Solyc05g054150      -------------------------------------------------MAHNSEEEKKE

Solyc11g012460      -------------------------------------------------MAFRSEETQTE

Solyc09g056340      -------------------------------------------------------MEEEQ

Solyc09g097900      ---------------------------------------------------MDSSDDDVE

Solyc09g098170      ---------------------------------------------------MDSSDDEGE

Solyc03g118820      ------------------------------MSSIAAISKE--SSWLWFHIYMDDSFDEEC

Solyc03g006270      --------------------------------------------------MGAYRADEDY

Solyc10g008840      --------------------------------------------------MGTYRSEEDY

Solyc12g014080      -------------------------------------------------MAGGYRAEDDY

Solyc07g053480      --------------------------------------------------MGAYRADDDY

Solyc12g010790      --------------------------------------------------MGAYRSDDDY

AtRABA1a            --------------------------------------------------MAGYRADEEY

Solyc02g072180      --------------------------------------------------MAGYRAEDDY

Solyc07g055290      --------------------------------------------------MAGYRGDDEY

Solyc01g103380      ---------------------------------------------------MARRAEEEY

Solyc10g045550      ---------------------------------------------------MARRADEEY

Solyc06g005810      ---------------------------------------------------MGNRVDHEY

Solyc06g076450      ---------------------------------------------------MANKMDHEY

Solyc03g079900      --------------------------------------------------MMAYKVDHEY

Solyc05g052900      ---------------------------------------------------MAYKVDHEY

Solyc01g096220      --------------------------MNQEMSGFED---------QMKRVNGVHHNEDKI

Solyc04g012180      ------------------------------------------------MASGYGDSSQKI

Solyc11g010100      ----------------------------------------------MASGGGYGDASQKI

Solyc01g086850      -----------------------------------------------MSKLYGGDFNQKI

Solyc10g050030      ------------------------------------------------------------

Solyc03g064020      -----------------------------------------------MSNLY-GDYNQKI

Solyc10g079030      ----------------------------------------------MSSNLYADHYNQKI

Solyc11g008020      ---------------------------------------------MGSRKNQSVGFSNSY

Solyc04g064510      --------------------------------------------------MEPSSSSPEF

Solyc09g008460      ---------------------------------------------MGPSTATTGQSNSSY

Solyc10g086310      -----------------------------------------------------MQNSSSY

AtRABE1a            ------------------------------------------------MAAPPARARADY

Solyc10g086350      ------------------------------------------------MAAPPARARADY

Solyc11g073050      ------------------------------------------------MAAPPARARADY

Solyc09g010370      ------------------------------------------------MAAPPARARADY

Solyc04g011360      ------------------------------------------------MAAPPARARADY

Solyc06g005350      ------------------------------------------------MAAPPARARADY

Solyc01g103370      -------------------------------------------------------MSNEY

Solyc01g090170      -------------------------------------------------------MNTEY

Solyc05g052070      -------------------------------------------------------MNPEY

Solyc05g053940      -------------------------------------------------------MNPEY

Solyc08g078070      -------------------------------------------------------MNPEY

Solyc06g060210      ---------------------------------------------------------MSY

Solyc02g093530      ---------------------------------------------------------MSY

Solyc07g056150      ---------------------------------------------------------MVY

Solyc10g007700      ---------------------------------------------------------MSY

Solyc12g011130      ---------------------------------------------------------MSY

Solyc01g088560      ------------------------------------------------------MAPVSA

Solyc03g078570      ------------------------------------------------------MSVVSS

Solyc05g051570      ------------------------------------------------------MAAVSP

Solyc11g008430      ------------------------------MGCASSAADRNSGRAAGLNP-DNGGAYDPK

AtRABF1             ------------------------------MGCASSLPDRNSGTLSGLSNSENAVPADAK

Solyc02g069370      -----------------------------------------------------MATSGNK

Solyc02g036450      -----------------------------------------------------MAATAHN

Solyc02g081380      -----------------------------------------------------MASTGHT

Solyc11g011040      ------------------------------MGLW-----DSLLNWL--R--SLFFKQEM-

Solyc03g043960      ------------------------------MGLW-----DALLNWL--R--SLFFQQEM-

Solyc02g064640      ------------------------------MGLW-----EAFLNWL--R--SLFFKQEM-

Solyc02g092330      ------------------------------MGIW-----EAFLNWL--R--SLFFKQEM-

Solyc10g074630      ----------------------------------------------------MFSKTEF-

Solyc01g060130      ---------------------------------------MFLVDWF--Y--GVLASLGLW

AtSARA1b            ---------------------------------------MFLFDWF--Y--GILASLGLW

Solyc01g100350      ---------------------------------------MFLVDWF--Y--GILATLGLW

Solyc01g079540      ---------------------------------------MFLFDWF--Y--GVLASLGLW

Solyc06g009660      ---------------------------------------MFLWDWF--Y--GVLSSLGLW

Solyc07g014650      ------------------------------------------------------------

Solyc03g005300      -------------------------------------MGGFVSRFW--F--MMFPAKEY-

AtARFB1c            -------------------------------------MGQTFRKLF--D--TFFGNQEM-

Solyc03g096910      -------------------------------------MGQAFRKLF--D--TFFGNSEM-

Solyc06g072800      -------------------------------------MGQAFRKLF--D--TFFGNSEM-

Solyc07g006640      -------------------------------------MGLVFSRLF--S--SLFGNKEA-

Solyc09g055990      ------------------------------------------------------------

Solyc12g099080      ---------MTTQLKILFFRATAEESAV----NDSSISRSTYSNLR-----SPIAVTQRW

Solyc04g025560      MKWQFSASHSLYLFPVIFFLLLLSQNLALISGFTLSFFRSLFHNLL--S--GITNKKEKW

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      ------------------------------MGLSF-------GKLF--S--RLFAKKEM-

Solyc02g092970      ------------------------------MGMSI-------SKFV--K--KLFAKKEM-

AtARFA1a            ------------------------------MGLSF-------AKLF--S--RLFAKKEM-

Solyc01g100860      ------------------------------MGLSF-------GKLF--S--RLFAKKEM-

Solyc01g008000      ------------------------------MGLTF-------TKLF--S--RLFAKKEM-

Solyc05g005190      ------------------------------MGLTF-------TKLF--S--RLFAKKEM-

Solyc06g082720      ------------------------------------------------------------

AtRAN1              --------------------------------MALPNQQTVDYP----------------

Solyc01g104680      --------------------------------MALPNQQTVDYP----------------

Solyc01g104700      --------------------------------MALPNQQTVDYP----------------

Solyc05g023800      --------------------------------MALPNQQTVDYP----------------

Solyc04g051680      -------------------------------------MSQPLRS----------------

Solyc10g055520      ---------------------------------------MSGSR----------------

Solyc07g020800      ---------------------------------------MNASK----------------

Solyc12g007210      ---------------------------------------MNVSK----------------

Solyc03g114070      -------------------------------------MASSASR----------------

AtROP11             -------------------------------------MASSASK----------------

Solyc01g088780      ---------------------------MNSSTSASNNATTTGTK----------------

Solyc02g077400      ---------------------------------------MTTAR----------------

Solyc03g033420      ---------------------------------------MSASR----------------

Solyc01g111560      ---------------------------------------MSASR----------------

AtROP1              ---------------------------------------MSASR----------------

Solyc02g062020      ---------------------------------------MSASR----------------

Solyc02g083580      ---------------------------------------MSASR----------------

Solyc04g072060      RTLLKVIV-LGDSGVGKTSLMN-------------QYVHKKFSQQYKATIGADFVTKELQ

Solyc01g109520      RTLLKVII-LGDSGVGKTSLMN-------------QYVNKKFSNQYKATIGADFLTKEVQ

Solyc03g120750      RMLLKVII-LGDSGVGKTSLMN-------------QYVNRKFSNQYKATIGADFLTKEVQ

Solyc05g054150      DYLFKIVL-IGDSAVGKSNLLA-------------RFARDEFYPNSKSTIGVEFQTQKIN

Solyc11g012460      DYLFKIVL-IGDSAVGKSNLLA-------------RFARDEFYPNSKSTIGVEFQTQKLD

Solyc09g056340      EYLFKIVV-IGDSAVGKSNLLS-------------RFARDEFDHNSKATIGVEFQTQVVE

Solyc09g097900      EYLFKIVI-IGDSAVGKSNLLS-------------RYARDEFNLHSKATIGVEFQTQVLE

Solyc09g098170      EYLFKIVI-IGDSAVGKSNLLT-------------RYARNEFNLHSKATIGVEFQTQTLE

Solyc03g118820      DYLFKSVL-VGDSAVGKSNLLS-------------RFARDQFQFDSKPTIGVEFAYKNIR

Solyc03g006270      DYLFKVVL-IGDSGVGKSNLLS-------------RFTKNEFSQESKSTIGVEFATRTIH

Solyc10g008840      DYLFKVVL-IGDSGVGKSNLLS-------------RFTKNEFSQQSKSTIGVEFATRTIH

Solyc12g014080      DYLFKLVL-IGDSGVGKSNLLS-------------RFSRNEFNLESKSTIGVEFATRSIK

Solyc07g053480      DYLFKVVL-IGDSGVGKSNLLS-------------RFSRNEFSLESKSTIGVEFATRSIH

Solyc12g010790      DYLFKVVL-IGDSGVGKSNLLS-------------RFTRSEFSLESKSTIGVEFATRSIR

AtRABA1a            DYLFKLVL-IGDSGVGKSNLLS-------------RFTKNEFNLESKSTIGVEFATKTTK

Solyc02g072180      DYLFKVVL-IGDSGVGKSNLLS-------------RFTRNEFSLESKSTIGVEFATKSLT

Solyc07g055290      DYLFKLVL-IGDSGVGKSNLLS-------------RFTKNEFNLESKSTIGVEFATKSLN

Solyc01g103380      DYLFKVVL-IGDSGVGKSNLLS-------------RFTRNEFLLESKSTIGVEFATRTLQ

Solyc10g045550      DYLFKIVL-IGDSGVGKSNLLS-------------RFTRNEFCLESKSTIGVEFATRTLK

Solyc06g005810      DYLFKIVL-IGDSGVGKSNILS-------------RFTRNEFCLESKSTIGVEFATRTLQ

Solyc06g076450      DYLFKIVV-IGDSGVGKSNILS-------------RFTRNEFCLESKSTIGVEFATRTLQ

Solyc03g079900      DYLFKIVL-IGDSGVGKSNILS-------------RFTRNEFCLESKSTIGVEFATRTLQ

Solyc05g052900      DYLFKIVL-IGDSGVGKSNILS-------------RFTRNEFCLESKSTIGVEFATRTLQ

Solyc01g096220      DYVFKVVV-IGDSAVGKTQVLS-------------RFAKNEFCFDSKSTIGVEFQTRTVS

Solyc04g012180      DYVFKVVL-IGDSAVGKSQILA-------------RFSRNEFSLDSKATIGVEFQTRTLV

Solyc11g010100      DYVFKVVL-IGDSAVGKSQILA-------------RFARNEFSLDSKATIGVEFQTRTLV

Solyc01g086850      DYVFKAVL-IGDSAVGKSQLLA-------------RFSRNEFSLDSKATIGVEFQTRTLE

Solyc10g050030      -----------MYELVNSQLWA-------------RFSRNKFSLDSKPTIQVEFQTKTLH

Solyc03g064020      DYVFKIVL-TGDSAVGKSQLLA-------------RFARNEFNLDSKATIGVEFQTKTLI

Solyc10g079030      DYVFKIVL-IGDSAVGKSQLLA-------------RFARNEFSLDSKATIGVEFQTKTLL

Solyc11g008020      DYSFKILL-VGDSGVGKSSLLL-------------TFISHHLFQDLSPTVGVDFKIRMLT

Solyc04g064510      DYLFKLLL-IGDSGVGKSSLLL-------------SFTSD-AFEDLSPTIGVDFKVKHVT

Solyc09g008460      DLSFKILL-IGDSGVGKSSLLV-------------SFISN-AVDDLAPTIGVDFKIKTLT

Solyc10g086310      DLSFKILL-IGDSGVGKSSLLL-------------SFISN-AVDDVTPTIGVDFKIKTLT

AtRABE1a            DYLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTSFITTIGIDFKIRTIE

Solyc10g086350      DHLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTSFITTIGIDFKIKTVE

Solyc11g073050      DYLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTSFITTIGIDFKIRTIE

Solyc09g010370      DYLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTSFITTIGIDFKIRTIE

Solyc04g011360      DYLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTSFITTIGIDFKIRTIE

Solyc06g005350      DYLIKLLL-IGDSGVGKSCLLL-------------RFSDGSFTTNFITTIGIDFKIRTIE

Solyc01g103370      DYLFKLLL-IGDSSVGKSCLLL-------------RFADDSYVDSYISTIGVDFKIRTVE

Solyc01g090170      DYLFKLLL-IGDSGVGKSCLLL-------------RFADDTYQESYISTIGVDFKIRTVE

Solyc05g052070      DYLFKLLL-IGDSGVGKSCLLL-------------RFADDSYLDSYISTIGVDFKIRTVE

Solyc05g053940      DYLFKLLL-IGDSGVGKSCLLL-------------RFADDTYLESYISTIGVDFKIRTVE

Solyc08g078070      DYLFKLLL-IGDSGVGKSCLLL-------------RFADDSYLESYISTIGVDFKIRTVD

Solyc06g060210      NYMFKFII-VGETGVGKTCLLY-------------QLTSARFKPVYEVTIGAEFGSRTIT

Solyc02g093530      DYLFKYII-IGDTGVGKSCLLL-------------QFTDKRFQPVHDLTIGVEFGARMVT

Solyc07g056150      TLPLGLIRSTDILGVGKSCLLL-------------QFTDKRFQPVHDLTIGVEFGARMIT

Solyc10g007700      AYLFKYI-IIGDTGVGKSCLLL-------------QFTDKRFQPVHDLTIGVEFGARMIT

Solyc12g011130      AYLFKYI-IIGDTGVGKSCLLL-------------QFTDKRFQPVHDLTIGVEFGARMIT

Solyc01g088560      LAKYKLVF-LGDQSVGKTSIIT-------------RFMYDKFDNTYQATIGIDFLSKTMY

Solyc03g078570      LAKYKLVF-LGDQSVGKTSIIT-------------RFMYDKFDTTYQATIGIDFLSKTMY

Solyc05g051570      LAKYKLVF-LGDQSVGKTSIIT-------------RFMYDKFDTTYQATIGIDFLSKTMY

Solyc11g008430      NLKVKLVL-LGDSGVGKSCIVL-------------RFVRGQFDPTSKVTVGASFLSQTIA

AtRABF1             NLRVKLVL-LGDSGVGKSCIVL-------------RFVRGQFDATSKVTVGASFLSQTIA

Solyc02g069370      NMNAKLVL-LGDVGAGKSSLVL-------------RFVKGQFIEFQESTIGAAFFSQTVA

Solyc02g036450      NLNAKLVL-LGDMGAGKSSLVI-------------RFVKGQFLEFQESTIGAAFFSSTVS

Solyc02g081380      NLNAKLVL-LGDMGAGKSSLVI-------------RFIKGQFLEFQESTIGAAFFSSTLA

Solyc11g011040      ----ELSL-VGLQNAGKTSLVN-------------AIATGGYSEDMIPTVGFNMRKV---

Solyc03g043960      ----ELSL-IGLQNAGKTSLVN-------------VIATGGYSEDMIPTVGFNMRKV---

Solyc02g064640      ----ELSL-IGLQNAGKTSLVN-------------VIATGGYSEDMIPTVGFNMRKV---

Solyc02g092330      ----ELSL-IGLQNAGKTSLVN-------------VIATGGYSEDMIPTVGFNMRKV---

Solyc10g074630      ----HVLI-LGIDKAGKTTLLEK-----IKSQY--SNLEGLPPDRIVPTVGLNIGRV---

Solyc01g060130      QKDAKILF-LGLDNAGKTTL--------------LHMLKDERLVQHQPTQYPTSEEL---

AtSARA1b            QKEAKILF-LGLDNAGKTTL--------------LHMLKDERLVQHQPTQHPTSEEL---

Solyc01g100350      QKEAKILF-LGLDNAGKTTL--------------LHMLKDERLVQHQPTQYPTSEEL---

Solyc01g079540      QKEAKILF-LGLDNAGKTTL--------------LHMLKDERLVQHQPTQYPTSEEL---

Solyc06g009660      QKEAKILF-LGLDNAGKTTL--------------LHMLKDERLVQHQPTQYPTSEEL---

Solyc07g014650      ---MRILM-VGLDNSGKTTI--------------VLKINGEDTSVISPTLGFNIKTI---

Solyc03g005300      ----KIIV-VGLDNAGKTTT--------------LYKLHLGEVVTTNPTVGSNVEEL---

AtARFB1c            ----RVVM-LGLDAAGKTTI--------------LYKLHIGEVLSTVPTIGFNVEKV---

Solyc03g096910      ----RVVM-LGLDAAGKTTI--------------LYKLHIGEVLSTVPTIGFNVEKV---

Solyc06g072800      ----RVVM-LGLDAAGKTTI--------------LYKLHIGEVLSTVPTIGFNVEKV---

Solyc07g006640      ----RILV-LGLDNAGKTTI--------------LYRLQMGEVVSTIPTIGFNVETV---

Solyc09g055990      -------M-VGLDAAGKTTI--------------LYKIKLGEIATTIPTIGFNVETV---

Solyc12g099080      GCLSPNFL-VASLLRKKCVFLWLVSMLLVKPQFSTSSSWGKLLLLYLQLVRFNVETV---

Solyc04g025560      GCHSPSFS-VGFSPRKKCEFSWLDLMQLVRPPYCTSSSWARSLLLFLPLVRFNVETV---

Solyc10g049260      -------M-VRLDAAGKTTI--------------LYKLKLGEIVTTIRTIGFNMEPI---

Solyc01g100870      ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVTTIPTIGFNVETV---

Solyc02g092970      ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVNTIPTIGFNVETV---

AtARFA1a            ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVTTIPTIGFNVETV---

Solyc01g100860      ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVTTIPTIGFNVETV---

Solyc01g008000      ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVTTIPTIGFNVETV---

Solyc05g005190      ----RILM-VGLDAAGKTTI--------------LYKLKLGEIVTTIPTIGFNVETV---

Solyc06g082720      -------M-NAKAVLVKLLFLK-------------RHLNGEFDRNYEPTISVEVHPLDFF

AtRAN1              --SFKLVI-VGDGGTGKTTFVK-------------RHLTGEFEKKYEPTIGVEVHPLDFF

Solyc01g104680      --SFKLVI-VGDGGTGKTTFVK-------------RHLTGEFEKKYEPTIGVEVHPLDFF

Solyc01g104700      --SFKLVI-VGDGGTGKTTFVK-------------RHLTGEFEKKYEPTIGVEVHPLDFF

Solyc05g023800      --SFKLVI-VGDGGTGKTTFVK-------------RHLTGEFEKKYEPTIGVEVHPLDFF

Solyc04g051680      --LLKVIV-LGDCGVGKTSLVN-------------QYVFKKFREQYKATIGADFATKELE

Solyc10g055520      --FIKCVT-VGDGAFEKFDFVL-------------------HECDYVPTMFDKFSAN-VV

Solyc07g020800      --FIKCVT-VGDGAVGKTCMLI-------------CYTSNKFPTDYVPTVFDNFSAN-VA

Solyc12g007210      --FIKCVT-VGDGAVGKTCMLI-------------CYTNNRFPTDYIPTVFDNFSAN-VS

Solyc03g114070      --FIKCVT-VGDGAVGKTCMLI-------------CYTSNKFPTDYVPTVFDNFSAN-VV

AtROP11             --FIKCVT-VGDGAVGKTCMLI-------------CYTSNKFPTDYIPTVFDNFSAN-VV

Solyc01g088780      --FIKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VN

Solyc02g077400      --FIKCVT-VGDGAVGKTCMLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

Solyc03g033420      --FIKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

Solyc01g111560      --FIKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

AtROP1              --FVKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

Solyc02g062020      --FIKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

Solyc02g083580      --FIKCVT-VGDGAVGKTCLLI-------------SYTSNTFPTDYVPTVFDNFSAN-VV

                                    :                                           

Solyc04g072060      IDD-RLVTLQIWDTAGQERFQSLGVAFYRGADCCVLVYDVNVMRSFDNLD-NWHEEFLKQ

Solyc01g109520      FED-RLFTLQIWDTAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFENLN-NWREEFLIQ

Solyc03g120750      FED-RLYTLQIWDTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFENLN-NWREEFLIQ

Solyc05g054150      ING-KEVKAQIWDTAGQERFRAVTSAYYRGAVGALLVYDISRRLTFDNID-RWLNELQTH

Solyc11g012460      ING-KEVKAQIWDTAGQERFRAVTSAYYRGAVGALLVYDISRRLTFENIG-RWLNELQTH

Solyc09g056340      VDG-KEIKAQVWDTAGQERFRAVTSAYYRGAVGALIVYDISRSTTFENIK-RWLDELNTH

Solyc09g097900      ING-KEVKAQIWDTAGQERFRAVTSAYYRGAFGALLVYDISRRSTFESVT-RWLDELNTH

Solyc09g098170      IDG-KEVKAQIWDTAGQERFRAVTSAYYRGAFGALVVYDISRRTTFDSIP-RWLDELKTH

Solyc03g118820      VGD-KLIKAQIWDTAGQERFRAITSSYYRGALGALLVYDITRRTTFENLR-KWLHELREY

Solyc03g006270      VDD-KIIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITRHVTFENVA-RWLKELRDH

Solyc10g008840      VDD-KIVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITRHVTFENVA-RWLKELRDH

Solyc12g014080      VDD-KIVKAQIWDTAGQERYRAITSAYYRGAVGALVVYDITRHVTFENVE-RWLKELRDH

Solyc07g053480      VED-KVVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH

Solyc12g010790      VDD-KVVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH

AtRABA1a            VEG-KVVKAQIWDTAGQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRGH

Solyc02g072180      VDS-KVIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-RWLKELRDH

Solyc07g055290      IDG-KVIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVN-RWLKELRDH

Solyc01g103380      VEG-RTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRDH

Solyc10g045550      VEG-RTIKSQIWDTAGQERYRAITSAYYRGALGALLVYDVTKPISFENVS-RWLKELRDH

Solyc06g005810      VEG-KTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITKGQTFDNVQ-RWLRELRDH

Solyc06g076450      VEG-KTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRDH

Solyc03g079900      VEG-KTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFENVH-RWLRELRDH

Solyc05g052900      VEG-KTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFENVT-RWLRELRDH

Solyc01g096220      MQS-KVVKAQIWDTAGQERYRAVTSAYYRGALGAMLVYDITKRQTFDHVA-RWVEELRAH

Solyc04g012180      IQH-KSVKAQIWDTAGQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRAH

Solyc11g010100      IQH-KSVKAQIWDTAGQERYRAVTSAYYRGAVGALLVYDITKRQTFDHIP-RWLEELRAH

Solyc01g086850      IDN-KTIKAQIWDTAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHIA-RWLEELRGH

Solyc10g050030      VDN-KTIKSQTWDTAGQEMYRAVTNAYYRGVVGTMLVYDLTKRQ----------------

Solyc03g064020      IDN-RTVKAQIWDTAGQERYRAVTSAYYRGAVGAMLVYDLTKRQSFDHMA-RWLEELRGH

Solyc10g079030      VDN-KTVKAQIWDTAGQERYRAVTSAYYRGAVGAMLVYDLTKRQSFDHMA-RWLEELRGH

Solyc11g008020      VGS-KRLKLTIWDTAGQERFGALTSSYYRGAHGIILVYDVTRRETFTNLSETWAKDIKSY

Solyc04g064510      LGG-KKLKLAIWDTAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDLY

Solyc09g008460      VSG-KKLKLTIWDTAGQERFRTLTSSYYRGAQGIILVYDVTRRETFTNLSDVWAKEVELY

Solyc10g086310      VGG-KRLKLTIWDTAGQEKFRTLTSSYFRGAQGIILVYDVTRRDTFTNLSDVWAKEVELY

AtRABE1a            LDG-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH

Solyc10g086350      LDG-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH

Solyc11g073050      LDG-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH

Solyc09g010370      LDS-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH

Solyc04g011360      LDG-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH

Solyc06g005350      LKG-KRIKLQIWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIT-NWIRNIELH

Solyc01g103370      QDG-KTIKLQIWDTAGQERFRTITSSYYRGAHGIIIVYDVTEMESFNNVK-QWLNEIDRY

Solyc01g090170      QDG-KTIKLQIWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLSEIDRY

Solyc05g052070      QDG-KTIKLQIWDTAGQERFRTITSSYYRGAHGIIIVYDITDQESFNNVK-QWLSEIDRY

Solyc05g053940      QDG-KTIKLQIWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLSEIDRY

Solyc08g078070      QDG-KTIKLQIWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLSEIDRY

Solyc06g060210      VDQ-KPIKLQIWDTAGQEKFRSLTRYFYRGAVGALLVYDVTKRQTFQQLP-NWLEDLRKH

Solyc02g093530      IDG-KPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH

Solyc07g056150      IDN-KPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH

Solyc10g007700      IDN-KPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH

Solyc12g011130      IDN-KPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH

Solyc01g088560      LED-RTVRLQLWDTAGQERFRSLIPSYIRDSSVAVIVYDVASRQSFLNTS-KWIEEVRTE

Solyc03g078570      LED-RTVRLQLWDTAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTS-KWIEEVRTE

Solyc05g051570      LED-RTVRLQLWDTAGQERFRSLIPSYIRDSSVAVIVFDVANRQSFLNTS-KWIEEVRTE

Solyc11g008430      LQDSTTVKFEIWDTAGQERYAALAPLYYRGAAVAVVVYDITSPESFAKAQ-YWVKELQKH

AtRABF1             LQDSTTVKFEIWDTAGQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQKH

Solyc02g069370      VND-ATVKFEIWDTAGQERYHSLAPMYYRGAAAAIIVYDITNQASFDRAK-KWVQELQAQ

Solyc02g036450      VNN-STVKFEIWDTAGQERYHSLAPMYYRGAAAAIIVYDITSTDSFARAK-KWVQELQKQ

Solyc02g081380      VNN-ATVKFEIWDTAGQERYHSLAPMYYRGAAAAIIVYDITSSDSFAKAK-KWVQELQKQ

Solyc11g011040      -TK-GNVTIKLWDLGGQRRFRTMWERYCRGVSAILYVVDAADRDSVPITRTELHEL----

Solyc03g043960      -TK-GNVTIKLWDLGGQPRFRSMWERYCRAVSAIVYVVDAADHDNVSISRSEIHDL----

Solyc02g064640      -TK-GNVTIKLWDLGGQPRFRSMWERYCRAVSAIVYVVDAADHDNLSISKSELHDL----

Solyc02g092330      -TK-GNVTIKLWDLGGQPRFRSMWERYCRAVSAIVYVVDAADPDNLSISSSELHDL----

Solyc10g074630      -EA-SNTKLVFWDLGGQPGLRSIWEKYYEEAHAVIYVVDAASPSRFEDSKSALEKV----

Solyc01g060130      -SI-GNIKFKAFDLGGHQIARRVWRDYYAKVDAVVYLVDANDRERFPEAKKELDGL----

AtSARA1b            -SI-GKIKFKAFDLGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESKRELDAL----

Solyc01g100350      -SI-GKIKFKAFDLGGHQIARRVWKDYYAKVDAVVYLVDSYDKERFAESKKELDAL----

Solyc01g079540      -SI-GKIKFKAFDLGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESKKELDAL----

Solyc06g009660      -SI-GKIKFKAFDLGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESKKELDAL----

Solyc07g014650      -TY-QKYTLNIWDVGGQKTIRSYWRNYFEQTDGLVWVVDSSDLRRLDDCRYELHNL----

Solyc03g005300      -VY-KNIRFEVWDLGGQERLRTSWATYYRGTHAVIVVIDSSDRARISTMKDELFRL----

AtARFB1c            -QY-KNVIFTVWDVGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQDI----

Solyc03g096910      -QY-KNVIFTVWDVGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAKLEFQAI----

Solyc06g072800      -QY-KNVVFTVWDVGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQAI----

Solyc07g006640      -QY-NNIKFQVWDLGGQTSIRPYWRCYFPNTQAIIYVVDSSDTDRLVVAKEEFHAI----

Solyc09g055990      -EY-KNKSFTVWDVGGHDKSQVPQISYGKPIHKFYWVLHKETVIEHITPSNGVEKP----

Solyc12g099080      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc04g025560      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc10g049260      -EY-KNIKFTVWDVGGPDKVRVVLMP----------------------------------

Solyc01g100870      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc02g092970      -EY-KNSSFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRISEARDELHRM----

AtARFA1a            -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc01g100860      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc01g008000      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVGEARDELHRM----

Solyc05g005190      -EY-KNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRM----

Solyc06g082720      TNY-GKNRFNCWDTVGQENLGCLRDSYYIDGQCMYLHGI-AICLSFVKL-----------

AtRAN1              TNC-GKIRFYCWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNV-PTWHRDLCRV

Solyc01g104680      TNC-GKIRFYCWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNV-PTWHRDLCRV

Solyc01g104700      TNC-GKIRFYCWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNV-PTWHRDLCRV

Solyc05g023800      TNC-GKIRFYCWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNV-PTWHRDLCRV

Solyc04g051680      IGE-RVVTLQIWDTAGQERFHSLGVAFYRGADCCILVYDVNVPKSFETL-QHWHEEFIKQ

Solyc10g055520      VES-WFV------GYCQEDYNRLRPLSYRGADVFILAFSLVSKASHENVFKKWLPELRHY

Solyc07g020800      VDG-SIVNLGLWDTAGQEDYSRLRPLSYRGADIFVLAFSLISSASYENVLKKWMPELRRF

Solyc12g007210      MDG-KIVNLGLWDTAGQEDYSRLRPLSYRCADVFVLAFSLISRASYENVLKKWMPELRRF

Solyc03g114070      VEG-TTVNLGLWDTAGQEDYNRLRPLSYRGADVFVLAFSLVSRASYENILKKWIPELQHY

AtROP11             VEG-TTVNLGLWDTAGQEDYNRLRPLSYRGADVFVLSFSLVSRASYENVFKKWIPELQHF

Solyc01g088780      VDG-KIVNLGLWDTAGQEDYNRLRPLSYRGADVFLLAFSLISRPSFENISKKWVPELRHY

Solyc02g077400      VDG-STVNLGLWDTAGQEDYNRLRPLSYRGADVFLLAFSLISKASYENIYKKWIPELRHY

Solyc03g033420      VNG-ATVNLGLWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHY

Solyc01g111560      VDG-STVNLGLWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELRHY

AtROP1              VNG-STVNLGLWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHY

Solyc02g062020      VNG-ATVNLGLWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHY

Solyc02g083580      VNG-STVNLGLWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVAKKWIPELKHY

Solyc04g072060      ANPPDPKTFPFILLGNKIDIDGGN----------SRVVSEKKAKEWC--TSKG-IPYFET

Solyc01g109520      ASPSDPENFPFVVLGNKVDVDGGN----------SRVVSEKKARAWC--ASKGNIPYFET

Solyc03g120750      ASPSDPENFPFVVLGNKIDVDGGN----------SRVVSEKKAKAWC--ASKG-IPYFET

Solyc05g054150      SD----MNVVIILVGNKSDLKD------------AREVTTAEGKALA--EAK-GLFFIET

Solyc11g012460      SD----MNVVTILVGNKSDLKD------------AREVTTAEGKSLA--EAQ-GLFFIET

Solyc09g056340      CD----TTVARMLVGNKCDLEN------------IRDVSVEDGKNLA--EEE-GLFFIET

Solyc09g097900      CD----TTVAKMLVGNKCDLDN------------IRDVSIEEGAKLA--EAE-GLFFMET

Solyc09g098170      SD----TTVARILVGNKCDLEN------------IRAVSVEEGKSLA--ESE-GMFFMET

Solyc03g118820      GN----SDMVIVLVGNKSDLSNS-----------SRQVNIEDGQSLA--QVE-GLSFLET

Solyc03g006270      TD----QNIVVMLVGNKADLRH------------LRAVPTGESSGFA--ERE-NTFFMET

Solyc10g008840      TD----QSIVVMLVGNKADLRH------------LRAVPTDESKGFA--ERE-NTFFMET

Solyc12g014080      TD----QNIVIMLVGNKADLRH------------LRAVSTEDAKAFA--ERE-STFYMET

Solyc07g053480      TD----SNIVIMLVGNKADLRH------------LRAVSTEDAKAFA--EKE-STFFMET

Solyc12g010790      TD----SSIVIMLVGNKADLRH------------LRAVSTEDAQAFA--EKE-STFFMET

AtRABA1a            TD----PNIVVMLIGNKCDLRH------------LVAVKTEEAKAFA--ERE-SLYFMET

Solyc02g072180      TD----PNIVVMLVGNKSDLRH------------LVAVSTEDGKSFA--EKE-SLYYMET

Solyc07g055290      TD----PNIVVMLLGNKSDLRH------------LVAVSTEEAKSLA--ERE-ALYFMET

Solyc01g103380      AD----SNIVIMLIGNKTDLKH------------LRAVATEDAQSFA--EKE-GLSFIET

Solyc10g045550      AD----SNIVIMLIGNKTDLKH------------LRAVATEDAQSYA--ERE-GLSFIET

Solyc06g005810      AD----SNIVIMMAGNKSDLNH------------LRAVSEQDGQNLA--EKE-GLSFLET

Solyc06g076450      AD----SNIVIIMAGNKSDLRH------------LRAVSEQDGQALA--EKE-GLSFLET

Solyc03g079900      AD----SNIVIMMAGNKSDLNH------------LRAIPDHDARLLA--EKE-GLSFLET

Solyc05g052900      AD----SNIVIMLAGNKSDLNH------------LRSIPELDARGLA--EKE-GLSFLET

Solyc01g096220      AD----SSIVIMLIGNKADLVD------------SRAVPTEDAVEFA--ERQ-GLFFSET

Solyc04g012180      AD----RNIVIILIGNKTDLKD------------QRAVPTEDAKEFA--QKE-GLFFLET

Solyc11g010100      AD----KNIVIMLIGNKTDLED------------QRAVPTEDAKEFA--QKE-GLFFLET

Solyc01g086850      AD----KNIVIMLVGNKTDLGS------------LRAVPTEDAKEFA--EKE-NLFFIET

Solyc10g050030      ------------------------------------------------------------

Solyc03g064020      AD----KNIVIMLIGNKCDLGS------------LRAIPIEDAQEFA--ERE-NLFFMET

Solyc10g079030      AD----KNIVIMLIANKCDLGS------------LRAVPVEDAQEFA--ERE-NLFFMET

Solyc11g008020      STN---PECIKMLVGNKVDRDSE------------RAVTREEGLAFA--KEH-NCLFLEC

Solyc04g064510      STN---QECIKMLVGNKVDKESE------------RVVSKKEGIDFA--REY-GCLFIEC

Solyc09g008460      SNN---QDCVKMLVGNKVDRESE------------RAVTREEGIALA--KEL-GGLFLEC

Solyc10g086310      CTN---EDCVKMLVGNKVDRESE------------RVVRREEGVALA--KEL-GSLFLEC

AtRABE1a            AS----DSVNKILVGNKADMDES-----------KRAVPKSKGQALA--DEY-GMKFFET

Solyc10g086350      AS----DNVNKILVGNKADMDES-----------KRAVPTSKGQALA--DEY-GIKFFET

Solyc11g073050      AS----DNVNKILVGNKADMDES-----------KRAVPTAKGQALA--DEY-GIKFFET

Solyc09g010370      AS----DNVNKILVGNKADMDES-----------KRAVPTSKGQALA--DEY-GIKFFET

Solyc04g011360      AS----DNVNKILVGNKADMDES-----------KRAVPTSKGQALA--DEY-GIKFFET

Solyc06g005350      AS----NNVNKILVGNKTDMDES-----------KRAVPTSKG-----------------

Solyc01g103370      AN----ESVCKLLVGNKCDLVEN------------KVVDTQMGKALA--DEL-GIPFLET

Solyc01g090170      AT----PNVNKILVGNKSDLVAS------------RVVSYETAKAFA--DEI-GIPFLET

Solyc05g052070      AS----ENVNKLLVGNKSDLNDN------------RAVSYDTAKAFA--DEI-GIPFMEA

Solyc05g053940      AS----DNVNKILVGNKADLTAN------------RVVSYETAKAFA--DEI-GIPFLET

Solyc08g078070      AS----DNVNKLLVGNKCDLTAQ------------KVVSTETAQAFA--DEI-GIPFMET

Solyc06g060210      GD----EKLTVMVVGNKCDLDEE-----------TRAVSKEEGEEFA--KRN-KCLFMEV

Solyc02g093530      AN----PNMTIMLVGNKSDLSH------------RRAVSKEEGEQFA--KEN-GLLFLEA

Solyc07g056150      AN----ANMTIMLIGNKCDLAH------------RRAVSTEEGEQFA--KEN-GLIFMEA

Solyc10g007700      AN----ANMTIMLIGNKCDLAH------------RRAVSTEEGEQFA--KEN-GLIFMEA

Solyc12g011130      AN----ANMSIMLIGNKCDLAH------------RRAVSTEEGEQFA--KEN-GLIFMEA

Solyc01g088560      RG----SDVIIVLVGNKTDLVE------------KRQVSIEEGEAKA--REL-NVMFIET

Solyc03g078570      RG----SDVIIVLVGNKTDLVE------------KRQVSTEEGDAKS--REF-GVMYVET

Solyc05g051570      RG----TDVIIVLVGNKTDLVE------------KRQVSIEEGESKA--REF-NVMFIET

Solyc11g008430      GS----PDIVMALVGNKADLDE------------KREVTTQDGIDCA--EKN-GMFFIET

AtRABF1             GS----PDIVMALVGNKADLHE------------KREVPTEDGMELA--EKN-GMFFIET

Solyc02g069370      GN----PNMVMALAGNKADLLD------------ARKVAAEEAQTYA--EEN-GLFFMET

Solyc02g036450      GN----PIMVMALAGNKADLED------------KRKVTAEEAHLYA--EEN-GLFFMET

Solyc02g081380      GN----SNMIMALAGNKADLED------------RRNVPAEEARLYA--EEN-GLFFMET

Solyc11g011040      LKKPSLTGIPLLILGNKIDKSEALSQQSLVDQLGLDSIT------------DREVCCYMI

Solyc03g043960      LSKPSLNGIPLLVLGNKIDKPGALSKQALTDQMDLKSIT------------DREVCCYMI

Solyc02g064640      LNKTSLSGIPLLVLGNKIDKPGALSKQALTDEMGLNSIT------------DREVCCYMI

Solyc02g092330      LSKPSLSGIPLLVLGNKIDKPDSLSKQALTEQMGLKSIT------------DREVCCYMI

Solyc10g074630      LRHEDLQGAPLLILANKQDLADAVSAEEVARYLDLKKLD------------ERAYTFLAV

Solyc01g060130      LSDESLTNVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGNINLAGTNVRPIEVFMC

AtSARA1b            LSDEALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPLEVFMC

Solyc01g100350      LSDESLATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLAESNVRPLEVFMC

Solyc01g079540      LSDESLATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLADSSVRPLEVFMC

Solyc06g009660      LSDEALATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLADSTVRPLEVFMC

Solyc07g014650      LKEERLSGASLLIFANKQDIQGALSPDEIAKVLNLEAMDN-----------SRHWRIVGC

Solyc03g005300      LPHEDLQNAVVLVFANKQDLKDAMTPAEITDALSLHSIK------------NHDWHIQAC

AtARFB1c            IRDPFMLNSVILVFANKQDMRGAMSPREVCEGLGLLDLK------------NRKWHIQGT

Solyc03g096910      IRDPFMLNAIILVFANKQDMEQ--------------------------------------

Solyc06g072800      IRDPFMLNAVILVFANKQDMEQ--------------------------------------

Solyc07g006640      LEEEELKGAVVLIYANKQDLPGALDDAAVTEALELHKIK------------SRQWAIFKT

Solyc09g055990      -----LPPPTKLNSTTSDRIPHMMLDSAV--------------------------EIDIL

Solyc12g099080      LNEDELREAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc04g025560      LNEDELRDVVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      LNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWTCTFR

Solyc02g092970      LNEEELRGATILVFANKQDLPNAMNVADITDKLGLRSLR------------QRRWYIQSA

AtARFA1a            LNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc01g100860      LNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc01g008000      LNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc05g005190      LNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQST

Solyc06g082720      -------FLLFFAETKWIDIKHKQ--IKA------------REINFY--RRKKNWQYYEI

AtRAN1              -----CENIPIVLCGNKVDVKNRQ--VKA------------KQVTF---HRKKNLQYYEI

Solyc01g104680      -----CENIPIVLCGNKVDVKNRQ--VKA------------KQVTF---HRKKNLQYYEI

Solyc01g104700      -----CENIPIVLCGNKVDVKNRQ--VKA------------KQVTF---HRKKNLQYYEI

Solyc05g023800      -----CENIPIVLCGNKVDVKNRQ--VKA------------KQVTF---HRKKNLQYYEI

Solyc04g051680      ADLTEPEKFPFVLIGNKVDLEYGS--TEIVSEK--------QAREWC--GCRGNIQNFMT

Solyc10g055520      -----AQGVPIILVGTKLGSMVKS--KQVQHEQ--------TTEELR--SMKKY------

Solyc07g020800      -----APNVPIVLVGTKLDIREDN--RYLADHMGSNIITPAQGEELR--RQIGAAAYIEC

Solyc12g007210      -----APDVPIVLVGTKLDLRDDN--AYLADHMDSNIITPAQGEELR--KQIGAAAYVEC

Solyc03g114070      -----APGIPVVLAGTKLDLREDK--HFLADHPGLVPVTTAQGEELR--KQIGAAYYIEC

AtROP11             -----APGVPLVLVGTKLDLREDK--HYLADHPGLSPVTTAQGEELR--KLIGATYYIEC

Solyc01g088780      -----APSVPIVLVGTKLDLREDK--QFIRDYPGACTISTEQGEELK--KQIGAVAYVEC

Solyc02g077400      -----APTIQIVLVGTKLDLREDK--QYLSDHPGATPISTAQGEELK--KMIGAVAYIEC

Solyc03g033420      -----APGVPIVLVGTKLDLRDDK--QFFVDHPGAVPITTAQGEELR--KTIGAPSYVEC

Solyc01g111560      -----APGVPIILVGTKLDLREDK--QFFVDHPGAVPLSTAQGEELR--KSIGAAAYIEC

AtROP1              -----APGVPIVLVGTKLDLRDDK--QFFIDHPGAVPITTAQGEELR--KQIGAPTYIEC

Solyc02g062020      -----APGVPIVLVGTKLDLRDDK--QFFIDHPGAVPITTAQGEELR--KTIGAPSYIEC

Solyc02g083580      -----APGVPIVLVGTKLDLRDDK--QFFVDHPGAVPITTAQGEELR--KTIGAPAYIEC

Solyc04g072060      SA--KEDINVDAAFLSIAKTALANEHEQDIY----FQ-----------------------

Solyc01g109520      SA--KEGTNVEEAFQCIAKNALKSGEEEEIY----LP-----------------------

Solyc03g120750      SA--KEGFNVDAAFQCIAKNALKNEPEEEIY----LP-----------------------

Solyc05g054150      SA--LDSSNVTSAFQTVVREIYNILSRKVIQ----SQELQKKD-----SGR-LAN---GK

Solyc11g012460      SA--LDSSNVTAAFQTVVKEIYNILSRKVMQ----SQELQKKD-----SGR-LAN---GK

Solyc09g056340      SA--LDSTNVKTAFEIVIREIYKNVSRKVLN----SDSYKAEL-----SFN-R------V

Solyc09g097900      SA--LDSTNVNKAFEIVIREIYSNVSRKVLN----SDSYKAEL-----SIN-R------V

Solyc09g098170      SA--LDSTNVNKAFEIVIREIYNSVSRKVLN----SDSYKAEL-----SVN-R------V

Solyc03g118820      SA--MENLNVEEAFLQMINKIHEVVSQKSLE----AKLNEVTT-----PKS-LQQ---GK

Solyc03g006270      SA--LEALNVENAFTEVLTQIYRVVSRKALD----IGDD---P------TS-VPR---GQ

Solyc10g008840      SA--LEALNVENAFTEVLTQIYRVVSKKALD----AGDD---P------AS-LPA---GQ

Solyc12g014080      SA--LESLNVENAFTEVLTEIYRVVCRKALE----VGDD---P------TA-LPK---GQ

Solyc07g053480      SA--LESMNVENAFTEVLTQIYRVVSKKALE----AGDD---P------AA-LPK---GQ

Solyc12g010790      SA--LESMNVESAFTEVLTQIHRVVSRKALE----VGDD---P------AA-VPK---GQ

AtRABA1a            SA--LDATNVENAFTEVLTQIHKIVSKRSVD----GGGE--SA------DL-PGK---GE

Solyc02g072180      SA--LESTNVENAFAEVLTQIYHVVSRKAME----NGENGN-G------NV-PSK---GE

Solyc07g055290      SA--LEATNVENAFTEALTQIYRIVSKKAVE----AGDEGATS------TA-PPK---GQ

Solyc01g103380      SA--LEATNVEKSFQTILSEIYRIISKKPLS----SEEPANAN------IK-EG-----K

Solyc10g045550      SA--LEATNVEKAFQMNLSEIYRIISKKSLS----SGNPAPAN------IK-EG-----K

Solyc06g005810      SA--LEAVNVDKAFQTILTEIYHIISKKALA----AQAAATTT------TL-PGQ---GT

Solyc06g076450      SA--LEAFNVDKAFHTILTDIYQIISKKALA----AQEA-DST------AL-PGQ---GT

Solyc03g079900      SA--LEALNVEKAFQTILLDIYQIISRKALA----AQEAG---------AT-PGQ---GT

Solyc05g052900      SA--LEAYNVEKAFQTILLDIYQIVSRKALA----AQEAA--A------SI-PGQ---GT

Solyc01g096220      SA--LSGHNVESAFFKLLQEIFDMVSRKTLL----VPSGANGNYIKETSNG-LLK---GL

Solyc04g012180      SA--LEATNVEDAFSTVLTEIFNIVNKKNLA----ADDYP-PNG----NPA-SLS---GK

Solyc11g010100      SA--MEATNIEDAFLTVLTEIFNIVNKKNLA----AGDDQ-ANG----NPA-SLT---GK

Solyc01g086850      SA--LESTNVDTAFVNVLTEIYRVVSKKSLV----ANEAESAAG----SSA-LLR---GK

Solyc10g050030      ------------------------------------------------------------

Solyc03g064020      SA--LESTNVETAFMSILKEIYQIVGKKTLI----ADEGAE-YA----KSQ-SLK---GT

Solyc10g079030      SA--LQSTNVEGAFMTILTEIYKIISKNTLT----AAPGAD-YG----KSQ-SLK---GT

Solyc11g008020      SA--RTRENVQLCFKDLTLKILD----VPSL----VEKGSAVV-------K-KQI-----

Solyc04g064510      SA--KTRVNVEQCFEELVLKILD----TPSL----LAEGSAGV-------R-KNI-----

Solyc09g008460      SA--KTRENVQNCFEELALKIME----VPSL----LEEGSTVG-------K-RNI-----

Solyc10g086310      SA--KTRANVEQCFEELTLKIME----VPSL----LEEGSVSG-------K-KNI-----

AtRABE1a            SA--KTNLNVEEVFFSIAKDIKQRLADTDAR----AEP--QTI-------K-INQ-----

Solyc10g086350      SA--KTNMNVQEAFFSIARDIKQRIAESDSK----AEP--QTI-------K-INQ-----

Solyc11g073050      SA--KTNLNVEQVFFSIARDIKQRLADTDSK----AEP--STL-------K-INQ-----

Solyc09g010370      SA--KTNMNVEEVFFSIARDIKQRLAESDSK----AEP--QTI-------R-INQ-----

Solyc04g011360      SA--KTNLNVEEVFFSIGKDIKQRLSESDSK----TEP--QSI-------R-INQ-----

Solyc06g005350      ------------------------------------------------------------

Solyc01g103370      SA--KDSINVEQAFLTMAGEIKKKMGNQPAG----AKR--T-------------G-----

Solyc01g090170      SA--KDASNVEESFMAMTAAIKKSMANQPVP----NAA--Q-------------P-----

Solyc05g052070      SA--KSATNVEQAFMAMAAEIKNRMATQPAS----NNA--K-------------P-----

Solyc05g053940      SA--KDATNVEQAFMAMTGAIKNRMASQPAS----NSA--K-------------P-----

Solyc08g078070      SA--KNATNVEQAFMAMAASIKNRMASQPAS----NNA--R-------------P-----

Solyc06g060210      SA--RTAKNVEAAFGSAAEEICEKIGKGDFG----TVEGYKGI-------T-IGN-----

Solyc02g093530      SA--RTAQSVEEAFIQTAAKILQKIQEGVFD----VSNESSGI-------K-VGY---GR

Solyc07g056150      SA--KTAQNVEEAFIRTASTIYKKIQDGVFD----VSNESYGI-------K-VGY---GG

Solyc10g007700      SA--KTAQNVEEAFIKTASTIYKKIQDGVFD----VSNESYGI-------K-VGY---GG

Solyc12g011130      SA--KTAQNVEEAFIKTASTIYKKIQDGVFD----VSNESYGI-------K-VGY---GG

Solyc01g088560      SA--KAGFNIKPLFRKIAAALPGMETLS--------S-------------A-KQE---DM

Solyc03g078570      SA--KAGFNIKPLFRKIAAALPGMETLS--------S-------------T-KQE---DM

Solyc05g051570      SA--KAGFNIKPLFRKIAAALPGMEALS--------S-------------T-KQE---DM

Solyc11g008430      SA--KTADNINQLFEEIAKRLPRPTVA---------------------------------

AtRABF1             SA--KTADNINQLFEEIGKRLPRPAPSS--------------------------------

Solyc02g069370      SA--KTASNVNDVFSEIAKRLPRLQPAQ--------N-------------P-S-----GM

Solyc02g036450      SA--KTAVNVNDIFYEIAKRLPRAQPAQ--------N-------------Q-A-----GM

Solyc02g081380      SA--KTAANVNDIFYEIAKRLPTAQPTQ--------N-------------P-A-----GM

Solyc11g011040      SC--KDSVNIDAVIDWLIKHSKTAK-----------------------------------

Solyc03g043960      SC--KNSTNIDSVIDWLVKHSKSKS-----------------------------------

Solyc02g064640      SC--KNSTNIDSVIDWLVKHSKSKS-----------------------------------

Solyc02g092330      SC--KNSTNIDSVIDWLVKHSKSKS-----------------------------------

Solyc10g074630      SS--YDGLGIKESVNWLVDVMERSKRTEMLQ---LRA-----------GAN---------

Solyc01g060130      SI--VRKMGYGEGFKWMSQYIK--------------------------------------

AtSARA1b            SI--VRKMGYGEGFKWLSQYIN--------------------------------------

Solyc01g100350      SI--VRKMGYGEGFRWMSQYIK--------------------------------------

Solyc01g079540      SI--VRKMGYGDGFKWVSQYIK--------------------------------------

Solyc06g009660      SI--VRKMGYGDGFKWVSQYIK--------------------------------------

Solyc07g014650      SA--YTGDGLLEGFDWLVQDVASRIYMLD-------------------------------

Solyc03g005300      SA--LTGDGLYDGLGWIAQKVPGKTPT---------------------------------

AtARFB1c            CA--LQGDGLYEGLDWLSATLKEVKAAGYSS---VGPSF---------------------

Solyc03g096910      ------------------------------------------------------------

Solyc06g072800      ------------------------------------------------------------

Solyc07g006640      SA--IKGEGLFEGLDWLSNTLKSGGG----------------------------------

Solyc09g055990      AIVLRCGPKKYTGEITICDNQEIEGNEIEAK---MAKETDLIV----ILGR---------

Solyc12g099080      CA--TSGEGLYEGLDWLS-------NNISNK---A-------------------------

Solyc04g025560      CA--TSGEGLYEGLDWLS-------NNIANK---AMEEFLRVD----TGCR---------

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      AHVLPLEKGCMRGLTGSQ-------TTLQTR---VEHEIHD-------FCS---------

Solyc02g092970      CA--TSGQGLYEGLDWLS-------HNITG-------KART-------LLP---------

AtARFA1a            CA--TSGEGLYEGLDWLS-------NNIAG-------KA---------------------

Solyc01g100860      CA--TSGEGLYEGLDWLS-------NNIAN-------KG---------------------

Solyc01g008000      CA--TSGEGLYEGLDWLS-------NNIAN-------KTFS-------ESV---------

Solyc05g005190      CA--TSGEGLYEGLDWLS-------NNIAN-------KA---------------------

Solyc06g082720      SA--KSNYNLELPFLFLARKLVNDDNLHFEESPAIAPPEVKFD----LDTEKWRETEFLN

AtRAN1              SA--KSNYNFEKPFLYLARKLAGDQNLHFVETPALAPPEVHID----IADQQKNEAELLQ

Solyc01g104680      SA--KSNYNFEKPFLYLARKLAGDGNLHFVESPALAPPEVQID----LAAQALHEQELQA

Solyc01g104700      SA--KSNYNFEKPFLYLARKLAGDGNLHFVESPALAPPEVQID----LAAQALHEQELQA

Solyc05g023800      SA--KSNYNFEKPFLYLARKLAGDGNLHFVESPALAPPEVHID----LAAQALHEEELQQ

Solyc04g051680      SA--KEDYNVDAAFLCAAQLA-------------LANEDDHNI----WQAS-LDE-EMPS

Solyc10g055520      DA--KAVQ---KVLNNAKARA-------------LKLYEEENS----K------------

Solyc07g020800      SS--KTQQNVKAVFDTAIKVV-------------LQPPRRKEV----V------------

Solyc12g007210      SS--KTQQNVKAVFDTAIKVV-------------LQPPRRMEV----T------------

Solyc03g114070      SS--KTQQNVKAVFDAAIKVV-------------IKPPQKQKE----K------------

AtROP11             SS--KTQQNVKAVFDSAIKEV-------------IKPLVKQKE----K------------

Solyc01g088780      SA--KTQQNVKAVFDTAIKVV-------------LQPPKTKKQ----K------------

Solyc02g077400      SS--KTQQNVKAVFDTAIKVA-------------LRPPKMKKR----P------------

Solyc03g033420      SS--KTQQESLMLPLR---SS-------------SSLPRQRKR----R------------

Solyc01g111560      SA--KTQQNIKAVFDAAIKVV-------------LQPPKQKKK-----------------

AtROP1              SS--KTQENVKAVFDAAIRVV-------------LQPPKQKKK-----------------

Solyc02g062020      SS--KTQENVKGVFDAAIKVV-------------LQPPKAKKK-----------------

Solyc02g083580      SS--KTQQNVKAVFDAAIKVV-------------LQPPKQKKK-----------------

Solyc04g072060      ------GIPE-AV-SETEQRGGCAC-----------------------------------

Solyc01g109520      ------DTIDVAA-SSQQRTGGCEC-----------------------------------

Solyc03g120750      ------DTIDVAG-GNQPRSTGCEC-----------------------------------

Solyc05g054150      SVVLQADEGNEDTVADTKKGGCCSS-----------------------------------

Solyc11g012460      TVVLQADENQEAETQAKKDSSLFSVFS-NLCLFSNIMCQNQALRVRSHEDPDSHELVASC

Solyc09g056340      SLAN----GTDM---SKQKTSCCSS-----------------------------------

Solyc09g097900      NLVK----DDGEGSKRSW-SSCCSR-----------------------------------

Solyc09g098170      NLVN----DGTDGSKQKQGYSCCSR-----------------------------------

Solyc03g118820      KLEIINM-MNSEVTATKQNVNCCY------------------------------------

Solyc03g006270      TINI--G-K-DDV-SAVKNGGCCSG-----------------------------------

Solyc10g008840      TIHI--G-N--DV-SAVKKGGCCSS-----------------------------------

Solyc12g014080      TINV--G-K-DDV-SAVKKVGCCSV-----------------------------------

Solyc07g053480      TINV--G-SKDDV-SAVKKVGCCSS-----------------------------------

Solyc12g010790      TINV--G-GKDDV-SEVKKAGCCSA-----------------------------------

AtRABA1a            TINV--K---EDG-SVLKRMGCCSN-----------------------------------

Solyc02g072180      KIDI--G---KEV-SDVKKAGCCSS-----------------------------------

Solyc07g055290      TINI--K---DEG-SAWKKFGCCSS-----------------------------------

Solyc01g103380      TLVV--G-AE--E--PAPKKACCSA-----------------------------------

Solyc10g045550      TLVV--G-AE--E--INTKKACCSAS----------------------------------

Solyc06g005810      TINV--N-DT--S-DNV-KRGCCST-----------------------------------

Solyc06g076450      TINV--S-DT--S-ANV-KRGCCST-----------------------------------

Solyc03g079900      VIKV--G-DN--S-GNSNTRPCCSN-----------------------------------

Solyc05g052900      SINV--G-EY--V-ANKNKRPCCAN-----------------------------------

Solyc01g096220      KIDVISG-PDFEV-SEMKKLSSCSC-----------------------------------

Solyc04g012180      KILV-PG-PAQVI-PE--KRACCRS-----------------------------------

Solyc11g010100      KILV-PG-PAQVI-PE--KKACCSS-----------------------------------

Solyc01g086850      EIVV-PG-QGPVP-SG-SSYSCCRS-----------------------------------

Solyc10g050030      ------------------------------------------------------------

Solyc03g064020      RIIV-PG-HHSDS-AA-QGAGCCISS----------------------------------

Solyc10g079030      RIIV-PG-QDSDS-GG-NSGGCCMSS----------------------------------

Solyc11g008020      -S----KQKEVH--KSQRNGNCCS------------------------------------

Solyc04g064510      -F----RQKPPE--SDASTSGCC-------------------------------------

Solyc09g008460      -L----KQKQEQQ-TQQGGGGCCS------------------------------------

Solyc10g086310      -L----IQKQQQQQTTQSLSSCCS------------------------------------

AtRABE1a            ------SDQGAGTSQATQKSACCGT-----------------------------------

Solyc10g086350      ------PDQTAGGIQSAQKSACCGS-----------------------------------

Solyc11g073050      ------PEAGAGGSQTSQKSACCGS-----------------------------------

Solyc09g010370      ------PDQGAGSSQGAQKSACCGS-----------------------------------

Solyc04g011360      ------SDQAGTAGQGAQKSSCCGS-----------------------------------

Solyc06g005350      ------------------------------------------------------------

Solyc01g103370      ------STVQIKGQPIEQKGNCCG------------------------------------

Solyc01g090170      ------PNVNIRGQPVAQNSGCCSS-----------------------------------

Solyc05g052070      ------PTVQIRGQPVNQKNGCCSS-----------------------------------

Solyc05g053940      ------PTVNIRGQPVTQSGGCCSS-----------------------------------

Solyc08g078070      ------PTVQIRGQPVNQKSGCCSS-----------------------------------

Solyc06g060210      -----------WRGKSKRFYSCCF------------------------------------

Solyc02g093530      TQ----GPAGPRDGAVAQRGGCCS------------------------------------

Solyc07g056150      IP----GPSGGRDGAASQGGGCCT------------------------------------

Solyc10g007700      IP----GPSGGRDGAASQGGGCCT------------------------------------

Solyc12g011130      IP----GPSGGRDGAASQGGACCS------------------------------------

Solyc01g088560      VDVNL-KSSNSNAAQSQAQSGGCAC-----------------------------------

Solyc03g078570      VDVNL-KPTT-NTSQSEQQGGGCAC-----------------------------------

Solyc05g051570      VDVNL-KPTT-SSSNAEQQGGGCAC-----------------------------------

Solyc11g008430      ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

Solyc02g069370      VLMDR-PAQTP------ASASCCS------------------------------------

Solyc02g036450      VLVDR-RAEGS------RTSSCCS------------------------------------

Solyc02g081380      VLENR-PAEGS------RTASCCT*-----------------------------------

Solyc11g011040      ------------------------------------------------------------

Solyc03g043960      ------------------------------------------------------------

Solyc02g064640      ------------------------------------------------------------

Solyc02g092330      ------------------------------------------------------------

Solyc10g074630      LI-----------SN---------------------------------------------

Solyc01g060130      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

Solyc01g100350      ------------------------------------------------------------

Solyc01g079540      ------------------------------------------------------------

Solyc06g009660      ------------------------------------------------------------

Solyc07g014650      ------------------------------------------------------------

Solyc03g005300      ------------------------------------------------------------

AtARFB1c            ------------------------------------------------------------

Solyc03g096910      ------------------------------------------------------------

Solyc06g072800      ------------------------------------------------------------

Solyc07g006640      ------------------------------------------------------------

Solyc09g055990      SI-----------GIS-TFQGTCIE---FFAN-II-------------------------

Solyc12g099080      ------------------------------------------------------------

Solyc04g025560      QV-----------FI---------------------------------------------

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      YI-----------FVN-IDFKQCLE---HLCT-----C----------------------

Solyc02g092970      F-------------NL-LF-----------------------------------------

AtARFA1a            ------------------------------------------------------------

Solyc01g100860      ------------------------------------------------------------

Solyc01g008000      WL-----------WHL-LLRRSLLK---RFCN-TMVECM---------------------

Solyc05g005190      ------------------------------------------------------------

Solyc06g082720      CIPKLPL-PDEDDDLA-DDIRGFDERTD--------------------------------

AtRAN1              A-AAQPL-PDDDDDIF-E------------------------------------------

Solyc01g104680      A-LNQPL-PDDDDEAF-E------------------------------------------

Solyc01g104700      A-LNQPL-PDDDDEAF-E------------------------------------------

Solyc05g023800      A-ANQPL-PDDDDEAF-E------------------------------------------

Solyc04g051680      HCQLQRI-PESVSGIE-QQRGGCSC-----------------------------------

Solyc10g055520      ---------Q--------------------------------------------------

Solyc07g020800      ---------RKKRQR----STGCSIVRGIVCG-GCVA-----------------------

Solyc12g007210      ---------SKKRHR----STGCSIVRGIVCG-GCAAV----------------------

Solyc03g114070      ---------------K-KQRRGCLMN--VMCG-RKLVCLK--------------------

AtROP11             ---------TKKKKKQ-KSNHGCLSN--VLCG-RIVTRH---------------------

Solyc01g088780      ---------RK--------HKACWIL----------------------------------

Solyc02g077400      ---------QKR-------RTLCAIL----------------------------------

Solyc03g033420      ---------VNLKRP----ARYCDQL----------------------------------

Solyc01g111560      ----------KKRKG----QKACSIL----------------------------------

AtROP1              -----------KSKA----QKACSIL----------------------------------

Solyc02g062020      -----------KGKS----QRACSIL----------------------------------

Solyc02g083580      -----------KGKS----QKACSIL----------------------------------

Solyc04g072060      ----------------

Solyc01g109520      ----------------

Solyc03g120750      ----------------

Solyc05g054150      ----------------

Solyc11g012460      ETTRGVEEGRGNFSYL

Solyc09g056340      ----------------

Solyc09g097900      ----------------

Solyc09g098170      ----------------

Solyc03g118820      ----------------

Solyc03g006270      ----------------

Solyc10g008840      ----------------

Solyc12g014080      ----------------

Solyc07g053480      ----------------

Solyc12g010790      ----------------

AtRABA1a            ----------------

Solyc02g072180      ----------------

Solyc07g055290      ----------------

Solyc01g103380      ----------------

Solyc10g045550      ----------------

Solyc06g005810      ----------------

Solyc06g076450      ----------------

Solyc03g079900      ----------------

Solyc05g052900      ----------------

Solyc01g096220      ----------------

Solyc04g012180      ----------------

Solyc11g010100      ----------------

Solyc01g086850      ----------------

Solyc10g050030      ----------------

Solyc03g064020      ----------------

Solyc10g079030      ----------------

Solyc11g008020      ----------------

Solyc04g064510      ----------------

Solyc09g008460      ----------------

Solyc10g086310      ----------------

AtRABE1a            ----------------

Solyc10g086350      ----------------

Solyc11g073050      ----------------

Solyc09g010370      ----------------

Solyc04g011360      ----------------

Solyc06g005350      ----------------

Solyc01g103370      ----------------

Solyc01g090170      ----------------

Solyc05g052070      ----------------

Solyc05g053940      ----------------

Solyc08g078070      ----------------

Solyc06g060210      ----------------

Solyc02g093530      ----------------

Solyc07g056150      ----------------

Solyc10g007700      ----------------

Solyc12g011130      ----------------

Solyc01g088560      ----------------

Solyc03g078570      ----------------

Solyc05g051570      ----------------

Solyc11g008430      ----------------

AtRABF1             ----------------

Solyc02g069370      ----------------

Solyc02g036450      ----------------

Solyc02g081380      ----------------

Solyc11g011040      ----------------

Solyc03g043960      ----------------

Solyc02g064640      ----------------

Solyc02g092330      ----------------

Solyc10g074630      ----------------

Solyc01g060130      ----------------

AtSARA1b            ----------------

Solyc01g100350      ----------------

Solyc01g079540      ----------------

Solyc06g009660      ----------------

Solyc07g014650      ----------------

Solyc03g005300      ----------------

AtARFB1c            ----------------

Solyc03g096910      ----------------

Solyc06g072800      ----------------

Solyc07g006640      ----------------

Solyc09g055990      ----------------

Solyc12g099080      ----------------

Solyc04g025560      ----------------

Solyc10g049260      ----------------

Solyc01g100870      ----------------

Solyc02g092970      ----------------

AtARFA1a            ----------------

Solyc01g100860      ----------------

Solyc01g008000      ----------------

Solyc05g005190      ----------------

Solyc06g082720      ----------------

AtRAN1              ----------------

Solyc01g104680      ----------------

Solyc01g104700      ----------------

Solyc05g023800      ----------------

Solyc04g051680      ----------------

Solyc10g055520      ----------------

Solyc07g020800      ----------------

Solyc12g007210      ----------------

Solyc03g114070      ----------------

AtROP11             ----------------

Solyc01g088780      ----------------

Solyc02g077400      ----------------

Solyc03g033420      ----------------

Solyc01g111560      ----------------

AtROP1              ----------------

Solyc02g062020      ----------------

Solyc02g083580      ----------------

Multiple sequence alignment corresponding to Supplemental Figure 3
GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         ------------------------------------------------------------

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ----------------MVAETAAIG-----------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         -----------MSSLALVAPSDRTGFSG---------------------------TVSSS

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         ------------------------------------------------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         -------------------------------------------------MNHIP------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         MGTARSRCRSDRSS---ATRRPERGQSQKRASRPLA-GR---RGIRRQARPAQPTTTTPF

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------MCRSERDDTKAAERQPDTGGQGQGGSFGAAQAA---ARLLFFRRPLGPRL-APL

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------MKK--QNHARHVA---VAG------------GPSPQPGTPPA-RASRPSTASE-

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------MIAAGAEHTAAVT---EDG-----DLYGWGWGRYGNLGLGDLNDRLLPEKVSSV

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         -------------------------------------------------MDTKPFLLCLL

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         ------------------------------------------------------------

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ---------------GRPSSQPSRVRKSAVLSVAASSASSAH--------------QYRA

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ---------------------------------------------------------MDH

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         SM-------SHRSAGSMPSPRDSQMLCSTQQAPSTTGRSCSFTSVRFCRHAHRPLRRS--

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         -------------------------------MVSTNGRDR-----------------A--

GRMZM2G354604         ------------------------------------MFCC-----------------F--

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         ------------------------------------------------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ---PTEHGNGGSKQLEIP--QPGSFSCGLISSEA-RPQFRHQ------------------

GRMZM2G362088         ------------------------MGCSSSVPARNTGGLNTI------------------

AtRABF1               ------------------------MGCASSLPDRNSGTLSGL------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         -------------------------------------------------MVARGQGGDRA

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         SLRPRLHGRRAHSRLLPPPHPTPPHPTSDLLPPPFQSTCERKSSG---RIESRPVRARPA

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         LYYTRHH--THRVRLPPPRHSPPPAPREALRASPARPPASQEPRF---RKE----GKASA

AC217358.3_FG008      -----------------------------------------------------------M

AC217358.3_FG009      -----------------------------------------------------------M

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      R-----RSPPDAARLLVTPFRFAFLPLSPFIPIGARPPSRTNP-------------LAPA

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ED--SCKISAHPCRYMHGENDINHMNLVELQTLENNPEMWANN-------------IRS-

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------MLRSSLLALFS----------------------------ES-

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         RF--SCAGGAVACLPAWTVLREETLPCLRRTEANAGPTATKAS--------------AR-

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------M---------FLV-DWLCDLFVSLRRLWQKEAKILFLGLDNAGKTTLL

AtSARA1b              ------------M---------FLF-DWFYGILASL-GLWQKEAKILFLGLDNAGKTTLL

GRMZM2G038356         ------------M---------FLW-DWFYGVLASL-GLWQKEAKILFLGLDNAGKTTLL

GRMZM2G122666         ------------M---------FLV-DWFYGVLASL-GLWQKEAKILFLGLDNAGKTTLL

GRMZM2G007188         ------------M---------GFW-EFFLNWLRSL--FFKQEMELSLVGLQNAGK----

GRMZM2G081622         ------------M---------GFW-EAFLNWLRSL--FFKQEMELSLIGLQNAGK----

GRMZM2G089454         ------------M---------GLW-DSLLNWLRRM--LGRHRWSMLLLYASTQSRYITM

GRMZM2G171060         ------------M---------GLW-DSLLNWLRSL--FFKQEMELSLVGLQNA------

GRMZM2G079226         ------------M---------FSL---FYGLWKHV--FSKAEFHVLILGVHKAGKTTLL

GRMZM2G082836         ------------M---------FSL---FYGLWKYV--FAKDEFRVLILGVDRAGKTTLL

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------M---------GLL----SIIRKIK--RKEKEMRILMVGLDNSGKTTIV

GRMZM2G049055         ------------M---------GAW---MSRVWFLM--FPAREYKLVVVGLDNAGKTTTL

GRMZM2G075253         ------------M---------GLA---MGRLLG-----WKKEAQIALLGLGGAGKTAIL

GRMZM2G147726         ------------M---------GIV---FTRLFSSV--FGNREARILVLGLDNAGKTTIL

GRMZM2G015361         ------------M---------GLT---FTKLFSRL--FSKKEMRILMVGLDAAGKTTIL

GRMZM2G105996         ------------M---------GLA---FGKLFSRL--FAKKEMRILMVGLDAAGKTTIL

GRMZM2G395844         SPRLPFGCEREEM---------GLT---FTKLFSRL--FAKKEMRILMVGLDAAGKTTIL

AtARFA1a              ------------M---------GLS---FAKLFSRL--FAKKEMRILMVGLDAAGKTTIL

GRMZM2G157596         LVTGARPCDLSEM---------GLT---FTKLFRRL--FAKKEMRILMVGLDAAGKTTIL

GRMZM2G357399         ------------M---------GLS---FGKLFSRL--FAKKEMRILMVGLDAAGKTTIL

GRMZM5G836182         ------------M---------GLS---FGKLFSRL--FAKKEMRILMVGLDAAGKTTIL

GRMZM2G058474         ------------M---------GQS---LMKLFFDD--SCQKEVKVVMLGLDAAGKTTAL

GRMZM2G152929         ------------M---------GQA---LRRLFDSF--FSTREMRVVMLGLDAAGKTTIL

AtARFB1c              ------------M---------GQT---FRKLFDTF--FGNQEMRVVMLGLDAAGKTTIL

GRMZM2G011518         ------------M---------GQA---FRKLFDAF--FGNKEMRVVMLGLDAAGKTTIL

GRMZM2G106795         ------------M---------GQA---FRKLFDAF--LGTSEMRVVMLGLDAAGKTTIL

GRMZM2G113995         ------------M---------GQA---FRKLFDSF--FGTSEMRVVMLGLDAAGKTTIL

GRMZM2G459373         -----------KASTATRQTSATFSLKACCAHVS-V----------LHSHFSPSGKTTFV

AtRAN1                -------------MALPNQQTV------DYPSFK-L----------VIVGDGGTGKTTFV

GRMZM2G157334         -----------TLPALPNQQVV------DYPSFK-L----------VIVGDGGTGKTTFV

GRMZM2G354604         -----------FLQALPNQGTV------DYPSFK-L----------VIVGDGGTGKTTFV

AC209819.3_FG012      --------------------------MSVTKFIK-C----------VTVGDGAVGKTCML

GRMZM2G176217         --------------------------MSVTKFIK-C----------VTVGDGAVGKTCML

GRMZM2G100505         --------------------MSAAAASSVTKFIK-C----------VTVGDGAVGKTCML

GRMZM2G375002         --------------------------MSASRFIK-C----------VTVGDGAVGKTCML

GRMZM5G803949         --------------------------MSASRFIK-C----------VTVGDGAVGKTCML

GRMZM5G846811         --------------------------MSASRFIK-C----------VTVGDGAVGKTCML

AtROP1                --------------------------MSASRFVK-C----------VTVGDGAVGKTCLL

AtROP11               ------------------------MASSASKFIK-C----------VTVGDGAVGKTCML

GRMZM2G102946         ------------------------MASSASRFIK-C----------VTVGDGAVGKTCML

GRMZM2G001953         ------------------------MASSASRFIK-C----------VTVGDGAVGKTCML

GRMZM2G415327         ------------------------MASSASRFIK-C----------VTVGDGAVGKTCML

GRMZM2G044368         ------------------------MASRRRTLLK-V----------IILGDSGVGKTSLM

GRMZM2G158887         ------------------------MASRRRTLLK-V----------IILGDSGVGKTSLM

GRMZM5G811797         ------------------------MASRRRTLLK-V----------IILGDSGVGKTSLM

GRMZM2G090034         -----------------------MESWRRRTLLK-V----------IVLGDSGVGKTSLM

GRMZM2G179215         -----------------------------------------------------------M

AC166636.1_FG008      -----------------------MAVVSALAKYK-L----------VFLGNQAVGKTAII

GRMZM2G128771         ---------------------MAPAVVSALAKYK-L----------VFLGDQSVGKTSII

GRMZM2G075719         -----------------------MAPVSALAKYK-L----------VFLGDQSVGKTSII

GRMZM2G169694         -----------------------MAPVSALAKYK-L----------VFLGDQSVGKTSII

GRMZM2G015159         ---------------------MAANAGNKIRNAK-L----------VLLGDVGAGKSSLV

GRMZM2G131939         -----------------PSNSMAANFGNKIRNAK-L----------VLLGDVGAGKSSLV

GRMZM2G362088         -----------------SNDSS-PDASSKDLRAK-L----------VLLGDSGVGKSCIV

AtRABF1               -----------------SNSENAVPADAKNLRVK-L----------VLLGDSGVGKSCIV

GRMZM2G024693         --------------------------MSYAYLFK-Y----------IIIGDTGVGKSCLL

GRMZM2G416142         --------------------------MSYAYLFK-Y----------IIIGDTGVGKSCLL

GRMZM2G173878         --------------------------MSYAYLFK-Y----------IIIGDTGVGKSCLL

GRMZM2G330430         --------------------------MSYAYLFK-Y----------IIIGDTGVGKSCLL

GRMZM2G052509         EEEAAA-------------RWESEKEAEIDYVFK-V----------VVVGDAAVGKTQLL

AC197246.3_FG001      -------------------MGDEPDGEAEEYLFK-V----------VIIGDSAVGKSNLL

GRMZM2G335738         ------------------MANDGDDGQSQDYLFK-I----------VLIGDSSVGKSNLL

GRMZM2G019119         ---------------MSRGGSHGELGQRIDYVFK-V----------VLIGDSAVGKSQLL

GRMZM2G122805         ---------------------MAGGGDKVDYVFK-V----------VLIGDSAVGKSQIL

GRMZM2G061280         ---------------------MAGAGDKVDYVFK-V----------VLIGDSAVGKSQIL

GRMZM2G164527         ---------------------MAGAGDKVDYVFK-V----------VLIGDSAVGKSQIL

GRMZM2G061912         --------------------MGGRVDHEYSYLFK-M----------VLIGDSGVGKSNIL

GRMZM2G093186         --------------------MGGRVDHEYSYLFK-M----------VLIGDSGVGKSNIL

GRMZM2G154960         SERRPAGWALVRA-RSIDQKMAHRVNNEYDYLFK-I----------VLIGDSGVGKSNIL

GRMZM2G473906         --------------------MAHRMDNEYDYLFK-I----------VLIGDSGVGKSNIL

GRMZM2G144008         --------------------MAHRVDNEYDYLFK-I----------VLIGDSGVGKSNIL

AtRABA1a              -------------------MAGYRADEEYDYLFK-L----------VLIGDSGVGKSNLL

GRMZM2G127648         -MA--------------ANGGGYRAEDDYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G018619         ------------------MAAGYRAEDDYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G101938         ------------------MAAGYRAEDDYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G023436         ------------------MASGYRAEEEYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G020661         --------------------MAYRADDDYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G039900         --------------------MAYRAEDDYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G124732         CRG--------------SAPMAYRAEDDYDYLFK-V----------VLIGDSGVGKSNLL

AC217358.3_FG008      SGR--------------RPATWDQAADDYDYLFK-V----------VLVGDSGVGKSNLL

AC217358.3_FG009      SGR--------------RPATWDQAADDYDYLFK-V----------VLVGDSGVGKSNLL

GRMZM2G020544         -------------------MAGRRAEEEYDYLFK-V----------VLIGDSGVGKSNLL

GRMZM2G029486         MAR--------------RPASWEQGGDEYDYLFK-V----------VLIGDSGVGKSNLL

AC149818.2_FG001      FPGASLRFARDSIQASLVGGMASSPASSYDCSFK-V----------LLIGDSAVGKSSLL

GRMZM2G075051         -----------------MGSPGAGSSGGHECSFK-F----------LLIGDSGVGKSSLL

GRMZM5G809265         -----------------MGSPGAGSSGGHECSFK-I----------LLIGDSGVGKSSLL

GRMZM2G149847         ------------M-AAPPSRSRG----DYDHLIK-L----------LLIGDSGVGKSCLL

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         --------QKVRC-RSSPGRLTCSETRSGSVFVA-L--FLQQSSGSAISVTEGVGKSCLL

AtRABE1a              ------------M-AAPPARARA----DYDYLIK-L----------LLIGDSGVGKSCLL

GRMZM2G061900         ------------M-AAPPARARA----DYDYLIK-L----------LLIGDSGVGKSCLL

GRMZM5G878008         ------------M-AAPPARARA----DYDYLIK-L----------LLIGDSGVGKSCLL

GRMZM2G373738         --------LFSSV-LFLESKGGKHNEQRFDYLFK-L----------LLIGDSLVGKSCFL

GRMZM2G136455         ----------------------MTTSIEYDYLFK-L----------LLIGDSSVGKSCLL

GRMZM2G106960         ------------------------MNPEYDYLFK-L----------LLIGDSGVGKSCLL

GRMZM2G037204         --------ARTAM-THAGRARGFRSAALDDYLFK-L----------LLIGDSGVGKSCLL

GRMZM2G097728         ------------------------MNPEYDYLFK-L----------LLIGDSGVGKSCLL

GRMZM2G097746         --------------------ACVDINQIFDYLFK-L----------LLIGDSGVGKSCLL

GRMZM2G181536         -----------HMLKDER-------LSQH-APTQLPTSE--E--LSIG-RIKFKAFDL--

AtSARA1b              -----------HMLKDER-------LVQH-QPTQHPTSE--E--LSIG-KIKFKAFDL--

GRMZM2G038356         -----------HMLKDER-------LVQH-QPTQHPTSE--E--LSIG-KIKFKAFDL--

GRMZM2G122666         -----------HMLKDER-------LVQH-QPTQYPTSE--E--LSIG-RIKFKAFDL--

GRMZM2G007188         -------TSLVNSIATG------GFSEDM-IPTVGFNMR--K--VTKG-NVTIKLWDI--

GRMZM2G081622         -------TSLVNSIATG------GFSEDM-IPTVGFNMR--K--VTKG-NVTIKLWDL--

GRMZM2G089454         LSGVLILIHGFCALQTG------GYSEDM-IPTVGFNMR--K--ITKG-NVTIKLWDL--

GRMZM2G171060         --GK---TSLVNAVATG------GYSEDM-IPTVGFNMR--K--VTKG-NVTIKLWDL--

GRMZM2G079226         -----------EKLKSIYLKGEGLPHDRI-VPTVGLNIG--R--IEDA-NVKLVFWDL--

GRMZM2G082836         -----------EKLKSIYLKGEGLPPDRV-VPTVGLNIG--R--IEDA-KAKLVFWDL--

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         -----------LKINGE----D---TSII-SPTLGFNIK--T--IKYH-KYSLNIWDV--

GRMZM2G049055         -----------YKLHLG----E---AVTA-APTIGSNVE--E--VVFK-NLRFEVWDL--

GRMZM2G075253         -----------HKLKLG----H---AITT-GPTIGFNSE--T--LEYN-GISFRVWDVGG

GRMZM2G147726         -----------YRLQMG----E---VVST-IPTIGFNVE--T--VQYN-NIKFQVWDLGE

GRMZM2G015361         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM2G105996         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM2G395844         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

AtARFA1a              -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM2G157596         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM2G357399         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM5G836182         -----------YKLKLG----E---IVTT-IPTIGFNVE--T--VEYK-NISFTVWDV--

GRMZM2G058474         -----------YRLHVG----E---ALST-VPTIGFNVE--K--VEYK-NVAFTVWDV--

GRMZM2G152929         -----------YRLHMG----E---VLST-VPTVGFNVE--K--VQYK-NVAFTVWDV--

AtARFB1c              -----------YKLHIG----E---VLST-VPTIGFNVE--K--VQYK-NVIFTVWDV--

GRMZM2G011518         -----------YKLHIG----E---VLST-VPTIGFNVE--K--VQYK-NVVFTVWDV--

GRMZM2G106795         -----------YKLQIG----E---VLST-VPTIGFNVE--K--VQYK-NVMFTVWDV--

GRMZM2G113995         -----------YKLHIG----E---VLST-VPTIGFNVE--K--VQYK-NVMFTVWDV--

GRMZM2G459373         -----------KRHLTG------EFEKKY-EPTIGVEVHPLDFHTNCG-KIRFYCWDT--

AtRAN1                -----------KRHLTG------EFEKKY-EPTIGVEVHPLDFFTNCG-KIRFYCWDT--

GRMZM2G157334         -----------KRHLTG------EFEKKY-EPTIGVEVHPLDFSTNCG-KIRFYCWDT--

GRMZM2G354604         -----------KRHLTG------EFEKKY-EPTIGVEVHPLDFTTNCG-KIRFYCWDT--

AC209819.3_FG012      -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVSVDGS-IVNLGLWDT--

GRMZM2G176217         -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVSVDGS-IVNLGLWDT--

GRMZM2G100505         -----------ICYTCN------KFPTDY-IPTVFDNFS-ANVSVGGS-IVNLGLWDT--

GRMZM2G375002         -----------ISYTSN------TFPTDY-VPTVFDNFS-ANVVVDGS-TVNLGLWDT--

GRMZM5G803949         -----------ISYTSN------TFPTDY-VPTVFDNFS-ANVVVDGN-TVNLGLWDT--

GRMZM5G846811         -----------ISYTSN------TFPTDY-VPTVFDNFS-ANVVVDGN-TVNLGLWDT--

AtROP1                -----------ISYTSN------TFPTDY-VPTVFDNFS-ANVVVNGS-TVNLGLWDT--

AtROP11               -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVVVEGT-TVNLGLWDT--

GRMZM2G102946         -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVVVDGT-TVNLGLWDT--

GRMZM2G001953         -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVVVDGT-TVNLGLWDT--

GRMZM2G415327         -----------ICYTSN------KFPTDY-IPTVFDNFS-ANVVVDGT-TVNLGLWDT--

GRMZM2G044368         -----------NQYVNK------KFSNQY-KATIGADFLTKEVQFEDR-LFTLQIWDT--

GRMZM2G158887         -----------NQYVNK------KFSNQY-KATIGADFLTKEVQFEDR-LFTLQIWDT--

GRMZM5G811797         -----------NQYVNK------KFSNQY-KATIGADFLTKEVQFEDR-LFTLQIWDT--

GRMZM2G090034         -----------NQYVSK------KFSQQY-KATIGADFLTKEVLIGDR-LVTLQIWDT--

GRMZM2G179215         -----------NQYVHK------KFSQQY-KATIGADFVTKEVLIEDR-LVTLQIWDT--

AC166636.1_FG008      -----------TRFMYD------KFDDTY-QATIGIDFLSKTMYLEDR-TVRLQLWDT--

GRMZM2G128771         -----------TRFMYD------KFDTTY-QATIGIDFLSKTMYLEDR-TVRLQLWDT--

GRMZM2G075719         -----------TRFMYD------KFDNTY-QATIGIDFLSKTMYLEDR-TVRLQLWDT--

GRMZM2G169694         -----------TRFMYD------KFDNTY-QATIGIDFLSKTMYLEDR-TVRLQLWDT--

GRMZM2G015159         -----------LRFVKG------QFVEFQ-ESTIGAAFFSQTLAVNDE-TVKFEIWDT--

GRMZM2G131939         -----------LRFVKG------QFVEFQ-ESTIGAAFFSQTLAVNDE-TVKFEIWDT--

GRMZM2G362088         -----------LRFVRG------QFDPTS-KVTVGASFLSQTLALEDSTIVKFEIWDT--

AtRABF1               -----------LRFVRG------QFDATS-KVTVGASFLSQTIALQDSTTVKFEIWDT--

GRMZM2G024693         -----------LQFTDK------RFQPVH-DLTIGVEFGARMITIENK-PIKLQIWDT--

GRMZM2G416142         -----------LQFTDK------RFQPVH-DLTIGVEFGARMITIDNK-PIKLQIWDT--

GRMZM2G173878         -----------LQFTDK------RFQPVH-DLTIGVEFGARMITIDNK-PIKLQIWDT--

GRMZM2G330430         -----------LQFTDK------RFQPVH-DLTIGVEFGARMINIDNK-PIKLQIWDT--

GRMZM2G052509         -----------ARFARD------EFALDS-KPTIGVEFQTRTLTLHRK-RVKTQIWDT--

AC197246.3_FG001      -----------SRYARN------EFNPHS-KATIGVEFQTQSMAIEGK-EVKAQIWDT--

GRMZM2G335738         -----------ARFARN------EFYPNS-KSTIGVEFQTQKLVIDGK-EIKAQIWDT--

GRMZM2G019119         -----------ARFARN------QFNLDS-KATIGVEFQTRTLNIDAR-NVKAQIWDT--

GRMZM2G122805         -----------ARFARN------EFSLDS-KATIGVEFQTRTLVIEHK-SVKAQIWDT--

GRMZM2G061280         -----------ARFARN------EFSLDS-KATIGVEFQTRTLVIDHR-SVKAQIWDT--

GRMZM2G164527         -----------ARFARN------EFSLDS-KATIGVEFQTRTLVIDHR-SVKAQIWDT--

GRMZM2G061912         -----------SRFTRN------HFSLDS-KSTIGVEFATKSLQMDGK-TIKAQIWDT--

GRMZM2G093186         -----------SRFTRN------HFSLDS-KSTIGVEFATKSLQIDGK-TIKAQIWDT--

GRMZM2G154960         -----------SRFTRN------EFCLES-KSTIGVEFATRNLQIDGK-TVKAQIWDT--

GRMZM2G473906         -----------SRFTRN------EFCLES-KSTIGVEFATRTLQVEGK-TIKAQIWDT--

GRMZM2G144008         -----------SRFTRN------EFCLES-KSTIGVEFATRTLQIEGK-TIKAQIWDT--

AtRABA1a              -----------SRFTKN------EFNLES-KSTIGVEFATKTTKVEGK-VVKAQIWDT--

GRMZM2G127648         -----------SRFTKN------EFSLES-KSTIGVEFATRSLQVDGK-VIKAQIWDT--

GRMZM2G018619         -----------SRFTRN------EFSLES-KSTIGVEFATRSLQVDGK-VVKAQIWDT--

GRMZM2G101938         -----------SRFTRN------EFSLES-KSTIGVEFATRSLQVDGK-VVKAQIWDT--

GRMZM2G023436         -----------SRFARD------EFSLET-RSTIGVEFATKTVQVDDK-LVKAQIWDT--

GRMZM2G020661         -----------SRFTRN------EFSLES-KSTIGVEFATRSIHVEDK-VVKAQIWDT--

GRMZM2G039900         -----------SRFTRN------EFSLES-KSTIGVEFATRSIRVDDK-VVKAQIWDT--

GRMZM2G124732         -----------SRFTRN------EFSLES-KSTIGVEFATRSIRVDDK-VVKAQIWDT--

AC217358.3_FG008      -----------SRFTRN------AFSLDS-KSTIGVEFATRTIQVDGK-TIKAQIWDT--

AC217358.3_FG009      -----------SRFTRN------AFSLDS-KSTIGVEFATRTIQVDGK-TIKAQIWDT--

GRMZM2G020544         -----------SRFTRN------EFCLES-KSTIGVEFATRTLHVEGK-IIKAQIWDT--

GRMZM2G029486         -----------SRFTKN------TFALDS-KSTIGVEFATRTLQVENK-IIKAQIWDT--

AC149818.2_FG001      -----------VSFVSA------AHIDDDIAPTIGVDFKINFLSVGGK-KLKLTIWDT--

GRMZM2G075051         -----------VSFVAA------SYLDGDIAPTIGVDFKIKFLTVGGK-KLKLTIWDT--

GRMZM5G809265         -----------VSFVAA------SHLDGDIAPTIGVDFKIKFLTVGGK-KLKLTIWDT--

GRMZM2G149847         -----------LRFSDD------TFTTSF-ITTIGIDFKVRTVELDGK-RVKLQIWDT--

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         -----------LRFSDG------SFTTSF-ITTIGIDFKIRTVELDGK-RIKLQIWDT--

AtRABE1a              -----------LRFSDG------SFTTSF-ITTIGIDFKIRTIELDGK-RIKLQIWDT--

GRMZM2G061900         -----------LRFSDG------SFTTSF-ITTIGIDFKIRTVELDGK-RIKLQIWDT--

GRMZM5G878008         -----------LRFSDG------SFTTSF-ITTIGIDFKIRTIELDGK-RIKLQIWDT--

GRMZM2G373738         -----------LRFADD------SYVDSY-ISTIGVDFKIRTVEVEGK-TVKLQIWDT--

GRMZM2G136455         -----------LRFADD------SYVDTY-ISTIGVDFKIRTIDLDGK-TVKLQIWDT--

GRMZM2G106960         -----------LRFADD------SYLESY-ISTIGVDFKIRTVEQDGK-TIKLQIWDT--

GRMZM2G037204         -----------LRFADD------SYLDSY-ISTIGVDFKIRTVEQDGK-TIKLQIWDT--

GRMZM2G097728         -----------LRFADD------SYLDSY-ISTIGVDFKIRTVEQDGK-TIKLQIWDT--

GRMZM2G097746         -----------LRFADD------SYLDSY-ISTIGVDFKIRTVEQDGK-TIKLQIWDT--

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         QGEVAHVSAAVL-----------------------FLHSSTSVCSTYCAWHSD-------

GRMZM2G147726         MLLQIEAEVHILSAVRKCMVDDVGQVTTPVPHGVLVDSPKPPIGFASSAWLLVLTPTFFS

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         ------------------------------------------------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         -GGHRIARRVWKDYYAKVDAVVY------------------------------MVDAADG

AtSARA1b              -GGHQIARRVWKDYYAKVDAVVY------------------------------LVDAYDK

GRMZM2G038356         -GGHQIARRVWKDYYAKVDAVVY------------------------------LVDAYDK

GRMZM2G122666         -GGHQIARRVWKDYYAKVDAVVY------------------------------LVDAVDK

GRMZM2G007188         -GGQPRFRSMWERYCRAVSAIVY------------------------------VVDAADR

GRMZM2G081622         -GGQPRFRSMWERYCRAVSAIVY------------------------------VVDAADR

GRMZM2G089454         -GGQRRFRTMWERYCRGVSAILY------------------------------VVDAADR

GRMZM2G171060         -GGQRRFRTMWERYCRGVSAILY------------------------------VVDAADR

GRMZM2G079226         -GGQPGLRTIWEKYYEEAHAVIY------------------------------VIDSASA

GRMZM2G082836         -GGQVSLRTIWEKYYEEAHAIMY------------------------------VIDAATA

GRMZM2G011355         ---------------------MA------------------------------ITNF---

GRMZM2G154890         -GGQKTIRSYWRNYFEQTDGLVW------------------------------VVDSSDI

GRMZM2G049055         -GGQESLRTSWATYYRGTHAVIV------------------------------VIDSTDR

GRMZM2G075253         YHFDLQLRPLLRHYLYGVQGVVF------------------------------VVDSSDR

GRMZM2G147726         TGGQTSIRPYWRCYFPNTQAIIY------------------------------VVDSSDT

GRMZM2G015361         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM2G105996         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM2G395844         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

AtARFA1a              -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM2G157596         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM2G357399         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM5G836182         -GGQDKIRPLWRHYFQNTQGLIF------------------------------VVDSNDR

GRMZM2G058474         -GGQDKLRPLWRQYLSNSDALIY------------------------------VVDSVDR

GRMZM2G152929         -GGQEKLRSLWKMYLSNSDALIY------------------------------VVDSLDR

AtARFB1c              -GGQEKLRPLWRHYFNNTDGLIY------------------------------VVDSLDR

GRMZM2G011518         -GGQEKLRPLWRHYFNNTDALIY------------------------------VVDSLDR

GRMZM2G106795         -GGQEKLRPLWRHYFNNTDGLIY------------------------------VVDSLDR

GRMZM2G113995         -GGQEKLRPLWRHYFNNTDGLIY------------------------------VVDSLDR

GRMZM2G459373         -AGQEKFGGLRDGYYIHGQCGII------------------------------MFDVTSR

AtRAN1                -AGQEKFGGLRDGYYIHGQCAII------------------------------MFDVTAR

GRMZM2G157334         -AGQEKFGGLRDGYYIHGQCAII------------------------------MFDVTSR

GRMZM2G354604         -AGQEKFGGLRDGYYIHGQCAII------------------------------MFDVTSR

AC209819.3_FG012      -AGQEDYSRLRPLSYRGADVFVL------------------------------AFSLISR

GRMZM2G176217         -AGQEDYSRLRPLSYRGADVFVL------------------------------AFSLISR

GRMZM2G100505         -AGQEDYSRLRPLSYRGADVFIL------------------------------SFSLVSR

GRMZM2G375002         -AGQEDYNRLRPLSYRGADVFLL------------------------------AFSLISK

GRMZM5G803949         -AGQEDYNRLRPLSYRGADVFLL------------------------------AFSLISK

GRMZM5G846811         -AGQEDYNRLRPLSYRGADVFLL------------------------------AFSLISK

AtROP1                -AGQEDYNRLRPLSYRGADVFIL------------------------------AFSLISK

AtROP11               -AGQEDYNRLRPLSYRGADVFVL------------------------------SFSLVSR

GRMZM2G102946         -AGQEDYNRLRPLSYRGADVFVL------------------------------AFSLVSR

GRMZM2G001953         -AGQEDYNRLRPLSYRGADVFVL------------------------------AFSLVSR

GRMZM2G415327         -AGQEDYNRLRPLSYRGADVFVL------------------------------AFSLVSR

GRMZM2G044368         -AGQERFQSLGVAFYRGADCCVL------------------------------VYDVNSM

GRMZM2G158887         -AGQERFQSLGVAFYRGADCCVL------------------------------VYDVNSM

GRMZM5G811797         -AGQERFQSLGVAFYRGADCCVL------------------------------VYDVNSM

GRMZM2G090034         -AGQERFQSLGVAFYRGADCCVL------------------------------VYDVNVK

GRMZM2G179215         -AGQERFQSLGVAFYRGADCCVL------------------------------VYDVNSN

AC166636.1_FG008      -AGQERFRSLIPSYIRDSSVAVI------------------------------VYDVTDR

GRMZM2G128771         -AGQERFRSLIPSYIRDSSVAVV------------------------------VYDVSNR

GRMZM2G075719         -AGQERFRSLIPSYIRDSSVAVI------------------------------VFDVASR

GRMZM2G169694         -AGQERFRSLIPSYIRDSSVAVI------------------------------VFDVASR

GRMZM2G015159         -AGQERYHSLAPMYYRGAAAAIV------------------------------VYDITNP

GRMZM2G131939         -AGQERYHSLAPMYYRGAAAAIV------------------------------VYDITNP

GRMZM2G362088         -AGQERYAALAPLYYRGAAAAIV------------------------------VYDITSP

AtRABF1               -AGQERYSALAPLYYRGAGVAVI------------------------------VYDITSP

GRMZM2G024693         -AGQESFRSITRSYYRGAAGALL------------------------------VYDITRR

GRMZM2G416142         -AGQESFRSITRSYYRGAAGALL------------------------------VYDITRR

GRMZM2G173878         -AGQESFRSITRSYYRGAAGALL------------------------------VYDITRR

GRMZM2G330430         -AGQESFRSITRSYYRGAAGALL------------------------------VYDITRR

GRMZM2G052509         -AGQERYRAVTSAYYRGALGAMV------------------------------VYDVTRR

AC197246.3_FG001      -AGQERFRAVTSAYYRGAFGALL------------------------------VYDITRR

GRMZM2G335738         -AGQERFRAVTSAYYRGAVGALL------------------------------VYDISRR

GRMZM2G019119         -AGQERYRAVTSAYYRGAVGAML------------------------------VYDITKR

GRMZM2G122805         -AGQERYRAVTSAYYRGALGALL------------------------------VYDITKR

GRMZM2G061280         -AGQERYRAVTSAYYRGALGALL------------------------------VYDITRR

GRMZM2G164527         -AGQERYRAVTSAYYRGALGALL------------------------------VYDITRR

GRMZM2G061912         -AGQERYRAITSAYYRGAVGALL------------------------------VYDITKR

GRMZM2G093186         -AGQERYRAITSAYYRGAVAALL------------------------------VYDITKR

GRMZM2G154960         -AGQERYRAITSAYYRGAVGALL------------------------------VYDITKK

GRMZM2G473906         -AGQERYRAITSAYYRGAVGALL------------------------------VYDITKK

GRMZM2G144008         -AGQERYRAITSAYYRGAVGALL------------------------------VYDITKK

AtRABA1a              -AGQERYRAITSAYYRGAVGALL------------------------------IYDVTRH

GRMZM2G127648         -AGQERYRAITSAYYRGAVGALL------------------------------VYDVTRR

GRMZM2G018619         -AGQERYRAITSAYYRGAVGALL------------------------------VYDVTRH

GRMZM2G101938         -AGQERYRAITSAYYRGAVGALL------------------------------VYDVTRH

GRMZM2G023436         -AGQERYRAITSAYYRGAVGALV------------------------------VYDVSRR

GRMZM2G020661         -AGQERYRAITSAYYRGAVGALV------------------------------VYDVTRH

GRMZM2G039900         -AGQERYRAITSAYYRGAVGALV------------------------------VYDVTRH

GRMZM2G124732         -AGQERYRAITSAYYRGAVGALV------------------------------VYDVTRH

AC217358.3_FG008      -AGQERYRAITSAYYRGAAGALL------------------------------VYDVTRA

AC217358.3_FG009      -AGQERYRAITSAYYRGAAGALL------------------------------VYDVTRA

GRMZM2G020544         -AGQERYRAITSAYYRGALGAVL------------------------------VYDVSKP

GRMZM2G029486         -AGQERYRAITSAYYRGAVGALL------------------------------VYDVTKV

AC149818.2_FG001      -AGQERFRTITSSYYRGAHGIIL------------------------------VYDVTKR

GRMZM2G075051         -AGQERFRTITSSYYRGAQGIIL------------------------------VYDVTKR

GRMZM5G809265         -AGQERFRTITSSYYRGAQGIIL------------------------------VYDVTKR

GRMZM2G149847         -AGQERFRTITTAYYRGAMGILL------------------------------VYDVTDE

GRMZM2G179090         ------------------MGILL------------------------------VYDVTDE

GRMZM2G360867         -AGQERFRTITTAYYSGAMGILL------------------------------VYDVTDE

AtRABE1a              -AGQERFRTITTAYYRGAMGILL------------------------------VYDVTDE

GRMZM2G061900         -AGQERFRTITTAYYRGAMGILL------------------------------VYDVTDE

GRMZM5G878008         -AGQERFRTITT------------------------------------------------

GRMZM2G373738         -TGQERFRTITSSYYRGAHGIIVSKSLSLRNTFPKIIYLHFSEHTLVAPPLQNVYDITDM

GRMZM2G136455         -AGQERFRTITSSYYRGAHGIII------------------------------VYDVTDM

GRMZM2G106960         -AGQERFRTITSSYYRGAHGIIV------------------------------VYDVTDQ

GRMZM2G037204         -AGQERFRTITSSYYRGAHGIII------------------------------VYDVTDQ

GRMZM2G097728         -AGQERFRTITSSYYRGAHGIII------------------------------VYDVTDQ

GRMZM2G097746         -AGQERFRTITSSYYRGAHGIII------------------------------VYDVTDQ

GRMZM2G181536         GRFD------ESKTELGALLSDDALAG---VPFLVLGNKIDIPQAAP--------EHA--

AtSARA1b              ERFA------ESKRELDALLSDEALAT---VPFLILGNKIDIPYAAS--------EDE--

GRMZM2G038356         ERFA------ESKKELDALLSDDSLAN---VPFLILGNKIDIPYAAS--------EEE--

GRMZM2G122666         ERFA------ESKKELDALLADDSLAN---VPFLILGNKIDIPYAAS--------EEE--

GRMZM2G007188         ENMA------IAKGELHDLLSKPSLTG---IPLLVIGNKIDKPEAFP--------KQT--

GRMZM2G081622         ENMA------IAKGELHDLLSKPSLTG---IPLLVIGNKIDKPEAFP--------KQT--

GRMZM2G089454         DSIP------IAKSELLDLLTKQSLAG---IPLLVLGNKIDKSEVLS--------KQA--

GRMZM2G171060         DSVP------IAKSELHDLLTKQSLAG---IPLLVLGNKIDKSEALS--------KQA--

GRMZM2G079226         SSFE------DAKSALEKVLRHEDLHG---APILIFANKQDSPAAVT--------EEE--

GRMZM2G082836         SSFE------DSKSALEKVIRHEHLRG---APLLIVANKQDLPGAID--------EEE--

GRMZM2G011355         -----------CNIRHLAGAAADELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G154890         RRLD------DCRAELHNLLKEERLVG---ASLLVFANKQDIQGALK--------PDE--

GRMZM2G049055         ARIN------IIKDELFRLLQHADLEG---AVVLVFANKQDLKDAMA--------PAE--

GRMZM2G075253         EWIL------RAKDLLNIILDEDQFRNRD-LALLVFANKQDRPNVMS--------AAE--

GRMZM2G147726         DRLV------TAKEEFHAILEEDELKG---AVVLVYANKQELCLSIK--------KKG--

GRMZM2G015361         DRVV------EAKDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G105996         DRVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G395844         DRVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

AtARFA1a              DRVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G157596         ERVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G357399         ERVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM5G836182         ERVV------EARDELHRMLNEDELRD---AVLLVFANKQDLPNAMN--------AAE--

GRMZM2G058474         DRIG------VAREEFQAIVKDPLMLS---SVVLVLANKQDMKGAMS--------PSE--

GRMZM2G152929         ERIR------DARQEFQTIIKDPLMAN---SIILVFANKQDLRGTMS--------TDE--

AtARFB1c              ERIG------KAKQEFQDIIRDPFMLN---SVILVFANKQDMRGAMS--------PRE--

GRMZM2G011518         ERIG------RARAEFQAIINDPFMLN---SVLLVFANKQDMRGAMT--------PME--

GRMZM2G106795         ERIG------KAKAEFQAIINDPFMLN---SVILVFANKQDMKGAMT--------PME--

GRMZM2G113995         ERIG------KAKAEFQAIIKDPLMLN---SVILVLANKQDMKGAMT--------PME--

GRMZM2G459373         LTYK------NVPTWHRDLCRVCEN-----IPIVLCGNKVDVKN----------MQVK--

AtRAN1                LTYK------NVPTWHRDLCRVCEN-----IPIVLCGNKVDVKN----------RQVK--

GRMZM2G157334         LTYK------NVPTWHRDLCRVCEN-----IPIVLCGNKVDVKN----------RQVK--

GRMZM2G354604         LTYK------NVPTWHRDLCRVCEN-----IPIVLCGNKVDVKN----------RQVK--

AC209819.3_FG012      ASYEN-----VLKKWVPELRRFAPD-----VPVVLVGTKLDLRDHRAYLAD-HPGASTIT

GRMZM2G176217         ASYEN-----VLKKWVPELRRFAPN-----VPVVLVGTKLDLRDHRAYLAD-HPGASAVT

GRMZM2G100505         ASYEN-----VLKKWMPELRRFSPT-----VPVVLVGTKLDLREDRSYLAD-HSAASIIS

GRMZM2G375002         ASYEN-----VSKKWVPELRHYAPG-----VPIILVGTKLDLRDDKQFFVD-HPGAVPIS

GRMZM5G803949         ASYEN-----VSKKWIPELKHYAPG-----VPIILVGTKLDLRDDKQFFVD-HPGAVPIT

GRMZM5G846811         ASYEN-----VSKKWIPELKHYAPG-----VPIILVGTKLDLRDDKQFFVD-HPGAVPIT

AtROP1                ASYEN-----VSKKWIPELKHYAPG-----VPIVLVGTKLDLRDDKQFFID-HPGAVPIT

AtROP11               ASYEN-----VFKKWIPELQHFAPG-----VPLVLVGTKLDLREDKHYLAD-HPGLSPVT

GRMZM2G102946         ASYEN-----VMKKWLPELQHYAPG-----VPIVLAGTKLDLREDRHYLVD-HPGAVPVT

GRMZM2G001953         ASYEN-----IMKKWIPELQHYARG-----VPVVLVGTKFDLREDKHYLMD-HPGLVPVT

GRMZM2G415327         ASYEN-----IMKKWIPELQHYAPG-----VPVVLAGTKLDLREDKHYLMD-HPGLVPVT

GRMZM2G044368         KSFD------NLNNWREEFLIQASPSDPDNFPFVLLGNKVDVDGG-------NSRVVS--

GRMZM2G158887         KSFD------NLNNWREEFLIQASPSDPDNFPFVLLGNKVDVDGG-------NSRVVS--

GRMZM5G811797         KSFD------NLHNWREEFLIQASPSDPDNFPFVLLGNKVDVDGG-------NSRVVS--

GRMZM2G090034         RSFN------TLDTWHDEFLNQAGPSDPQRFPFILVGNKIDLDGG-------SKRMVP--

GRMZM2G179215         RSFD------TLNTWHDEFLNQASPSDPKTFPFILLGNKIDVDGG-------KSRVVS--

AC166636.1_FG008      QSFL------NTSKWIEEVNTQRGG---D-VLIFLVGNKTDLVD---------KRKVS--

GRMZM2G128771         QSFL------NTSKWIDEVRTERGG---D-VIIVLVGNKTDLVD---------KRQVS--

GRMZM2G075719         QSFL------NTSKWIDEVRTERGS---D-VIIVLVGNKTDLVD---------KRQVS--

GRMZM2G169694         QSFL------NTSKWIEEVRTERGS---D-VIIVLVGNKTDLVD---------KRQVS--

GRMZM2G015159         ASFT------RAKKWVQELQAQGNQ---N-TIVALAGNKADMLD---------ARQVP--

GRMZM2G131939         ASFT------RAKKWVQELQAQGNP---N-TIVALAGNKVDMLD---------ARHVA--

GRMZM2G362088         ESFS------KAQYWVKELQKHGSP---G-IVMVLVGNKADLHD---------NRSVS--

AtRABF1               ESFK------KAQYWVKELQKHGSP---D-IVMALVGNKADLHE---------KREVP--

GRMZM2G024693         ETFN------HLASWLEDARQHANA---N-MTVMLIGNKCDLS---------HRRAVS--

GRMZM2G416142         ETFN------HLASWLEDARQHANA---N-MTVMLIGNKCDLS---------HRRAVS--

GRMZM2G173878         ETFN------HLASWLEDARQHANA---N-MTIMLVGNKCDLS---------HRRAVS--

GRMZM2G330430         ETFN------HLASWLEDARQHANA---N-MTIMLVGNKCDLS---------HRRAVS--

GRMZM2G052509         ATFE------HVARWVEELRAHADG---S-TVVALIGNKADMPA--------ARREVP--

AC197246.3_FG001      STFD------NVGRWLQELNTHSDT---T-VAKMLVGNKCDLG---------DIRQVP--

GRMZM2G335738         QTFD------SVGRWLNELHNHSDM---N-VVTILVGNKTDLK---------HAREVS--

GRMZM2G019119         QSFD------HVARWLEELRGHADK---N-IVIMLMGNKSDLG---------TLRAVP--

GRMZM2G122805         QSFD------HIPRWLEELRGHADK---N-IVIMLVGNKSDLE---------DERAVS--

GRMZM2G061280         QSFD------HIPRWLDELRAHADK---N-IVIMLVGNKSDLE---------EQRAVS--

GRMZM2G164527         QSFD------HIPRWLDELRAHADK---N-IVIMLVGNKSDLE---------EQRAVS--

GRMZM2G061912         QSFD------NVHRWLRELRDHADS---S-IVIMMVGNKSDLI---------HLRAIS--

GRMZM2G093186         QSFD------NVHRWLRELRDHADS---S-IVIMMVGNKSDLI---------HLRAIS--

GRMZM2G154960         QSFD------SVQRWLRELRGHADA---N-IVVMMVGNKSDLN---------HLRSVP--

GRMZM2G473906         QTFE------NIQRWLRELRDHADS---N-IVIMMVGNKSDLN---------HLRSVA--

GRMZM2G144008         QTFE------NIQRWLRELRDHADS---N-IVIMMVGNKSDLN---------HLRSVP--

AtRABA1a              ATFE------NAARWLRELRGHTDP---N-IVVMLIGNKCDLR---------HLVAVK--

GRMZM2G127648         ATFD------NVGRWLRELRDHTDQ---S-IVVMLVGNKSDLR---------HLVAVS--

GRMZM2G018619         STFE------NVERWLKELRDHTDP---N-IVVMLVGNKSDLR---------HLVAVQ--

GRMZM2G101938         STFE------NVERWLKELRDHTDP---N-IVVMLVGNKSDLR---------HLVAVQ--

GRMZM2G023436         TTFD------NAERWLRELRDHTDA---N-IVVMLVGNKADLR---------HLRAVS--

GRMZM2G020661         VTFE------NVERWMRELRDHTDA---N-IVMMLVGNKADLR---------HLRAVP--

GRMZM2G039900         VTFE------NVERWLKELRDHTDA---N-IVIMLVGNKADLR---------HLRAVS--

GRMZM2G124732         VTFE------NVERWLKELRDHTDA---N-IVIMLVGNKADLR---------HLRAVS--

AC217358.3_FG008      DTFE------SAARWLRELRDHADG---RGAAVMLVGNKTDLARSGSRSRHHHPRAVP--

AC217358.3_FG009      DTFE------SAARWLRELRDHADG---RGAAVMLVGNKTDLARSGSRSRHHHPRAVP--

GRMZM2G020544         TTFE------NISRWLKELRDHADS---N-TRIMLVGNKTDLR---------HLRAVA--

GRMZM2G029486         MTFE------NVKRWLKELRDHADS---N-IVVMLIGNKTDLR---------HLRSVA--

AC149818.2_FG001      ESFTN-----LADVWTKEIELHSTN---KECIKMLVGNKVDKDE---------DRMVT--

GRMZM2G075051         ESFSN-----LADVWTKEIEANSTN---KDCIKMLVGNKVDKDD---------ERMVT--

GRMZM5G809265         ESFSN-----LADVWTKEIEANSTN---KDCIKMLVGNKVDKDD---------ERMVT--

GRMZM2G149847         SSFDSTQQHAHIRNWIRNIEQHASD----NVNKILVGNKVDMDA---------KRVVS--

GRMZM2G179090         SSFN------NIRNWIRNIEQHASD----NVNKILVGNKVDMDA---------KRVVS--

GRMZM2G360867         SSFN------NIRNWIRNIEQHASD----NVNKILVGNKVDMDE--------SKRAVP--

AtRABE1a              SSFN------NIRNWIRNIEQHASD----SVNKILVGNKADMDE--------SKRAVP--

GRMZM2G061900         SSFN------NIRNWIRNIEQHASD----NVNKILVGNKADMDE--------SKRAVP--

GRMZM5G878008         ----------DIRNWIRNIEQHASD----NVNKILVGNKADMDE--------SKRAVP--

GRMZM2G373738         ESFN------NVKQWLDEIDRYAND----SVRRLLVGNKCDLAE---------NRAVD--

GRMZM2G136455         ESFN------NIKQWLSEIDRYASD----NVCKLLVGNKCDLVD---------SKVVD--

GRMZM2G106960         ESFN------NVKQWLNEIDRYASE----NVNKLLVGNKCDLAE---------NRVVS--

GRMZM2G037204         ESFN------NVKQWLNEIDRYASD----NVNKLLVGNKSDLTA---------NKVVA--

GRMZM2G097728         ESFN------NVKQWLNEIDRYASD----NVNKLLVGNKSDLTA---------NKVVA--

GRMZM2G097746         ESFN------NVKQWLNEIDRYASD----NVNKLLVGNKSDLTA---------NKVVA--

                                                        : ..* :                   

GRMZM2G181536         LAYYLG---------LTGCTTGKGTVDLAGTGVRPVEVFMCSVVRKMGYGE----GFKWM

AtSARA1b              LRYHLG---------LTNFTTGKGKVTLGDSGVRPLEVFMCSIVRKMGYGE----GFKWL

GRMZM2G038356         LRYHLG---------LSNFTTGKGKVNLGDSNVRPLEVFMCSVVRKMGYGD----GFKWV

GRMZM2G122666         LRYYLG---------LSNFTTGKGNVNLADSNVRPLEIFMCSVVRKMGYGE----GFKWM

GRMZM2G007188         FTEIMG---------LKTITDREVACF----------MTSCKNST------NIDSVIDWL

GRMZM2G081622         FTELMG---------LKTITDREVACF----------MTSCKNST------NIDSVIEWL

GRMZM2G089454         LVDQLG---------LESIKDREVCCY----------MISCKDSV------NIDIVIDWL

GRMZM2G171060         LVDQLG---------LELIKDREVCCY----------MISCKDSV------NIDVVIDWL

GRMZM2G079226         LARHLH---------LK-ELDERPCMF----------QAGSAFNG-TGIKH----GVDWL

GRMZM2G082836         LAKFLH----------K-ELDERPYTF----------QAVSAYDG-RGIKS----GIDWL

GRMZM2G011355         ITDKLG---------LH-SLRQRHWYI----------QSTCATTG-EGLYE----GLDWL

GRMZM2G154890         IAKVLN---------LEVMDRSRHWKI----------VGCSAYTG-EGLLE----GFDWL

GRMZM2G049055         ITDALS---------LH-SIKDHDWHI----------QASCAITG-DGLYD----GLGWI

GRMZM2G075253         IADEFG---------LPSRLCNRRWHI----------QSSSAISG-EGLHE----GMAWL

GRMZM2G147726         IDPVLR---------KI-GP--KTY-------------TGCTSNPDNGSPTHKDHPVSLL

GRMZM2G015361         ITDKLG---------LH-SLRQRHWYI----------QSTCATTG-EGLYE----GLDWL

GRMZM2G105996         ITDKLG---------LH-SLRQRHWYI----------QSTCATTG-EGLYE----GLDWL

GRMZM2G395844         ITDKLG---------LH-SLRQRHWYI----------QSTCATTG-EGLYE----GLDWL

AtARFA1a              ITDKLG---------LH-SLRQRHWYI----------QSTCATSG-EGLYE----GLDWL

GRMZM2G157596         ITDKLG---------LH-SLRQRHWYI----------QSTCATSG-EGLYE----GLDWL

GRMZM2G357399         ITDKLG---------LH-SLRQRHWYI----------QSTCATSG-EGLYE----GLDWL

GRMZM5G836182         ITDKLG---------LH-SLRQRHWYI----------QSTCATSG-EGLYE----GLDWL

GRMZM2G058474         VGQRLG---------LY-DLKNRTSRA----------VGACALTG-EGLHE----GLGWL

GRMZM2G152929         VSEGLG---------LH-DLRNRIWHI----------QGTCALRG-EGLYD----GLDWL

AtARFB1c              VCEGLG---------LL-DLKNRKWHI----------QGTCALQG-DGLYE----GLDWL

GRMZM2G011518         VCEGLG---------LY-DLTNRIWHI----------QGTCALKG-DGLYE----GLDWL

GRMZM2G106795         VCEGLG---------LY-DLKNRTWHI----------QGSCALKG-DGLYE----GLDWM

GRMZM2G113995         VCEGLG---------LY-DLKNRIWHI----------QGSCALKG-DGLYE----GLDWL

GRMZM2G459373         A------------KQVTF-YRKKSLQY---------YEVSAKSNY------NFEKPFLYL

AtRAN1                A------------KQVTF-HRKKNLQY---------YEISAKSNY------NFEKPFLYL

GRMZM2G157334         A------------KQVTF-HRKKNLQY---------YEISAKSNY------NFEKPFLYL

GRMZM2G354604         A------------KQVTF-HRKKNLQY---------YEISAKSNY------NFEKPFLYL

AC209819.3_FG012      TA-----------QGEELRRQIGAAAY---------IECSSKTQQ------NVKSVFDTA

GRMZM2G176217         TA-----------QGEELRKQIGAAAY---------IECSSKTQQ------NVKSVFDTA

GRMZM2G100505         TE-----------QGEELRKQIGAVAY---------IECSSKTQR------NVKAVFDTA

GRMZM2G375002         TA-----------QGEELRKLIGAAAY---------IECSSKTQQ------NIKAVFDAA

GRMZM5G803949         TA-----------QGEELRKQIGAPYY---------IECSSKTQL------NVKGVFDAA

GRMZM5G846811         TA-----------QGEELRKQIGAPYY---------IECSSKTQL------NVKGVFDAA

AtROP1                TA-----------QGEELRKQIGAPTY---------IECSSKTQE------NVKAVFDAA

AtROP11               TA-----------QGEELRKLIGATYY---------IECSSKTQQ------NVKAVFDSA

GRMZM2G102946         TA-----------QGEELRKHIGATCY---------IECSSKTQQ------NVKAVFDAA

GRMZM2G001953         TA-----------QGEELRRQIGAMYY---------IECSSKTQQ------NVKAVFDAA

GRMZM2G415327         TAQNFGDPAICTFQGEELRRQIGAMYY---------IECSSKTQQ------NVKAVFDAA

GRMZM2G044368         EK-----------KAKAWCASKGNIPY---------FETSAKDGT------NVEDAFQCI

GRMZM2G158887         EK-----------KAKAWCASKGNIPY---------FETSAKDGT------NVEDAFQCI

GRMZM5G811797         EK-----------KAKAWCASKGNIPY---------FETSAKDGT------NVEDAFQCI

GRMZM2G090034         EK-----------KAREWCASKGDIPY---------FETSAKEDH------NVDTAFLCI

GRMZM2G179215         DK-----------KAMEWCASKGNIPY---------FETSAKEDY------NVDNAFLTV

AC166636.1_FG008      TD-----------EGEAK-AQEHGAMF---------METSAKAGF------NVKPLFRKI

GRMZM2G128771         TE-----------EGESK-AKELNVMF---------IETSAKAGF------NIKPLFRKI

GRMZM2G075719         IE-----------EGEGK-AKDLGVMF---------IETSAKAGF------NIKALFRKI

GRMZM2G169694         IE-----------EGEGK-AKDLGVMF---------IETSAKAGF------NIKALFRKI

GRMZM2G015159         AE-----------EAKAY-AQENGLFF---------METSAKTAI------NVNDIFYEI

GRMZM2G131939         VE-----------EAKTY-AQENGLFF---------METSAKTAI------NVNDIFYEI

GRMZM2G362088         SQ-----------DAQDY-AEKNNMFF---------IETSAKTAD------NINQLFEEI

AtRABF1               TE-----------DGMEL-AEKNGMFF---------IETSAKTAD------NINQLFEEI

GRMZM2G024693         YE-----------EGEQF-AKEHGLVF---------MEASAKTAQ------NVEEAFIKT

GRMZM2G416142         YE-----------EGEQF-AKEHGLVF---------MEASAKTAQ------NVEEAFIKT

GRMZM2G173878         YE-----------EGEQF-AKEHGLIF---------MEASAKTAQ------NVEEAFVKT

GRMZM2G330430         YE-----------EGEQF-AKEHGLIF---------MEASAKTAQ------NVEEAFVKT

GRMZM2G052509         AD-----------EAARL-AEDQGLFF---------SEASALTGD------NVERAFLTL

AC197246.3_FG001      VE-----------EGKAL-AEAEGLFF---------METSALDAT------NVRTAFEIV

GRMZM2G335738         TA-----------EGQAL-AEAQGLFF---------METSALDSS------NVAAAFQTV

GRMZM2G019119         IE-----------DAKEF-AERENLFF---------METSALEAI------NVENAFMTV

GRMZM2G122805         TE-----------DAKEF-AEKENLFF---------LETSALQAT------NVENAFQTV

GRMZM2G061280         TE-----------DAKEF-AEKENLFF---------LETSALQAT------NVESAFQTV

GRMZM2G164527         TE-----------DAKEF-AEKENLFF---------LETSALQAT------NVESSFQTV

GRMZM2G061912         ED-----------EGKAL-AEKEGLFF---------LETSAMEAI------NVEQAFQTI

GRMZM2G093186         ED-----------EGKAL-AEKEGLFF---------LETSAMEAI------NVEEAFQTI

GRMZM2G154960         EE-----------DGRAF-SEKEGLSF---------LETSALEAI------NVEKAFHTI

GRMZM2G473906         EE-----------DGQAL-AEKEGLSF---------LETSALEAL------NVEKAFQTV

GRMZM2G144008         EE-----------DGQAL-AEKEGLSF---------LETSALEAL------NVEKAFQTV

AtRABA1a              TE-----------EAKAF-AERESLYF---------METSALDAT------NVENAFTEV

GRMZM2G127648         TD-----------DAKEF-AEAESMYF---------METSALDAT------NVDSSFSEV

GRMZM2G018619         TD-----------EGKAF-AERESLYF---------METSALEST------NVENAFAEV

GRMZM2G101938         TD-----------EGKAF-AERESLYF---------METSALEST------NVENAFAEV

GRMZM2G023436         PE-----------DAAAF-AERHGTFS---------METSALDAT------NVERAFAEV

GRMZM2G020661         TE-----------DAKAF-AERQNAFF---------METSALEAM------NVEDAFTEV

GRMZM2G039900         VE-----------DAKGF-AEREMTFF---------METSALESM------NVESAFTEV

GRMZM2G124732         VE-----------DAKGF-AERESTFF---------METSALESM------NVESAFTEV

AC217358.3_FG008      RG-----------DAAAL-AEREGLSF---------VETSALDAT------NVDAAFETL

AC217358.3_FG009      RG-----------DAAAL-AEREGLSF---------VETSALDAT------NVDAAFETL

GRMZM2G020544         TD-----------DARSF-AEAEGLSY---------IETSALEAT------NVEEAFQLI

GRMZM2G029486         VE-----------DAASF-AESEGLFF---------IETSALDAT------NVEKAFHTV

AC149818.2_FG001      KE-----------EGLAF-AQERGCLF---------VESSAKTRE------NVEKCFEEL

GRMZM2G075051         KE-----------EGLAF-AEEYGCLF---------LESSAKTRE------NVEKCFEEL

GRMZM5G809265         EE-----------EGLAF-AEESGCLF---------LESSAKTRE------NVEKCFEEL

GRMZM2G149847         TA-----------QGQKL-ADEYGIKF---------FETSAKTNR------NVEQVFFAM

GRMZM2G179090         MA-----------QGQKL-ADEYGIKF---------FETSAKTNQ------NVEQVFFAM

GRMZM2G360867         TS-----------KGQAL-ADEYGIKF---------FETSAKTNL------NVEQVFFSI

AtRABE1a              KS-----------KGQAL-ADEYGMKF---------FETSAKTNL------NVEEVFFSI

GRMZM2G061900         TS-----------KGQAL-ADEYGIKF---------FETSAKTNL------NVEQVFFSI

GRMZM5G878008         TA-----------KGQAL-ADEYGIKF---------FETFWIPGP-----------LFGF

GRMZM2G373738         T--------------SAY-AEEVGIPF---------LETSAKESI------NVEEAFLAM

GRMZM2G136455         TE-----------KAKDF-ADSLGIPF---------IETSAKESI------NVEEAFLTM

GRMZM2G106960         YE-----------AGKAL-ADDIGIPF---------LETSAKDAT------NVEKAFMTM

GRMZM2G037204         TE-----------TAKAF-ADEMGIPF---------METSAKNAI------NVEQAFMAM

GRMZM2G097728         TE-----------TAKAF-ADEMGIPF---------METSAKNAT------NVEQAFMAM

GRMZM2G097746         TE-----------TAKAF-ADEMGIPF---------METSAKNAI------NVEQAFMAM

                                                                              .   

GRMZM2G181536         SQYIN-------------------------------------------------------

AtSARA1b              SQYIN-------------------------------------------------------

GRMZM2G038356         SQYIK-------------------------------------------------------

GRMZM2G122666         SQYIK-------------------------------------------------------

GRMZM2G007188         VKNSKKKN----------------------------------------------------

GRMZM2G081622         VKHSKKKN----------------------------------------------------

GRMZM2G089454         IKHSRTAK----------------------------------------------------

GRMZM2G171060         IKHSRTAK----------------------------------------------------

GRMZM2G079226         VEEMERSKRTEALRARTEAA-GKI------------------------------------

GRMZM2G082836         VEQMEKSKRTETLQARAGVA-GQI------------------------------------

GRMZM2G011355         SSNIASKLNLRKDESVISTD-GGNEETDTDS-LHVARGLSHPGLLS-SLSN--KASVVP-

GRMZM2G154890         VQDVASRIYVLD------------------------------------------------

GRMZM2G049055         AQKVAGKATAS-------------------------------------------------

GRMZM2G075253         CTNIR-------------------------------------------------------

GRMZM2G147726         PSSIQRASSSDSSRRATQ----GQRRTDDDYTQTLARKEEDRDRTSTRIPDAEKRKQQP-

GRMZM2G015361         SNNIANKVLVSFQCAITK----L--------HTCL-------------------------

GRMZM2G105996         SSNIASKA----------------------------------------------------

GRMZM2G395844         SSNIATKKDACFCARN--------------------------------------------

AtARFA1a              SNNIAGKA----------------------------------------------------

GRMZM2G157596         SNNIANKARSI-------------------------------------------------

GRMZM2G357399         SNNIANKS----------------------------------------------------

GRMZM5G836182         SSNISSKS----------------------------------------------------

GRMZM2G058474         AATLKDARAWGTSVRF--------------------------------------------

GRMZM2G152929         ASTLKQLQESGHATSVAG----P--------SI---------------------------

AtARFB1c              SATLKEVKAAGYSSVGPS----F-------------------------------------

GRMZM2G011518         ATTLDEMRASGRLTSASS----S--------AS---------------------------

GRMZM2G106795         ASTLKELQASGRLPSGGT----S--------LF---------------------------

GRMZM2G113995         ASTLKELQASGRLPSGGT----S--------LF---------------------------

GRMZM2G459373         ARKLAGDSNLHFVETPA----------LAPPDVTIDMAAQQ--QHEAELAAAAAQPLLDD

AtRAN1                ARKLAGDQNLHFVETPA----------LAPPEVHIDIADQQ--KNEAELLQAAAQPLPDD

GRMZM2G157334         ARKLAGDQNLHFVEAVA----------LKPPEVQIDMAMQQ--QHEAELAAAAAQPLPDD

GRMZM2G354604         ARKLAGDPNLHFVEAVA----------LKPPEVTIDMAMQQ--QHEAELAAAAAQPLPDD

AC209819.3_FG012      IKVVLQPPRRREATPAR-------------RK-----------------------N-RR-

GRMZM2G176217         IKVVLQPPRRREAVPAR-------------KK-----------------------N-RR-

GRMZM2G100505         IKVVLQPPRRREVTRKK-------------MK-----------------------A----

GRMZM2G375002         IKVVLQPPKQKKRK------------------------------------------KKV-

GRMZM5G803949         IKVVLQPPKAKKKK------------------------------------------KAQ-

GRMZM5G846811         IKVVLQPPKAKKKK------------------------------------------KVQ-

AtROP1                IRVVLQPPKQKKKK------------------------------------------SKA-

AtROP11               IKEVIKPLVKQKEKTKK-------------KK-----------------------KQKS-

GRMZM2G102946         IKVVIRPPTKQRERKKK-------------K---------------------------E-

GRMZM2G001953         IKVVIQPPTKLREKKKK-------------K---------------------------S-

GRMZM2G415327         IKVVIQPPTKIREKKKK-------------K---------------------------S-

GRMZM2G044368         VKNALKNEPEEELYVP--------------DTVDV-VG---------------GNRAQR-

GRMZM2G158887         VKNALKNEPEEELYVP--------------DTVDV-VG---------------GNRAQR-

GRMZM5G811797         VKNALKNEPEEELYVP--------------DTVDV-VG---------------GNRAQR-

GRMZM2G090034         ARLALEHEHDQDIYFK--------------TVAEQ-VP---------------DTEQT--

GRMZM2G179215         AKLALEHERDQDIYFQ--------------SVADP-VP---------------ETEQR--

AC166636.1_FG008      AGSLPGLDALSSG--------------KQEDMVDINLRPAS--GSSASGAAAQLEQKSG-

GRMZM2G128771         AAALPGMETLS-A--------------KQEDMVDVNLKSTS--SQSN-----SQQQEGS-

GRMZM2G075719         AAALPGMETLSSA--------------KQEDMVDVNLRSGN--ANSS-----QSQAQAG-

GRMZM2G169694         AAALPGMETLSSA--------------KQEDMVDVNLRSGN--ANSS-----QSQAQAG-

GRMZM2G015159         AKKLLQGQQAPSP--------------QAGMV--LNQRPNE--RTV------------S-

GRMZM2G131939         AKRLLQGQEAPSP--------------QAGIV--LNQRPDE--RMV------------S-

GRMZM2G362088         AKRLPRPTAS--------------------------------------------------

AtRABF1               GKRLPRPAPSS-------------------------------------------------

GRMZM2G024693         AGTIYKKIQDGIFDVSNESN-----GIKVGYAVPNSSGGG-------------AGSSSQ-

GRMZM2G416142         AGTIYKKIQDGIFDVSNESN-----GIKVGYAVPNSSGGG-------------AGSSSQ-

GRMZM2G173878         AGAIYKKIQDGVFDVSNESY-----GIKVGYAIPGQSGGA-------------GSSSSQ-

GRMZM2G330430         AGAIYKKIQDGVFDVSNESY-----GIKVGYVVPGQSGGA-------------GSS-SQ-

GRMZM2G052509         LEEVFAAVSRRALELDEARRMRGDQGDGGGEVLSLKGTAVD----VGS---IMETSAMK-

AC197246.3_FG001      IREIYSNVSRKVLNSDSYKAE-----LSLN-RVSIDGDSKD------------EQKQGS-

GRMZM2G335738         VKEIYSILSRKVFQSLEQKKSE-LQSLSSGKAVVLQGE-AN------------QTSSGG-

GRMZM2G019119         LTEIYRTVSKKNLVANEEPDSSGNSSLLKGTKIVVPGQ-E--------------PPSTL-

GRMZM2G122805         LTEIFKIHSKKNMAAD--PRANGAAPSLAGKKVIVPGP-A--------------QEI-P-

GRMZM2G061280         LTEIFKIHSKKNMVSE--PKSNGAAPAMPGTKVLVPGP-A--------------QEI-P-

GRMZM2G164527         LTEIFKIHSKKNMVSE--PKSNGAAPAMPGTKVLVPGP-A--------------QEI-P-

GRMZM2G061912         MTEVYGIVNRKALAAKEAAAAT-ASLPSQGKIISIDS-----------------TAGNT-

GRMZM2G093186         ITEVYGIVNRKALAAKEAAATA-APLPSQGKTISIDS-----------------NAGNT-

GRMZM2G154960         LSEIHQTVSKKALAAQASAS-T-NGRSMQGTTINVAE-----------------SSTVT-

GRMZM2G473906         LSDIHQIISKKALAAQEAA--G-SGPPGQGTTINIAD-----------------PSANT-

GRMZM2G144008         LSDIHQIISKKALAAQEAA--G-SGPPGQGTTINVAD-----------------SSANM-

AtRABA1a              LTQIHKIVSKRSVDGGGESA-D---LPGKGETINV----KE------------DGSVLK-

GRMZM2G127648         LTQIYQIVSKKTVEASEEGA-A---APGKGEKINV----KD------------DVSAMK-

GRMZM2G018619         LAQIYRIVDKRAVEAGEDAA-S---GPGRGEKINI----KD------------DVSAVK-

GRMZM2G101938         LTQIYRIVSKRAVEAGEDAA-S---GPGKGEKINI----KD------------DVSAVK-

GRMZM2G023436         LRQIYHVVSRNALDIGDDPA-----APPRGKTIDVSAA-KD------------EVSPVN-

GRMZM2G020661         LAQIYRVVSKKALDIGDDPA-----APPRGHTINVGG--KD------------DVSAVK-

GRMZM2G039900         LTQIYRVVSKKALDIGDDPA-----APPRGQTINVGG--KD------------DVSAVK-

GRMZM2G124732         LTQIYRVVSKKALDIGDDPA-----APPRGQTINVGG--KD------------DVSAVK-

AC217358.3_FG008      LTEIYRAVSRKALAASSAGD-D-AAAVGEGQAIQVSAG-D--------------SAG-L-

AC217358.3_FG009      LTEIYRAVSRKALAASSAGD-D-AGAVGEGQAIQVSAS-D--------------SAG-L-

GRMZM2G020544         LGDIYRAVSKKPVASDEVGA-G-QGGVKEGKTIDVATG-A--------------DAAAH-

GRMZM2G029486         LAEIYRIISKKPLSSEESGL-G-SGNLREGQSIQVSAT-N--------------SGA-L-

AC149818.2_FG001      ALKILQVPSLLEEGSSV----------VKRNTLTLKQK---------------QENANR-

GRMZM2G075051         ALKILEVPSLLEEGSSS----------VVKRNILKQKQ---------------ESDAKN-

GRMZM5G809265         ALKILEVPSLLEEGSSS----------VVKRNILKQKQ---------------ESHAKN-

GRMZM2G149847         ARDVKQRLTETV--AAA----------AEPPTIQISRPDPD----QA----DAASSRRW-

GRMZM2G179090         ARDVKRRLTETV--AAA----------AEPPAIQISRPDSG----QA----GAASSTRW-

GRMZM2G360867         ARDIKQRLSETD--SK-----------PEDRTIKIKAEGE------A------DAAEAQ-

AtRABE1a              AKDIKQRLADTD--AR-----------AEPQTIKINQSDQ------G----AGTSQATQ-

GRMZM2G061900         ARDIKQRLSETD--SK-----------PEDRTIKIKAEGE------A-----EAAAAAQ-

GRMZM5G878008         Q-----------------------------------------------------------

GRMZM2G373738         SAAIKKSKAGSQ--AAL----------ERKPSNVVQMK---------------GRPIQQ-

GRMZM2G136455         SSEIKKRMATQP--TVE----------R-RPTVHVHMK---------------GQPIQQ-

GRMZM2G106960         AGEIKNRMASQP--AAS----------GASRPATVQMR---------------GQPVSQ-

GRMZM2G037204         AASIKDRMASQP--AAA-----------NARPATVQIR---------------GQPVNQ-

GRMZM2G097728         AASIKDRMASQP--AAA-----------NARPATVQIR---------------GQPVNQ-

GRMZM2G097746         AASIKDRMASQP--AAA-----------NARPATVQIR---------------GQPVNQ-

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         TP--LLPSGQSDLRFNR---L-----------------RPSID-------------ESDC

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         KSDVVAETNFKSDAFRK---GKRRPWTSP---------SPRLSSK--KSPSTNIKP----

GRMZM2G015361         ---------NKILSFNQ---HSHDLWNKSDLFCCLA--LPRMSCT--HVWHTDILILNEC

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         DDGMI-E-----------------------------------------------------

AtRAN1                DDDIF-E-----------------------------------------------------

GRMZM2G157334         DDDLI-E-----------------------------------------------------

GRMZM2G354604         DDDLI-E-----------------------------------------------------

AC209819.3_FG012      GSGCS-I---MN------------------LMCGSTCAA---------------------

GRMZM2G176217         GSGCS-I---MN------------------LVCGSTCAA---------------------

GRMZM2G100505         RSNQS-L---RR------------------YLCGSGCFTS--------------------

GRMZM2G375002         QKGCT-I----L------------------------------------------------

GRMZM5G803949         RGACS-I----L------------------------------------------------

GRMZM5G846811         RGACS-I----L------------------------------------------------

AtROP1                QKACS-I----L------------------------------------------------

AtROP11               NHGCL-S----N------------------VLCGRIVTRH--------------------

GRMZM2G102946         RRGCS-I------------------------FCSRIMHARRLGCFK--------------

GRMZM2G001953         RKGCS-M------------------------VNILS--GRKMLCFKS-------------

GRMZM2G415327         RKGCS-M------------------------MQTCV--RDWRRITPRLPPSPR---KNSA

GRMZM2G044368         SSGCC-------------------------------------------------------

GRMZM2G158887         SSGCC-------------------------------------------------------

GRMZM5G811797         SSGCC-------------------------------------------------------

GRMZM2G090034         -SGCA-C-----------------------------------------------------

GRMZM2G179215         -SGCA-C-----------------------------------------------------

AC166636.1_FG008      GCSC--------------------------------------------------------

GRMZM2G128771         GCAC--------------------------------------------------------

GRMZM2G075719         GCSCY-S---PSLSYSTIVSLLLYPIYHYRVFCRVTVFRTVLSCFCRDS-----------

GRMZM2G169694         GCSC--------------------------------------------------------

GRMZM2G015159         SSSCC-S-----------------------------------------------------

GRMZM2G131939         TSSCC-S-----------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         AGGCC-S-----------------------------------------------------

GRMZM2G416142         AGGCC-S-----------------------------------------------------

GRMZM2G173878         GGGCC-S-----------------------------------------------------

GRMZM2G330430         GGGCC-S-----------------------------------------------------

GRMZM2G052509         RSSQC-A---CS------------------------------------------------

AC197246.3_FG001      RFGCC-------------------------------------------------------

GRMZM2G335738         RWCCS-S-----------------------------------------------------

GRMZM2G019119         KATCC-M---SS------------------------------------------------

GRMZM2G122805         KSKCC-S---SM------------------------------------------------

GRMZM2G061280         KSKCC-S---SM------------------------------------------------

GRMZM2G164527         KSKCC-S---SM------------------------------------------------

GRMZM2G061912         KRACC-S---T-------------------------------------------------

GRMZM2G093186         KKACC-S---T-------------------------------------------------

GRMZM2G154960         KGSCC-S---S-------------------------------------------------

GRMZM2G473906         KRGCC-S---S-------------------------------------------------

GRMZM2G144008         KGGCC-S---S-------------------------------------------------

AtRABA1a              RMGCC-S---N-------------------------------------------------

GRMZM2G127648         RVGCC-S---N-------------------------------------------------

GRMZM2G018619         KGGCC-S---S-------------------------------------------------

GRMZM2G101938         KGGCC-S---S-------------------------------------------------

GRMZM2G023436         AGGCC-S---SA------------------------------------------------

GRMZM2G020661         KSACC-S---S-------------------------------------------------

GRMZM2G039900         KAGCC-S---S-------------------------------------------------

GRMZM2G124732         KSGCC-S---S-------------------------------------------------

AC217358.3_FG008      TTRCC-A---F-------------------------------------------------

AC217358.3_FG009      TTRCC-A---F-------------------------------------------------

GRMZM2G020544         KKQCC-S---A-------------------------------------------------

GRMZM2G029486         TSRCC-S---S-------------------------------------------------

AC149818.2_FG001      SGGCC-Q-----------------------------------------------------

GRMZM2G075051         GSGCC-Q-----------------------------------------------------

GRMZM5G809265         GSGCC-Q-----------------------------------------------------

GRMZM2G149847         SSSCC-N---T-------------------------------------------------

GRMZM2G179090         SSSCC-S---T-------------------------------------------------

GRMZM2G360867         KSACC-G---S-------------------------------------------------

AtRABE1a              KSACC-G---T-------------------------------------------------

GRMZM2G061900         NSACC-G---S-------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         EQ----------------------------------------------------------

GRMZM2G136455         KSSCC-S---S-------------------------------------------------

GRMZM2G106960         QSSCC-S-----------------------------------------------------

GRMZM2G037204         KTSCC-S---S-------------------------------------------------

GRMZM2G097728         KTSCC-S---S-------------------------------------------------

GRMZM2G097746         KTSCC-S---S-------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         KYKRL-----FGYYVAR--------EAVIDEEYWIV---AWLRAEDQYENESGNR-----

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         RPRDN-----AGYLRQRRCPDIPPKPSQRDIDMLATAKVVLDATPTGRAHGIGHHLAASA

GRMZM2G015361         RPEWTILLFHGAHLHMARHGHFDPQTIIVSLE-----SIVFLC-----------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         RPKKA-------------------DESLLPVFPWVLAAINLRD-ESKIVSVVSPSHKSNH

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         PLPQASVAAPPDDNSAAASTQPLQPLPSRAARSTVQEGRKILPKSQPTGRPMALPTGAST

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         PLPELQS--SPELQLESI---QFQSLKHTTA-----VLVVIISPGCGAGRLVN-------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         EAHALPRDSTCHGAQRSSHGSCRTRTPGGRARHRRETRTRRQRASPPRPCPPPAASTWAH

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         -WAILSRDDQP-----------RAVSPPDQQQAA-D---SPVSRTPSNPPPPPRRRSSLS

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         STATATKTMSRARIRALATPTSGCLAA----TVLGVRASIPDLPGALDDAAITESLELHK

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         SQP--------PPIEPLAPAPGGGMEAGGEEFAIGVVLSAK-------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

GRMZM2G038356         ------------------------------------------------------------

GRMZM2G122666         ------------------------------------------------------------

GRMZM2G007188         ------------------------------------------------------------

GRMZM2G081622         ------------------------------------------------------------

GRMZM2G089454         ------------------------------------------------------------

GRMZM2G171060         ------------------------------------------------------------

GRMZM2G079226         ------------------------------------------------------------

GRMZM2G082836         ------------------------------------------------------------

GRMZM2G011355         ------------------------------------------------------------

GRMZM2G154890         ------------------------------------------------------------

GRMZM2G049055         ------------------------------------------------------------

GRMZM2G075253         ------------------------------------------------------------

GRMZM2G147726         IKSRQWAIFKTSAIKGEGLFEGLDCLRFTRAANQTQTQIKSTHVVTRDE--TMQLTNHMN

GRMZM2G015361         ------------------------------------------------------------

GRMZM2G105996         ------------------------------------------------------------

GRMZM2G395844         ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

GRMZM2G157596         ------------------------------------------------------------

GRMZM2G357399         ------------------------------------------------------------

GRMZM5G836182         ------------------------------------------------------------

GRMZM2G058474         ------------------------------------------------------------

GRMZM2G152929         ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

GRMZM2G011518         ------------------------------------------------------------

GRMZM2G106795         ------------------------------------------------------------

GRMZM2G113995         ------------------------------------------------------------

GRMZM2G459373         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

GRMZM2G157334         ------------------------------------------------------------

GRMZM2G354604         ------------------------------------------------------------

AC209819.3_FG012      ------------------------------------------------------------

GRMZM2G176217         ------------------------------------------------------------

GRMZM2G100505         ------------------------------------------------------------

GRMZM2G375002         ------------------------------------------------------------

GRMZM5G803949         ------------------------------------------------------------

GRMZM5G846811         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

GRMZM2G102946         ------------------------------------------------------------

GRMZM2G001953         ------------------------------------------------------------

GRMZM2G415327         ------------TTLGE-EFEGQ-IVAFDRPSNLLV-----IHILPKSLMLVTRISMSFT

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

AC149818.2_FG001      ------------------------------------------------------------

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

GRMZM2G360867         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

GRMZM2G037204         ------------------------------------------------------------

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

GRMZM2G181536         --------------------------------------

AtSARA1b              --------------------------------------

GRMZM2G038356         --------------------------------------

GRMZM2G122666         --------------------------------------

GRMZM2G007188         --------------------------------------

GRMZM2G081622         --------------------------------------

GRMZM2G089454         --------------------------------------

GRMZM2G171060         --------------------------------------

GRMZM2G079226         --------------------------------------

GRMZM2G082836         --------------------------------------

GRMZM2G011355         --------------------------------------

GRMZM2G154890         --------------------------------------

GRMZM2G049055         --------------------------------------

GRMZM2G075253         --------------------------------------

GRMZM2G147726         YFHRSRYNGLSFFLYTITGGMLGGQEPPDRLYWLLVVP

GRMZM2G015361         --------------------------------------

GRMZM2G105996         --------------------------------------

GRMZM2G395844         --------------------------------------

AtARFA1a              --------------------------------------

GRMZM2G157596         --------------------------------------

GRMZM2G357399         --------------------------------------

GRMZM5G836182         --------------------------------------

GRMZM2G058474         --------------------------------------

GRMZM2G152929         --------------------------------------

AtARFB1c              --------------------------------------

GRMZM2G011518         --------------------------------------

GRMZM2G106795         --------------------------------------

GRMZM2G113995         --------------------------------------

GRMZM2G459373         --------------------------------------

AtRAN1                --------------------------------------

GRMZM2G157334         --------------------------------------

GRMZM2G354604         --------------------------------------

AC209819.3_FG012      --------------------------------------

GRMZM2G176217         --------------------------------------

GRMZM2G100505         --------------------------------------

GRMZM2G375002         --------------------------------------

GRMZM5G803949         --------------------------------------

GRMZM5G846811         --------------------------------------

AtROP1                --------------------------------------

AtROP11               --------------------------------------

GRMZM2G102946         --------------------------------------

GRMZM2G001953         --------------------------------------

GRMZM2G415327         YWSRCSYAPVVVLFP-----------------------

GRMZM2G044368         --------------------------------------

GRMZM2G158887         --------------------------------------

GRMZM5G811797         --------------------------------------

GRMZM2G090034         --------------------------------------

GRMZM2G179215         --------------------------------------

AC166636.1_FG008      --------------------------------------

GRMZM2G128771         --------------------------------------

GRMZM2G075719         --------------------------------------

GRMZM2G169694         --------------------------------------

GRMZM2G015159         --------------------------------------

GRMZM2G131939         --------------------------------------

GRMZM2G362088         --------------------------------------

AtRABF1               --------------------------------------

GRMZM2G024693         --------------------------------------

GRMZM2G416142         --------------------------------------

GRMZM2G173878         --------------------------------------

GRMZM2G330430         --------------------------------------

GRMZM2G052509         --------------------------------------

AC197246.3_FG001      --------------------------------------

GRMZM2G335738         --------------------------------------

GRMZM2G019119         --------------------------------------

GRMZM2G122805         --------------------------------------

GRMZM2G061280         --------------------------------------

GRMZM2G164527         --------------------------------------

GRMZM2G061912         --------------------------------------

GRMZM2G093186         --------------------------------------

GRMZM2G154960         --------------------------------------

GRMZM2G473906         --------------------------------------

GRMZM2G144008         --------------------------------------

AtRABA1a              --------------------------------------

GRMZM2G127648         --------------------------------------

GRMZM2G018619         --------------------------------------

GRMZM2G101938         --------------------------------------

GRMZM2G023436         --------------------------------------

GRMZM2G020661         --------------------------------------

GRMZM2G039900         --------------------------------------

GRMZM2G124732         --------------------------------------

AC217358.3_FG008      --------------------------------------

AC217358.3_FG009      --------------------------------------

GRMZM2G020544         --------------------------------------

GRMZM2G029486         --------------------------------------

AC149818.2_FG001      --------------------------------------

GRMZM2G075051         --------------------------------------

GRMZM5G809265         --------------------------------------

GRMZM2G149847         --------------------------------------

GRMZM2G179090         --------------------------------------

GRMZM2G360867         --------------------------------------

AtRABE1a              --------------------------------------

GRMZM2G061900         --------------------------------------

GRMZM5G878008         --------------------------------------

GRMZM2G373738         --------------------------------------

GRMZM2G136455         --------------------------------------

GRMZM2G106960         --------------------------------------

GRMZM2G037204         --------------------------------------

GRMZM2G097728         --------------------------------------

GRMZM2G097746         --------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 4
chr6.CM0385.290.r2.d        MFLFDWFYGILAS-----------------------LGLWQKEAKILFLGLDNAGKTTLL

chr4.CM0333.810.r2.d        MFLFDWFYGILAT-----------------------LGLWQKEAKILFLGLDNAGKTTLL

AtSARA1b                    MFLFDWFYGILAS-----------------------LGLWQKEAKILFLGLDNAGKTTLL

LjSGA_036221.1              MGLWDSMLDWLRS-----------------------L-FFKQEMELSLVGLQNAGKTSLV

chr6.CM0139.590.r2.d        MF--SLFYGLWKH-----------------------M-FSKLELHVLILGIDKAGKTTLL

chr4.CM0165.920.r2.d        MG--LL-SIIRKI-----------------------K-RKEKEMRILMVGLDNSGKTTIV

chr5.CM0071.980.r2.m        MG--ALMSRFWFM-----------------------L-FPAKEYKIVVVGLDNAGKTTTL

chr5.CM0071.1040.r2.m       MG--ALMSRFWFM-----------------------L-FPAKEYKIVVVGLDNAGKTTTL

AtARFB1c                    MG--QTFRKLFDT-----------------------F-FGNQEMRVVMLGLDAAGKTTIL

chr2.CM0018.1040.r2.m       MG--QAFRKLFDT-----------------------F-FGTSEMRVVMLGLDAAGKTTIL

chr3.LjT33M17.140.r2.d      MG--QAFRKLFDT-----------------------F-FGNTEMRVVMLGLDAAGKTTIL

LjSGA_041872.1              MG--LTVSRTLRL-----------------------F-YAKKDMRILMVGLDAAGKTTTL

chr2.CM0008.210.r2.m        MG--LSFTKLFSR-----------------------L-FAKKEMRILMVGLDAVGKTTIL

chr1.CM0122.1620.r2.m       MG--LSFTKLFSR-----------------------L-FAKKEMRILMVGLDAVGKTTIL

LjSGA_037475.1              MG--LTFTKLFSR-----------------------L-FAKKEMRILMVGLDAAGKTTIL

AtARFA1a                    MG--LSFAKLFSR-----------------------L-FAKKEMRILMVGLDAAGKTTIL

chr1.CM0166.830.r2.m        ----------------------------MA-------STASRFIKCVTVGDGAVGKTCML

AtROP11                     ----------------------------MA-------SSASKFIKCVTVGDGAVGKTCML

chr2.CM0660.270.r2.m        -------------------------------------MSASKFIKCVTVGDGAVGKTCML

chr2.CM0272.860.r2.m        -------------------------------------MSASRFIKCVTVGDGAVGKTCLL

LjSGA_049634.1              -------------------------------------MSASRFIKCVTVGDGAVGKTCLL

AtROP1                      -------------------------------------MSASRFVKCVTVGDGAVGKTCLL

chr1.CM0017.1600.r2.d       -------------------------------------MSASRFIKCVTVGDGAVGKTCLL

LjSGA_024983.1              -------------------------------------MSASRFIKCVTVGDGAVGKTCLL

chr3.CM0160.990.r2.m        -------------------------------------MSTARFIKCVTVGDGAVGKTCML

chr4.CM0432.3330.r2.d       -------------------------------------MSTARFIKCVTVGDGAVGKTCML

LjSGA_031947.1              MVCNACFHSLFFNSIAFPPCLTFLLFSPKA--LPQQQVVDYPSFKLVIVGDGGTGKTTFV

chr1.CM0442.460.r2.d        ----------------------------MA--LPNQQTVDYPNFKLVIVGDGGTGKTTFV

AtRAN1                      ----------------------------MA--LPNQQTVDYPSFKLVIVGDGGTGKTTFV

chr3.LjT46L11.30.r2.m       ----------------------------MAQWQGDSDEGIDYMFKVVMVGDSGVGKSQLL

chr4.CM0042.2210.r2.m       ------------------------------MAADAFDEQCDYLFKAVLIGDSGVGKSNLI

chr1.CM0017.810.r2.a        ------------------------------MSSSEDEGGEEYLFKIVIIGDSAVGKSNLL

chr1.CM0316.740.r2.d        ------------------------------MSSSEDEGGEEYLFKIVIIGDSAVGKSNLL

chr3.CM0160.970.r2.m        --------------------------------MGTSDEDYDYLFKLVLIGDSGVGKSNLL

chr3.CM0282.210.r2.d        ------------------------------MAGYRADDDYDYLFKVVLIGDSGVGKSNLL

AtRABA1a                    ------------------------------MAGYRADEEYDYLFKLVLIGDSGVGKSNLL

LjSGA_102820.1              ------------------------------MGGYRTDDEYDYLFKLVLIGDSGVGKSNLL

chr3.LjT39G17.10.r2.m       ------------------------------MAGYKADDEYDYLFKLVLIGDSGVGKSNLL

chr1.CM1875.90.r2.m         ------MRGLNSRSGQ--K----EKNREVLRGGGMDEKEYDYLFKLVLGGDSEVRKSNLV

LjSGA_034664.2              -------------------------------MARRGEEEYDYLFKVVLIGDSGVGKSNLF

chr2.CM0011.460.r2.a        -------------------------------MAYKVDHEYDYLFKIVLIGDSGVGKSNIL

chr3.CM0792.300.r2.d        -------------------------------MAHRVDHEYDYLFKIVLIGDSGVGKSNIL

chr5.CM0909.740.r2.m        ----------------------------MGSGSKVGNSNYDYSFKILLTGDSGVGKSSLL

chr4.CM0680.90.r2.m         ------------------------------MDSSSAPQEFDYLFKLLMIGDSGVGKSSLL

chr5.CM1077.320.r2.a        -----------------------------MSSSSGQSSAYDLSFKILLIGDSAVGKSSLL

chr1.CM0012.2150.r2.m       --------------------------------MSSSSGGYDLSFKILLIGDSGVGKSSLL

chr6.LjT02P05.170.r2.d      -------------------------------------MSYAYLFKYIIIGDTGVGKSCLL

LjT42G13.80.r2.d            -------------------------------------MSYAYLFHYIIIGDTGVGKSCLT

chr1.LjT29L18.70.r2.d       ----------------------------------MVILCSDYLFKLLLIGDSGVGKSCLL

chr5.CM0180.240.r2.m        ---------------------------MAGAPAARARADYDYLIKLLLIGDSGVGKSCLL

chr3.CM0786.130.r2.d        ----------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLL

chr5.CM0428.500.r2.a        ----------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLL

AtRABE1a                    ----------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLL

chr5.LjT05O23.40.r2.d       MGCGSSLPDRDSRPF---G---RDNPENGG-----GQDAKNLRVKLVLLGDSGVGKSCIV

AtRABF1                     MGCASSLPDRNSGTLS--G---LSNSENAV-----PADAKNLRVKLVLLGDSGVGKSCIV

chr2.LjT08I01.80.r2.a       ----------------------------MA-----TVGHNNLNAKLVLLGDMGTGKSSLV

chr3.CM0253.350.r2.d        ----------------------------MA-----RPGNKIIQAKLVLLGDMGTGKTSLA

chr4.CM0307.320.r2.d        ----------------------------MA------TVSPLAKYKLVFLGDQSVGKTSII

chr4.CM0831.280.r2.d        ----------------------------MA------PVSALAKYKLVFLGDQSVGKTSII

LjSGA_031184.1              ----------------------------MA-------SRRRMLLKVIILGDSGVGKTSLM

LjSGA_027414.2              -----------------------------------------------------MWTVNYL

LjSGA_096053.1              ------------------------------------------------------------

chr6.CM0385.290.r2.d        HMLKDE-------RLVQHQPTQYPTSEE--L--SI-GKIKFKAFDLGGHQIARRVWKDYY

chr4.CM0333.810.r2.d        HMLKDE-------RLVQHQPTQYPTSEE--L--SI-GKIKFKAFDLGGHQIARRVWKDYY

AtSARA1b                    HMLKDE-------RLVQHQPTQHPTSEE--L--SI-GKIKFKAFDLGGHQIARRVWKDYY

LjSGA_036221.1              NSIATGG------YSEDMIPTVGFNMRK--V--TK-GNVTIKLWDLGGQRRFRTMWERYC

chr6.CM0139.590.r2.d        EKMKTMYSNVEGLPPDRIVPTVGLNIGR--T--EV-ANRKLVFWDLGGQPGLRSIWEKYY

chr4.CM0165.920.r2.d        LKINGE-------DTSVISPTLGFNIKT--I--SY-QTYTLNIWDVGGQKTIRSYWRNYF

chr5.CM0071.980.r2.m        YKLHLG-------EVVTTNPTVGSNVEE--L--VY-KNIRFEVWDLGGQERLRTSWATYY

chr5.CM0071.1040.r2.m       YKLHLG-------EVVTTNPTVGSNVEE--L--VY-KNIRFEVWDLGGQERLRTSWATYY

AtARFB1c                    YKLHIG-------EVLSTVPTIGFNVEK--V--QY-KNVIFTVWDVGGQEKLRPLWRHYF

chr2.CM0018.1040.r2.m       YKLHIG-------EVLSTVPTIGFNVEK--V--QY-KNVIFTVWDVGGQEKLRPLWRHYF

chr3.LjT33M17.140.r2.d      YKLHIG-------EVLSTVPTIGFNVEK--V--QY-KNVIFTVWDVGGQEKLRALWRHYF

LjSGA_041872.1              YKLKLG-------EIVTTIPTIGFNVET--V--EY-KNISFTVWDVGGQDKIRPLWRHYF

chr2.CM0008.210.r2.m        YKLKLG-------EIVTTIPTIGFNVET--V--EY-KNISFTVWDVGGQDKIRPLWRHYF

chr1.CM0122.1620.r2.m       YKLKLG-------EIVTTIPTIGFNVET--V--EY-KNISFTVWDVGGQDKIRPLWRHYF

LjSGA_037475.1              YKLKLG-------EIVTTIPTIGFNVET--V--EY-KNISFTVWDVGGQDKIRPLWRHYF

AtARFA1a                    YKLKLG-------EIVTTIPTIGFNVET--V--EY-KNISFTVWDVGGQDKIRPLWRHYF

chr1.CM0166.830.r2.m        ICYTSNK-----F-PTDYIPTVFDNFS-ANVVMEG-ITVNLGLWDTAGQEDYNRLRPLSY

AtROP11                     ICYTSNK-----F-PTDYIPTVFDNFS-ANVVVEG-TTVNLGLWDTAGQEDYNRLRPLSY

chr2.CM0660.270.r2.m        ICYTSNK-----F-PTDYIPTVFDNFS-ANVAVDG-SIVNLGLWDTAGQEDYSRLRPLSY

chr2.CM0272.860.r2.m        ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVNG-SIVNLGLWDTAGQEDYNRLRPLSY

LjSGA_049634.1              ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVNG-STVNLGLWDTAGQEDYNRLRPLSY

AtROP1                      ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVNG-STVNLGLWDTAGQEDYNRLRPLSY

chr1.CM0017.1600.r2.d       ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVDG-STVNLGLWDTAGQEDYNRLRPLSY

LjSGA_024983.1              ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVDG-STVNLGLWDTAGQEDYNRLRPLSY

chr3.CM0160.990.r2.m        ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVDG-STVNLGLWDTAGQEDYNRLRPLSY

chr4.CM0432.3330.r2.d       ISYTSNT-----F-PTDYVPTVFDNFS-ANVVVDG-STVNLGLWDTAGQEDYNRLRPLSY

LjSGA_031947.1              KRHLTGE-----F-EKKYEPTIGVEVHPLDFHTNC-GKIRFYCWDTAGQEKFGGLRDGYY

chr1.CM0442.460.r2.d        KRHLTGE-----F-EKKYEPTIGVEVHPLDFFTNC-GKIRFYCWDTAGQEKFGGLRDGYY

AtRAN1                      KRHLTGE-----F-EKKYEPTIGVEVHPLDFFTNC-GKIRFYCWDTAGQEKFGGLRDGYY

chr3.LjT46L11.30.r2.m       NRFVRNE-----F-QMKSKATIGVEFLTKTVVMDH-KVVKAQIWDTAGQERYQAITTAYY

chr4.CM0042.2210.r2.m       SRFAKDE-----F-RLDSKPTIGVEFAYRNIKVRD-KLIKAQIWDTAGQERFRAITSSYY

chr1.CM0017.810.r2.a        SRYARNE-----F-NMHSKATIGVEFQTQSLEIDS-KEVKAQIWDTAGQERFRAVTSAYY

chr1.CM0316.740.r2.d        SRYARNE-----F-NMHSKATIGVEFQTQSLEIDS-KEVKAQIWDTAGQERFRAVTSAYY

chr3.CM0160.970.r2.m        SRFTRNE-----F-NLESKSTIGVEFATRSVRIHD-KTVKAQIWDTAGQERYRAITSAYY

chr3.CM0282.210.r2.d        SRFTKNE-----F-NLESKSTIGVEFATRTLNVDS-KVIKSQIWDTAGQERYRAITSAYY

AtRABA1a                    SRFTKNE-----F-NLESKSTIGVEFATKTTKVEG-KVVKAQIWDTAGQERYRAITSAYY

LjSGA_102820.1              SRFTKNE-----F-NLESKSTIGVEFATKTLNVDA-KVVKAQIWDTAGQERYRAITSAYY

chr3.LjT39G17.10.r2.m       SRFTRNE-----F-NLESKSTIGVEFATKSLNIDG-KVIKAQIWDTAGQERYRAITSAYY

chr1.CM1875.90.r2.m         SRFFDNT-----F-CFESKRTVGVEFFTRTLEVEG-RMVKAQLWDPAGLKQYRAITSAYY

LjSGA_034664.2              SRFTRNE-----F-CLESKSTIGVEFATRTLEVEG-RMVKAQIWDTAGQERYRAITSAYY

chr2.CM0011.460.r2.a        SRFTRNE-----F-CLESKSTIGVEFATRTLQVEG-KTVKAQIWDTAGQERYRAITSAYY

chr3.CM0792.300.r2.d        SRFTRNE-----F-CLESKSTIGVEFATRTLQVEG-KTVKAQIWDTAGQERYRAITSAYY

chr5.CM0909.740.r2.m        LSFISNS-----NSLYDLSPTIGVDFKMKLITISG-KRLKLTIWDTAGQERFGTVISSYY

chr4.CM0680.90.r2.m         LSFTSD-------EFQDMSPTIGVDFKVKYVAIGG-KKLKLAIWDTAGQERFRTLTSSYY

chr5.CM1077.320.r2.a        VSFISN-------SVHDIGPTIGVDFKIKLLTVGG-KRLKLTIWDTAGQERFRTLTSSYY

chr1.CM0012.2150.r2.m       VSFISS-------SVEDQSPTIGVDFKIKMLTVGG-KRLKLTIWDTAGQERFRTLTSSYY

chr6.LjT02P05.170.r2.d      LQFTDKR-----F-QPVHDLTIGVEFGARMITIDN-KPIKLQIWDTAGQESFRSITRSYY

LjT42G13.80.r2.d            LQFTGKR-----F-QPVHDLTIGVELGVRTITIDN-QPVKLRIWDTAGQETFRSLTRSYY

chr1.LjT29L18.70.r2.d       LRFADDS-----Y-IESYISTIGVDFKIRTVEQDA-KTIKLQIWDTAGQERFRTITSSYY

chr5.CM0180.240.r2.m        LRFSDGS-----F-TTSFITTIGIDFKIRTIELDG-KRIKLQIWDTAGQERFRTITTAYY

chr3.CM0786.130.r2.d        LRFSDGS-----F-TTSFITTIGIDFKIRTIELDG-KRVKLQIWDTAGQERFRTITTAYY

chr5.CM0428.500.r2.a        LRFSDGS-----F-TTSFITTIGIDFKIRTIELDG-KRIKLQIWDTAGQERFRTITTAYY

AtRABE1a                    LRFSDGS-----F-TTSFITTIGIDFKIRTIELDG-KRIKLQIWDTAGQERFRTITTAYY

chr5.LjT05O23.40.r2.d       LRFVRGQ-----F-DPTSKVTVGASFLSQTIALQDSTTVKFEIWDTAGQERYAALAPLYY

AtRABF1                     LRFVRGQ-----F-DATSKVTVGASFLSQTIALQDSTTVKFEIWDTAGQERYSALAPLYY

chr2.LjT08I01.80.r2.a       LRFVKGQ-----F-LEFQESTIGAAFFSQTLAVND-ATVKFEIWDTAGQERYHSLAPMYY

chr3.CM0253.350.r2.d        LRFVKGQ-----F-YPNQEPTVGAAFFTQILSLSE-ATVKFDIWDTAGQERYHSLAPMYY

chr4.CM0307.320.r2.d        TRFMYDK-----F-DTTYQATIGIDFLSKTMYLED-RTVRLQLWDTAGQERFRSLIPSYI

chr4.CM0831.280.r2.d        TRFMYDK-----F-DNTYQATIGIDFLSKTMYLED-RTVRLQLWDTAGQERFRSLIPSYI

LjSGA_031184.1              NQYVNRK-----F-SNQYKATIGADFLTKEVQFED-RLFTLQIWDTAGQERFQSLGVAFY

LjSGA_027414.2              YRYVHKK-----F-SQQYKATIGADFVTKELQIDD-RLVTLQIWDTAGQERFQSLGVAFY

LjSGA_096053.1              --YVYKK-----F-SQQYKATIGADFVTKELQVDD-KLVTLQIWDTAGQERFHSLGAAFY

                                                *                      :* .*            

chr6.CM0385.290.r2.d        AKVDAVVYLVDAYDKERFAESK-KELDALLSDESL----ANVPFLILGNKIDIPYAASEE

chr4.CM0333.810.r2.d        AQVDAVIYLVDAYDKERFAESK-KELDALLSDDSL----ADVPFLILGNKIDIPYAASED

AtSARA1b                    AKVDAVVYLVDAYDKERFAESK-RELDALLSDEAL----ATVPFLILGNKIDIPYAASED

LjSGA_036221.1              RGVSAIVYVVDAADRDSVPISR-SELHELFTKPSL----SGIPLLVLGNKIDKSEALSKQ

chr6.CM0139.590.r2.d        EEAHAVIFVVDAACPSRFEDAK-SALEKVLRHEDL----QGAPLLILANKQIFLRQ----

chr4.CM0165.920.r2.d        EQTDGLVWVVDSSDLRRLDDCK-MELDNLLKEERL----SGSSLLILANKQDIRGALTPD

chr5.CM0071.980.r2.m        RGTNAVIAVIDSSDRARISIMK-DELFRLLGHDEL----KQSVILVFANKQDIKDAMTPA

chr5.CM0071.1040.r2.m       RGTNAVIAVIDSSDRARISIMK-DELFRLLGHDEL----KQSVILVFANKQDIKDAMTPA

AtARFB1c                    NNTDGLIYVVDSLDRERIGKAK-QEFQDIIRDPFM----LNSVILVFANKQDMRGAMSPR

chr2.CM0018.1040.r2.m       QNTDGLIYVVDSLDRERIGQAK-QEFQAIINDPFM----LNSVILVFANKQDLRGAMTPM

chr3.LjT33M17.140.r2.d      NNTDGLIYVVDSLDRERIGKAK-QEFQTIINDPFM----LNSIILVFANKQDLRGAMTTK

LjSGA_041872.1              QNTQGVIFVVDSNDRERISEAR-DELHRMLSEDEL----RDATLLVFANKQDLPNALRVS

chr2.CM0008.210.r2.m        QNTQGLIFVVDSNDRDRAVEAR-DELHRMLNEDEL----RDAVLLVFANKQDLPNAMNAA

chr1.CM0122.1620.r2.m       QNTQGLIFVVDSNDRDRAVEAR-DELHRMLNEDEL----RDAVLLVFANKQDLPNAMNAA

LjSGA_037475.1              QNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDEL----RDAVLLVFANKQDLPNAMNAA

AtARFA1a                    QNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDEL----RDAVLLVFANKQDLPNAMNAA

chr1.CM0166.830.r2.m        RGADVFVLAFSLVSRASYENVLKKWIPELQHFA------PGVPVVLVGTKLDLRE-DKH-

AtROP11                     RGADVFVLSFSLVSRASYENVFKKWIPELQHFA------PGVPLVLVGTKLDLRE-DKH-

chr2.CM0660.270.r2.m        RGADIFVLAFSLISRASYENVLKKWMPELRRFA------PNVPIVLVGTKLDLRE-DRG-

chr2.CM0272.860.r2.m        RGADVFILAFSLISKASYENVSKKWIPELKHYA------PGVPIILVGTKLDLRD-DKQ-

LjSGA_049634.1              RGADVFILAFSLISKASYENVSKKWIPELKHYA------PGVPIILVGTKLDLRD-DKQ-

AtROP1                      RGADVFILAFSLISKASYENVSKKWIPELKHYA------PGVPIVLVGTKLDLRD-DKQ-

chr1.CM0017.1600.r2.d       RGADVFLLAFSLISKASYENVAKKWIPELRHYA------PGVPIILVGTKLDLRD-DKQ-

LjSGA_024983.1              RGADVFILAFSLISKASYENIAKKWIPELRHYA------PGVPIILVGTKLDLRD-DKH-

chr3.CM0160.990.r2.m        RGADVFLLAFSLLSRASYENISKKWIPELRHYA------PTVPIVLVGTKLDLRE-DRQ-

chr4.CM0432.3330.r2.d       RGADVFLLCFSLISKASYENISKKWIPELRHYA------PNVPIVLVGTKLDLRD-DKQ-

LjSGA_031947.1              IHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC------ENIPIVLCGNKVDVKNR--Q-

chr1.CM0442.460.r2.d        IHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC------ENIPIVLCGNKVDVKNR--Q-

AtRAN1                      IHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC------ENIPIVLCGNKVDVKNR--Q-

chr3.LjT46L11.30.r2.m       RGATGALLAYDITNRQSFDHVE-KWLDELRVHA-D-----NIIVMLVGNKSDLSS-GRA-

chr4.CM0042.2210.r2.m       RGALGPMLVYDITRRPTFMNVI-KWLHELREFG-N----EDMVVVLVANKSDLVQ-SRE-

chr1.CM0017.810.r2.a        RGAVGALIVYDITRRTTFDSVS-RWLDELKTHC-D----TTVAMMLVGNKCDLEN-IRA-

chr1.CM0316.740.r2.d        RGAVGALIVYDITRRTTFDSVS-RWLDELKTHC-D----TTVAMMLVGNKCDLEN-IRA-

chr3.CM0160.970.r2.m        RGAVGALIVYDVTRQVTFENVQ-RWLKELRDHT-D----ANIVIMLVGNKADLRH-LRA-

chr3.CM0282.210.r2.d        RGALGALLVYDVTRHATFENVD-RWLKELRNHT-D----SNIVVMLVGNKSDLRH-LVA-

AtRABA1a                    RGAVGALLIYDVTRHATFENAA-RWLRELRGHT-D----PNIVVMLIGNKCDLRH-LVA-

LjSGA_102820.1              RGAVGALLVYDVTRRATFENAA-RWLKELRDHT-D----PNIVVMLIGNKSDLRH-LVA-

chr3.LjT39G17.10.r2.m       RGAVGALLVYDVTRSTTFETAG-RWLKELRDHT-D----PNIVVMLIGNKSDLRH-LVT-

chr1.CM1875.90.r2.m         REAVGALLVYDVTKPTSFENVT-RWLKELRDHA-D----ANIVIMLIGNKTDLKH-LRG-

LjSGA_034664.2              RGALGALLVYDVTKPTSFENVT-RWLKELRDHA-D----ANIVIMLIGNKTDLKH-LRG-

chr2.CM0011.460.r2.a        RGAVGALLVYGMTKRQTFENVQ-RWLRELRDHA-D----ANIVIMMAGNKSDLNH-LRA-

chr3.CM0792.300.r2.d        RGAVGALLVYDITKRQTFDNVQ-RWLRELRDHA-D----SNIVIMMAGNKSDLNH-LRA-

chr5.CM0909.740.r2.m        RGAHGIILVYDVTRRETFTNVVEIWAKEVDLYSTN----HDCIKILVGNKVDKES-ERA-

chr4.CM0680.90.r2.m         RGAQGIIMVYDVTRRDTFTNLSEIWAKEIDLYSTN----QDCIKMLVGNKVDKES-DRV-

chr5.CM1077.320.r2.a        RGAQGIILVYDVSRRDTFTNLSEVWSKEVELYSTN----QDCVKVLVGNKVDKDS-ERV-

chr1.CM0012.2150.r2.m       RGAQGIILVYDVTKRETFTNLSEVWSKELELYSSN----QDCVKMLVGNKVDRDA-ARA-

chr6.LjT02P05.170.r2.d      RGAAGALLVYDITRRETFNHLA-SWLEDARQHA-N----ANMTIMLIGNKCDLAHRR-A-

LjT42G13.80.r2.d            RNAAGALLVYDITRRETFEHLA-SWLEDAMLNG-N----ENMTITLVGNKGDLAHRRRA-

chr1.LjT29L18.70.r2.d       RGAHGIIIVYDVTDEESFNNVK-QWLSEIDRYA-S----DNVNKLLVGNKSDLTA-NRA-

chr5.CM0180.240.r2.m        RGAMGILLVYDVTDEASFNNIK-NWIRNIEQHA-S----DNVNKILVGNKADMDESKRA-

chr3.CM0786.130.r2.d        RGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-S----DNVNKILVGNKADMDESKRA-

chr5.CM0428.500.r2.a        RGAMGILLVYDVTDESSFNNIK-NWIRNIEQHA-S----DNVNKILVGNKADMDESKRA-

AtRABE1a                    RGAMGILLVYDVTDESSFNNIR-NWIRNIEQHA-S----DSVNKILVGNKADMDESKRA-

chr5.LjT05O23.40.r2.d       RGAAVAVIVYDITSPESFSKAQ-YWVKELQKHG-N----PDIVMALVGNKADLLE-KRE-

AtRABF1                     RGAGVAVIVYDITSPESFKKAQ-YWVKELQKHG-S----PDIVMALVGNKADLHE-KRE-

chr2.LjT08I01.80.r2.a       RGAAAAIIVYDITSSDSFTRAK-KWVQELQKQG-N----PNMVVALAGNKSDLED-KRK-

chr3.CM0253.350.r2.d        RGAAAAIVVYDISSIDTFVQAE-KWVQELQRHG-N----QKLVMALAANKSDLEP-KRE-

chr4.CM0307.320.r2.d        RDSSVAVIVYDVANRQSFLNTN-KWVEEVRTER-G----SDVIIVLVGNKTDLVD-KRW-

chr4.CM0831.280.r2.d        RDSSVAVIVYDIASRQTFLNTS-KWIEEVHSER-G----SDVIIVLVGNKTDLVE-KRQ-

LjSGA_031184.1              RGADCCVLVYDVNVMKSFDNLN-HWREEFLIQA-SPSDPENFPFVVLGNKIDVDG-GNS-

LjSGA_027414.2              RGADCCVLVYDVNVMKSFDTLD-NWHEEFLK-----------------------------

LjSGA_096053.1              RGADCCVLVYDVNIHKTFDTLN-NWHDDFLK-----------------------------

                                  :   .                                                 

chr6.CM0385.290.r2.d        ELRYSLGLANFTTGKGKVNLSDS-NVRPMEVFMCSIVKKMGYGRWFQMGLSVHQIGH---

chr4.CM0333.810.r2.d        ELRYHLGLTGLTTGKGKVNMADS-KVRPLEVFMCSIVRKMGYGEGFQWLSQYIK------

AtSARA1b                    ELRYHLGLTNFTTGKGKVTLGDS-GVRPLEVFMCSIVRKMGYGEGFKWLSQYIN------

LjSGA_036221.1              ALVDQLGLESI-------------KDREVCCYMISCKDSVNIDAVIDWLIKHSTTAK---

chr6.CM0139.590.r2.d        ------------------------------------------------------------

chr4.CM0165.920.r2.d        EIAKVLNLEAMD------------KSRHWNIIGCSAYTGEGLLEGFDWLVQDIASRIYML

chr5.CM0071.980.r2.m        EITDALSLHSI-------------KDHDWHIQACCALSGEGLYDGLGWIAQKVTGKAAT-

chr5.CM0071.1040.r2.m       EITDALSLHSI-------------KDHDWHIQACCALSGEGLYDGLGWIAQKVTGKAAT-

AtARFB1c                    EVCEGLGLLDL-------------KNRKWHIQGTCALQGDGLYEGLDWLSATLKEVKAAG

chr2.CM0018.1040.r2.m       EVCQGLGLFDL-------------KNRKWHIQATCALKGDGLYEGLDWLSSTLKERQAA-

chr3.LjT33M17.140.r2.d      EVCDGLGLFDL-------------KNRQWHIQATCALKGDGLYEGLDWLSSTLKERNAAG

LjSGA_041872.1              EITDKLGRHSL-------------RQRRWFILAACATSGQGLYEGLDWLSSNIPNKGR--

chr2.CM0008.210.r2.m        EITDKLGLHSL-------------RQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA---

chr1.CM0122.1620.r2.m       EITDKLGLHSL-------------RQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA---

LjSGA_037475.1              EITDKLGLHSL-------------RQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA---

AtARFA1a                    EITDKLGLHSL-------------RQRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA---

chr1.CM0166.830.r2.m        YLADHPGLVPVTSEQGEE---LSKQIGATYYIECSSKTQQNVKGIFDAAIRMVIKPPQKQ

AtROP11                     YLADHPGLSPVTTAQGEE---LRKLIGATYYIECSSKTQQNVKAVFDSAIKEVIKPLVKQ

chr2.CM0660.270.r2.m        YFADHMGSNVITSAEGEE---LRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQPPRRK

chr2.CM0272.860.r2.m        FCIDHPGAVPITTAQGEE---LRKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQK

LjSGA_049634.1              FFLDHPGAVPITTAQGEE---LRKLINAPAYIECSSKTQQNVKAVFDAAIRVVLQPPKQK

AtROP1                      FFIDHPGAVPITTAQGEE---LRKQIGAPTYIECSSKTQENVKAVFDAAIRVVLQPPKQK

chr1.CM0017.1600.r2.d       FFQDHPGAVPITTAQGEE---LRKLIGAPMYIECSSKTQQNIKAVFDAAIKVVLQPPKKK

LjSGA_024983.1              FLADHPGAVPITTAQGEE---LRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQK

chr3.CM0160.990.r2.m        YLIDHPGATPITTAQGEE---LKKAIGAAVYLECSSKTQQNVKAVFDAAIKVVLQPPKPK

chr4.CM0432.3330.r2.d       FLIDHPGATRITTAQGEE---LKKLIGAVTYIECSSKTQQNVKVVFDAAIKVALRPPKLK

LjSGA_031947.1              ----------V-KAKQVT---FH-RKKNLQYYEISAKSNYNFEKPFLYLAKKLAGDPGFH

chr1.CM0442.460.r2.d        ----------V-KAKQVT---FH-RKKNLQYYEISAKSNYNFEKPFLYLARKLAGDPNLH

AtRAN1                      ----------V-KAKQVT---FH-RKKNLQYYEISAKSNYNFEKPFLYLARKLAGDQNLH

chr3.LjT46L11.30.r2.m       ----------VPMEEAKD---FA-KQKGLFFVETSALDSNNVESAFLGLLSQIYATVGKK

chr4.CM0042.2210.r2.m       ----------VEKEEGEE---FA-EIEGLCFMETSALQNLNVEEAFLEMITKIHDIISQK

chr1.CM0017.810.r2.a        ----------VSIEEGKS---LA-EAQGLFFMETSALDSTNVRTAFEMVIREIYNNVSRK

chr1.CM0316.740.r2.d        ----------VSIEEGKS---LA-EAQGLFFMETSALDSTNVRTAFEMVIREIYNNVSRK

chr3.CM0160.970.r2.m        ----------VPTEEATA---FA-ERENTYFMETSALESLNVDNAFIEVLSEIYNVVSRK

chr3.CM0282.210.r2.d        ----------VSTEDGKS---YA-EKESLYFIETSALEASNVENAFAEVLTQIYNVVSKK

AtRABA1a                    ----------VKTEEAKA---FA-ERESLYFMETSALDATNVENAFTEVLTQIHKIVSKR

LjSGA_102820.1              ----------VPTEDGKS---FA-ERESLYFMETSALEATNVENAFTEVLTQIYRIVSKR

chr3.LjT39G17.10.r2.m       ----------VSTEDGKA---FA-EKESLYFMETSALEATNVENAFSEVLTQIYRIVSKR

chr1.CM1875.90.r2.m         ----------VATEDAQS---YA-EKEGLSFIETSALEATNVDEAFKTIISQILTRHYAT

LjSGA_034664.2              ----------VATEDAQS---YA-EKEGLSFIETSALEATNVDKAFQTILAQIYRIISKK

chr2.CM0011.460.r2.a        ----------VSSEDAQN---LA-EKESLSFLETSALEALNVEKAFQTILFDIYQIISRK

chr3.CM0792.300.r2.d        ----------VSEDDGGA---LA-EKEGLSFLETSALEATNIEKAFQTILTEIYHIVSKK

chr5.CM0909.740.r2.m        ----------VTKEEGMA---LA-KEHRCLFLECSAKTRENVQQCFNDLTLKILEV----

chr4.CM0680.90.r2.m         ----------VSKKEGID---FA-REYGCLFIECSAKTRVNVQQCFEELVLKILDT----

chr5.CM1077.320.r2.a        ----------VSREEGIA---LA-EELGCLFFECSAKTRENVERCFEELALKIMEV----

chr1.CM0012.2150.r2.m       ----------VSREEGLA---LA-KELGCLLIECSAKTRENVEQCFEELALKIMEA----

chr6.LjT02P05.170.r2.d      ----------VSTEEGEQ---FA-KEHGLIFMEASAKTAQNVEEAFIKTAATIYKKIQDG

LjT42G13.80.r2.d            ----------VTEEEGKL---FA-KEHGLIFMEASAKTAQNVEEAFVETAAAIYKKIKDG

chr1.LjT29L18.70.r2.d       ----------VSYETAKA---FA-DEIGIPFMETSAKDATNVEQAFMAMAASIKNRMASQ

chr5.CM0180.240.r2.m        ----------VPTSKGQA---LA-DEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLADT

chr3.CM0786.130.r2.d        ----------VPTSKGQA---LA-DEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLADT

chr5.CM0428.500.r2.a        ----------VPTSKGQA---LA-DEYGIKFFETSAKTNLNVDEVFFSIARDIKQRVADN

AtRABE1a                    ----------VPKSKGQA---LA-DEYGMKFFETSAKTNLNVEEVFFSIAKDIKQRLADT

chr5.LjT05O23.40.r2.d       ----------VAVQDGID---YA-EKNGMFFIETSAKTADNINELFEEIAKRLPRPPTT-

AtRABF1                     ----------VPTEDGME---LA-EKNGMFFIETSAKTADNINQLFEEIGKRLPRPAPSS

chr2.LjT08I01.80.r2.a       ----------VTPEEARV---YA-EDNGLFFMETSAKTAANVNDVFYEIGYQGHSLR---

chr3.CM0253.350.r2.d        ----------VETEEGEK---FA-QENGMFYMETSAKTAENINELFYEIAKRLARALPLK

chr4.CM0307.320.r2.d        ----------C-------------------------------------------------

chr4.CM0831.280.r2.d        ----------VSTEEAEA---KA-RELNVMFIEASAKAGFNIKALFRKIAAALPGMETLS

LjSGA_031184.1              ----------RVISEKKAKAWCA-SKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE

LjSGA_027414.2              ------------------------------------------------------------

LjSGA_096053.1              ------------------------------------------------------------

chr6.CM0385.290.r2.d        ------------------------------------------------------------

chr4.CM0333.810.r2.d        ------------------------------------------------------------

AtSARA1b                    ------------------------------------------------------------

LjSGA_036221.1              ------------------------------------------------------------

chr6.CM0139.590.r2.d        ------------------------------------------------------------

chr4.CM0165.920.r2.d        D-----------------------------------------------------------

chr5.CM0071.980.r2.m        ------------------------------------------------------------

chr5.CM0071.1040.r2.m       ------------------------------------------------------------

AtARFB1c                    YSSVGPS-F---------------------------------------------------

chr2.CM0018.1040.r2.m       ------------------------------------------------------------

chr3.LjT33M17.140.r2.d      YSSIGLG-TAS------------F------------------------------------

LjSGA_041872.1              ------------------------------------------------------------

chr2.CM0008.210.r2.m        ------------------------------------------------------------

chr1.CM0122.1620.r2.m       ------------------------------------------------------------

LjSGA_037475.1              ------------------------------------------------------------

AtARFA1a                    ------------------------------------------------------------

chr1.CM0166.830.r2.m        QEKR------------------------------------KKPRRGCFLNVLCGRNIVRH

AtROP11                     KEKTKKKKK-------------------------------QKSNHGCLSNVLCGRIVTRH

chr2.CM0660.270.r2.m        EMASKK----------------------------------RHRRSGCSFV----------

chr2.CM0272.860.r2.m        KKKN-------------------------------------KAQKACSIL----------

LjSGA_049634.1              KKKN-------------------------------------KAQKACSIL----------

AtROP1                      KKKS-------------------------------------KAQKACSIL----------

chr1.CM0017.1600.r2.d       RKKR-------------------------------------KGQKACSIL----------

LjSGA_024983.1              KKKR-------------------------------------EAQKSCSIL----------

chr3.CM0160.990.r2.m        KKRK-------------------------------------KT-RPCVFL----------

chr4.CM0432.3330.r2.d       KKPH-------------------------------------KK-RTCTFL----------

LjSGA_031947.1              FVE--MPALAP-----PDVV------LDLTSQQMNEQELLIAANQPLPDDDDEIF-----

chr1.CM0442.460.r2.d        FVE--SPALAP-----PEVQ------IDLAAQQQHEAELAAAASQPLPDDDDDAFD----

AtRAN1                      FVE--TPALAP-----PEVH------IDIADQQKNEAELLQAAAQPLPDDDDDIFE----

chr3.LjT46L11.30.r2.m       HIIAEG---AELNWDKVNLELEGIK-IKVSSQEAECQK--AKRRFNCCSVF---------

chr4.CM0042.2210.r2.m       S-LETKMNGPT-----TLSVPIGKE-IQVA----DEVT--ATKQANCCSRT---------

chr1.CM0017.810.r2.a        V-LNSDTYKAELSVDRVSLVNNGAA---------TSKQ--SKSYFSCCST----------

chr1.CM0316.740.r2.d        V-LNSDTYKAELSVDRVSLVNNGAA---------TSKQ--SKSYFSCCST----------

chr3.CM0160.970.r2.m        T-LEKGND--------PGALPQGQT-INLG-----DVS--AVKKPGCCSA----------

chr3.CM0282.210.r2.d        A-VEGAENG-T-----ASVPAKGEK-IDLK----NDVS--ALKRVGCCST----------

AtRABA1a                    S-VDGGG--ES-----ADLPGKGET-INVK----EDGS--VLKRMGCCSN----------

LjSGA_102820.1              A-VEAGDSGSS-----SGLPSKGQT-INVK----EDSS--VLKRFGCCST----------

chr3.LjT39G17.10.r2.m       A-VEAGDRAST-----SVVPSQGQT-INVN----EDSS--VLNRYRCCSN----------

chr1.CM1875.90.r2.m         PPLEFIPTLSA-----NSLSSNSTE-VESK----KSLV--IPALSGVCKQIMSLFVQPSN

LjSGA_034664.2              S-LSSSSTDPS-----APNIKQGNT-ITIE----GGLQ--PNTSKSCCTTS---------

chr2.CM0011.460.r2.a        A-LAAQEAAST-----TSLPH-GTT-INVS----NLSS--NVEKKTCCSN----------

chr3.CM0792.300.r2.d        A-LAAQEATAG-----ASVPGQGTT-INVA----DTSG--N-TKKGCCST----------

chr5.CM0909.740.r2.m        PSLREKGS--------VVVKRQK---------QKHLYE--TPQSGGCCS-----------

chr4.CM0680.90.r2.m         PSLLAEGS--------KGVKKNIFK-------DKQPQA--DASTSSCC------------

chr5.CM1077.320.r2.a        PSLLEEGS--------TAVKRNILK-------QKQEPQ--ASQDVGCCS-----------

chr1.CM0012.2150.r2.m       PSLLEEGS--------TAVKRNILK-------QKQEPQ--ASQHGGCCS-----------

chr6.LjT02P05.170.r2.d      VFDVSNES--------YGIKVGYGG-IPGPS-GGRDGP--SASAGGCCS-----------

LjT42G13.80.r2.d            VIDVSNT---------NGITVGGSG-IPGPS------P--SASAGGCCSSS---------

chr1.LjT29L18.70.r2.d       PANNARP---------P-------------TVNISGKP--VGQSSGCCSS----------

chr5.CM0180.240.r2.m        DSR-AEP---------QTI-----Q-INQPDASASGGQ--AAQK-SCCGS----------

chr3.CM0786.130.r2.d        DHK-AEP---------TTL-----K-INQDS-AAGAGE--AANKSSCCG-----------

chr5.CM0428.500.r2.a        DSK-AEP---------QTL-----K-INQPDQGAGSAQ--AAQKSACCGS----------

AtRABE1a                    DAR-AEP---------QTI-----K-INQSDQGAGTSQ--ATQKSACCGT----------

chr5.LjT05O23.40.r2.d       ------------------------------------------------------------

AtRABF1                     ------------------------------------------------------------

chr2.LjT08I01.80.r2.a       -----------------KTQQGWFLLIDLQKDPELHHV--VHDSVSCTTRK---------

chr3.CM0253.350.r2.d        PSG------ISLNNDNQDRGRNFFLLLNMI--------------FPCNQVTE--------

chr4.CM0307.320.r2.d        ------------------------------------------------------------

chr4.CM0831.280.r2.d        TTK------QE---DMVDVNLSLLVAMNLILSPWMRL-------LTCLS-----------

LjSGA_031184.1              EMY------LP---DTIDVGGGGR---------QQRS-------TGCEC-----------

LjSGA_027414.2              ------------------------------------------------------------

LjSGA_096053.1              ------------------------------------------------------------

chr6.CM0385.290.r2.d        ----------------

chr4.CM0333.810.r2.d        ----------------

AtSARA1b                    ----------------

LjSGA_036221.1              ----------------

chr6.CM0139.590.r2.d        ----------------

chr4.CM0165.920.r2.d        ----------------

chr5.CM0071.980.r2.m        ----------------

chr5.CM0071.1040.r2.m       ----------------

AtARFB1c                    ----------------

chr2.CM0018.1040.r2.m       ----------------

chr3.LjT33M17.140.r2.d      ----------------

LjSGA_041872.1              ----------------

chr2.CM0008.210.r2.m        ----------------

chr1.CM0122.1620.r2.m       ----------------

LjSGA_037475.1              ----------------

AtARFA1a                    ----------------

chr1.CM0166.830.r2.m        N---------------

AtROP11                     ----------------

chr2.CM0660.270.r2.m        ----------------

chr2.CM0272.860.r2.m        ----------------

LjSGA_049634.1              ----------------

AtROP1                      ----------------

chr1.CM0017.1600.r2.d       ----------------

LjSGA_024983.1              ----------------

chr3.CM0160.990.r2.m        ----------------

chr4.CM0432.3330.r2.d       ----------------

LjSGA_031947.1              ----------------

chr1.CM0442.460.r2.d        ----------------

AtRAN1                      ----------------

chr3.LjT46L11.30.r2.m       ----------------

chr4.CM0042.2210.r2.m       ----------------

chr1.CM0017.810.r2.a        ----------------

chr1.CM0316.740.r2.d        ----------------

chr3.CM0160.970.r2.m        ----------------

chr3.CM0282.210.r2.d        ----------------

AtRABA1a                    ----------------

LjSGA_102820.1              ----------------

chr3.LjT39G17.10.r2.m       ----------------

chr1.CM1875.90.r2.m         SIQSSTVNSTQSLTKA

LjSGA_034664.2              ----------------

chr2.CM0011.460.r2.a        ----------------

chr3.CM0792.300.r2.d        ----------------

chr5.CM0909.740.r2.m        ----------------

chr4.CM0680.90.r2.m         ----------------

chr5.CM1077.320.r2.a        ----------------

chr1.CM0012.2150.r2.m       ----------------

chr6.LjT02P05.170.r2.d      ----------------

LjT42G13.80.r2.d            ----------------

chr1.LjT29L18.70.r2.d       ----------------

chr5.CM0180.240.r2.m        ----------------

chr3.CM0786.130.r2.d        ----------------

chr5.CM0428.500.r2.a        ----------------

AtRABE1a                    ----------------

chr5.LjT05O23.40.r2.d       ----------------

AtRABF1                     ----------------

chr2.LjT08I01.80.r2.a       ----------------

chr3.CM0253.350.r2.d        ----------------

chr4.CM0307.320.r2.d        ----------------

chr4.CM0831.280.r2.d        ----------------

LjSGA_031184.1              ----------------

LjSGA_027414.2              ----------------

LjSGA_096053.1              ----------------

Multiple sequence alignment corresponding to Supplemental Figure 5
Medtr4g113620       ------------------------MALPQQ------QIVNYPTFKLVLVGDGG-------

AtRAN1              ------------------------MALPNQ------QTVDYPSFKLVIVGDGG-------

Medtr3g107717       ------------------------MALPNQ------QTVDYPSFKLVIVGDGG-------

Medtr3g107707       ------------------------MALPNQ------QTVDYPSFKLVIVGDGG-------

Medtr3g107713       ------------------------MALPNQ------QTVDYPSFKLVIVGDGG-------

Medtr3g078260       ------------------------MAS-----------TASRFIKCVTVGDGA-------

AtROP11             ------------------------MAS-----------SASKFIKCVTVGDGA-------

Medtr6g087980       --------------------------M-----------SASKFIKCVTVGDGA-------

Medtr4g073250       --------------------------M-----------SGSRFIKCVTVGDGA-------

AtROP1              --------------------------M-----------SASRFVKCVTVGDGA-------

Medtr5g022600       --------------------------M-----------SASRFIKCVTVGDGA-------

Medtr8g075240       --------------------------M-----------SASRFIKCVTVGDGA-------

Medtr2g090875       --------------------------M-----------STARFIKCVTVGDGA-------

Medtr4g088055       --------------------------M-----------STARFIKCVTVGDGA-------

Medtr2g078560       -----------------------------------------------MIGMEL-------

Medtr7g405820       ------------------------------------------------------------

Medtr5g036990       -------------MHTSCSVELV--E---Q----------VAQLFQVFTGLGR-------

Medtr5g078090       ------------------------MGLWDSLLNWLRSLFFKQEMELSLVGLQN-------

Medtr4g026950       -------------------------------------------MEISLIGLQN-------

Medtr5g015370       ------------------------MGLWEAFLNWLRSLFFKQEMELSLIGLQN-------

Medtr7g112090       ---------------------MFLVD-WFYG-VLASLGLWQKEAKILFLGLDN-------

Medtr4g121860       ---------------------MFVFD-WFYG-ILATLGLWQKEAKILFLGLDN-------

Medtr2g034640       ---------------------MFIFD-WFYG-ILASLGLWQKEAKILFLGLDN-------

AtSARA1b            ---------------------MFLFD-WFYG-ILASLGLWQKEAKILFLGLDN-------

Medtr8g077540       MTRKIRIVHCGSLYNCVCKVLVFCLGMGLLS-IIRKIKKKEKEMRILMVGLDN-------

Medtr1g076550       ------------------------MGAMMS--RFWFMLFPAKEYKIVVVGLDN-------

Medtr5g007810       ------------------------MGQVFR--KLFDTFFGNSEMRVVMLGLDA-------

Medtr4g077640       ------------------------MGQAFR--KLFDSFFGNTEMRVVMLGLDA-------

AtARFB1c            ------------------------MGQTFR--KLFDTFFGNQEMRVVMLGLDA-------

Medtr5g007820       ------------------------MGQAFR--KLFDTLFGNTEIRVVMVGLDN-------

Medtr5g007840       ------------------------MGQAFR--KLFDTLFGNTEIGVVMVGLDN-------

Medtr4g128910       ------------------------MGLVFT--RLFSSVFGNKEARILVLGLDN-------

Medtr5g016540       ------------------------MGLTVS--RIMRLFYAKKEMRILMVGLDA-------

AtARFA1a            ------------------------MGLSFA--KLFSRLFAKKEMRILMVGLDA-------

Medtr7g109960       ------------------------MGLSFT--KLFSRLFAKKEMRILMVGLDA-------

Medtr6g005820       ------------------------MGLTFT--KLFSRLFAKKEMRILMVGLDA-------

Medtr1g086480       ------------------------MGLSFT--KLFSRLFAKKEMRILMVGLDA-------

Medtr5g034125       ------------------------MGLTFT--KLFSRLFAKKEMRILMVGLDA-------

Medtr5g034130       ------------------------MGLTFT--KLFSRLFAKKEMRILMVGLDA-------

Medtr6g039490       -----------------------------------MALCRRTLLKVIVLGDSG-------

Medtr4g069850       -----------------------------------MPSRRRTLLKVIILGDSG-------

Medtr2g101890       ---------------------------------MASHSRRRMLLKVIILGDSG-------

Medtr4g012940       -----------------------------------MASRRRMLLKVIILGDSG-------

Medtr8g092020       -------------------------------MDISSSHRKRTLLKVIVLGDSG-------

Medtr1686s0010      ------------------------------------------------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       -----------------------------------MSLRRRTLLKVIVLGDSGYVPFSLL

Medtr1g029450       -----------------------MDVSS---SSASNAAEFDYLFKLLMIGDSG-------

Medtr3g096350       -------------------------------MDSSTPQEFDYVFKLLMIGDSG-------

Medtr8g093740       ---------------------------M---DSSSGQQEFDYMFKLLMIGDSG-------

Medtr1g090717       -------------------------MGS---SSKVGNSNYDYSFKVLLIGDSG-------

Medtr1g062760       --------------------------MS---SSSGQNSSYDISFKILLIGDSA-------

Medtr7g103070       ------------------------MSSS---SGSGQSSGHDLSFKILLIGDSG-------

Medtr2g005500       ----------------------------------MSSNEYDYLFKLLIIGDSS-------

Medtr4g099470       ------------------------------------------------------------

Medtr7g081700       -----------------------------------MNPEYDYLFKLLLIGDSG-------

Medtr8g006970       ------------------MHFVSIEKRS---KYAMLVLCSDYLFKLLLIGDSG-------

Medtr2g096550       -------------------------MAP---LRFASEKNYDHLIKLLLIGDSG-------

Medtr4g063160       -------------------------MAA---PPARARADYDYLIKLLLIGDSG-------

Medtr1g115325       -------------------------MAA---APARARADYDYLIKLLLIGDSG-------

AtRABE1a            -------------------------MAA---PPARARADYDYLIKLLLIGDSG-------

Medtr7g100020       -------------------------MAA---PPARARADYDYLIKLLLIGDSG-------

Medtr1g068730       -------------------------MAA---PPARARSDYDYLIKLLLIGDSG-------

Medtr1g068740       -------------------------MAA---PPARARSDYDYLIKLLLIGDSG-------

Medtr1g094220       -------MGCGSSFPDRDSRQLGRPSP-----ENGGGDAKNLRVKLVLLGDSG-------

AtRABF1             -------MGCASSLPDRNSGTLSGLSNS---ENAVPADAKNLRVKLVLLGDSG-------

Medtr3g064390       ---------------------------------MATIGHNNLNAKLVLLGDMG-------

Medtr5g076590       ---------------------------------MATIGHTNLNAKLVLLGDMG-------

Medtr2g102060       ---------------------------------MSRPGNKIIQAKLVLLGDMG-------

Medtr8g103550       ----------------------------------MARNKKSLQAKLVLLGDMG-------

Medtr3g087160       ----------------------------------MVTVSPLAKYKLVFLGDQS-------

Medtr8g090215       ----------------------------------MATVSPLAKYKLVFLGDQS-------

Medtr4g098950       ----------------------------------MAPVSALAKYKLVFLGDQS-------

Medtr5g013900       ----------------------------------MAPVSALAKYKLVFLGDQS-------

Medtr8g031660       -------------------------------------MSHSYLFKFIIIGDIG-------

Medtr8g031870       -------------------------------------MSRSYAFKYIIIGDTG-------

Medtr8g031680       -------------------------------------MSHSYAFKYIIIGDTG-------

Medtr8g031830       -------------------------------------MSRSYAFKYIIIGDIG-------

Medtr8g031810       -------------------------------------MSCSYIFDYIIIGDTG-------

Medtr2g027660       -------------------------------------MSYAYLFKYIIIGDTG-------

Medtr6g021790       -------------------------------------MSYDYLFKYIIIGDTG-------

Medtr2g078000       ------------------------------------------------------------

Medtr6g079550       -------------------------------MADTFDEQCDYLFKTVLIGDSG-------

Medtr8g107070       -------------------------MD----QDAIFDEECDYLFKAVLIGDSG-------

Medtr7g051940       --------------------------M----SEENGEGGEEYLFKIVLIGDSA-------

Medtr7g405790       ------------------------MSS----SEDEGGGGEEYLFKVVIIGDSA-------

Medtr8g036220       -----------------------MAQF----QGDLDHEGIDYMFKVVMIGDSG-------

Medtr2g075950       --------------------------M----AGYRADDDYDYLFKVVLIGDSG-------

Medtr2g083860       --------------------------M----AGYRADDEYDYLFKLVLIGDSG-------

AtRABA1a            --------------------------M----AGYRADEEYDYLFKLVLIGDSG-------

Medtr2g090865       --------------------------------MGAVDEEYDYLFKLVLIGDSG-------

Medtr4g079350       --------------------------M----GAYRADDDYDYLFKVVLIGDSG-------

Medtr2g014990       --------------------------M----GAYRADDDYDYLFKVVLIGDSG-------

Medtr4g088090       --------------------------M----GAYRADDDYDYLFKVVLIGDSG-------

Medtr2g005510       ------------------------MSS----RRRVGEEEYDYLFKVVLIGDSG-------

Medtr3g069510       -------------------------------MAYKVDNEYDYLFKIVLIGDSG-------

Medtr4g064897       -------------------------------MAHRVDHEYDYLFKIVLIGDSG-------

Medtr3g086980       -----------------------MASA----GYGDANQKIDYVFKVVLIGDSA-------

Medtr8g089985       ----------------------MASGG----GYGDANQRIDYVFKVVLIGDSA-------

Medtr0262s0050      ------------------------MSN----LYGDYNTKIDYVFKVVLIGDSA-------

Medtr1g052475       ------------------------MSN----LYGDYNQKIDYVFKVVLIGDSA-------

Medtr7g117910       -------------MN----QEMNG--V----EAERPLQKIDYVFKVVVIGDSA-------

Medtr8g027220       -------------MVQGEKKQENGHKK----IDYDMEEKIDYVFKVVVIGDSA-------

Medtr4g113620       --------------------TGKTTFVKRHLTGE-FEREK---------YEHFYT-----

AtRAN1              --------------------TGKTTFVKRHLTGE-FEKKYEPTIGVEVHPLDFFT-----

Medtr3g107717       --------------------TGKTTFVKRHLTGE-FEKKYEPTIGVEVHPLDFFT-----

Medtr3g107707       --------------------TGKTTFVKRHLTGE-FEKKYEPTIGVEVHPLDFFT-----

Medtr3g107713       --------------------TGKTTFVKRHLTGE-FEKKYEPTIGVEVHPLDFFT-----

Medtr3g078260       --------------------VGKTCMLICYTSNK-FPTDYIPTVFDNF-SANVVV-----

AtROP11             --------------------VGKTCMLICYTSNK-FPTDYIPTVFDNF-SANVVV-----

Medtr6g087980       --------------------VGKTCMLICYTSNK-FPTDYIPTVFDNF-SANVAV-----

Medtr4g073250       --------------------VGKTCLLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

AtROP1              --------------------VGKTCLLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

Medtr5g022600       --------------------VGKTCLLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

Medtr8g075240       --------------------VGKTCLLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

Medtr2g090875       --------------------VGKTCMLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

Medtr4g088055       --------------------VGKTCMLISYTSNT-FPTDYVPTVFDNF-SANVVV-----

Medtr2g078560       --------------------SYDSSSVAKAEST---ISGVLISIVWSS--NHLNE-----

Medtr7g405820       ----------------------------------------------------MRE-----

Medtr5g036990       ---------------------GKR------------VRLATIDAGFVP--RELQI-----

Medtr5g078090       --------------------AGKTSLVNSIATGG-YSEDMIPTVGFNM--RKVTK-----

Medtr4g026950       --------------------AGKTSLVNAVTTGG-YSEEMIPTVGFNM--RKVTK-----

Medtr5g015370       --------------------AGKTSLVNVVATGG-YSEDMIPTVGFNM--RKVTK-----

Medtr7g112090       --------------------AGKTTLLHMLKDER--LVQHQPTQYPTS--EELSI-----

Medtr4g121860       --------------------AGKTTLLHMLKDER--LVQHQPTQHPTS--EELSI-----

Medtr2g034640       --------------------AGKTTLLHMLKDER--LVQHQPTQHPTS--EELSI-----

AtSARA1b            --------------------AGKTTLLHMLKDER--LVQHQPTQHPTS--EELSI-----

Medtr8g077540       --------------------SGKTTIVLKINGED--TSVISPTLGFNI--KTLTY-----

Medtr1g076550       --------------------AGKTTTLYKLHLGE--VVTTNPTVGSNV--EELVY-----

Medtr5g007810       --------------------AGKTTILYKLHIGE--VLSTVPTIGFNV--EKVQY-----

Medtr4g077640       --------------------AGKTTILYKLHIGE--VLSTVPTIGFNV--EKVQY-----

AtARFB1c            --------------------AGKTTILYKLHIGE--VLSTVPTIGFNV--EKVQY-----

Medtr5g007820       --------------------AGKTTILYKLQIGK--VVSTIPTVGFNV--EKVGY-----

Medtr5g007840       --------------------AGKTTILYKLQIGK--VVSTIPTIGFNA--EKVEY-----

Medtr4g128910       --------------------AGKTTILYRLQMGE--VVSTIPTIGFNV--ETVQY-----

Medtr5g016540       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

AtARFA1a            --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr7g109960       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr6g005820       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr1g086480       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr5g034125       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr5g034130       --------------------AGKTTILYKLKLGE--IVTTIPTIGFNV--ETVEY-----

Medtr6g039490       --------------------VGKTSLMNQYALKK-FSLKCKGTIGADFVTKDLQI-----

Medtr4g069850       --------------------VGKTSLMNQYVNKK-FSNQYKATIGADFLTKEVQF-----

Medtr2g101890       --------------------VGKTSLMNQYVNRK-FSNQYKATIGADFLTKEVQV-----

Medtr4g012940       --------------------VGKTSLMNQYVNRK-FSNQYKATIGADFLTKEVQF-----

Medtr8g092020       --------------------VGKTSLMNQYVYKK-FSQQYKATIGADFVTKELLV-----

Medtr1686s0010      -----------------------------YVHKK-FEKEYKGTIGADFFTKELKI-----

Medtr1452s0010      -----------------------------YVHKK-FSQQYKATIGADFVTKELQI-----

Medtr1g097420       SLQYRFFHSNHAFSFIFIARVGKTSLMNQYVHNK-FSQQYKATIGADFVTKELQI-----

Medtr1g029450       --------------------VGKSTLLLRFTSD--NFEDLSPTIGVDFKVKYVTL-----

Medtr3g096350       --------------------VGKSSLLLCFTSD--SFENLSPTIGVDFKVKYFTI-----

Medtr8g093740       --------------------VGKSSLLLRFTSD--DFDDLSPTIGVDFKVKYVTI-----

Medtr1g090717       --------------------VGKSSLLLSFISNANSLDDLSPTIGVDFKIKLFTI-----

Medtr1g062760       --------------------VGKSSLLVSFISG--SVEDPAPTIGVDFKIKLLTV-----

Medtr7g103070       --------------------VGKSCLLVTFISNS-SVEDLSPTIGVDFKIKMLTV-----

Medtr2g005500       --------------------VGKSCLLLRFADDS-YDDTYISTIGVDFKIRTVEL-----

Medtr4g099470       --------------------------MSPPEDDS-YLDSYISTIGVDFKIRTVEQ-----

Medtr7g081700       --------------------VGKSCLLLRFADDS-YIDSYISTIGVDFKIRTVEQ-----

Medtr8g006970       --------------------VGKSCLLLRFADDS-YIDSYISTIGVDFKIRTVEQ-----

Medtr2g096550       --------------------VGKSSLLLRFSDSY-FTTSYITTLGIDYKNRAIEL-----

Medtr4g063160       --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

Medtr1g115325       --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

AtRABE1a            --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

Medtr7g100020       --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

Medtr1g068730       --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

Medtr1g068740       --------------------VGKSCLLLRFSDGS-FTTSFITTIGIDFKIRTIEL-----

Medtr1g094220       --------------------VGKSCIVLRFVRGQ-FDPTSKVTVGASFLSQTIAL-----

AtRABF1             --------------------VGKSCIVLRFVRGQ-FDATSKVTVGASFLSQTIAL-----

Medtr3g064390       --------------------AGKSSLVLRFVKGQ-FLEFQESTIGAAFFSQTLAV-----

Medtr5g076590       --------------------AGKSSLVLRFVKGQ-FLEFQESTIGAAFFSQTLAV-----

Medtr2g102060       --------------------TGKTSLALRFVKGQ-FFQNQEPTIGAAFFTQILSL-----

Medtr8g103550       --------------------TGKTSLVLRFVKGQ-FSEYQESTIGAAFFTQVLSL-----

Medtr3g087160       --------------------VGKTSIITRFMYDK-FDTTYQATIGIDFLSKTMYL-----

Medtr8g090215       --------------------VGKTSIITRFMYDK-FDTTYQATIGIDFLSKTMYL-----

Medtr4g098950       --------------------VGKTSIITRFMYDK-FDNTYQATIGIDFLSKTMYL-----

Medtr5g013900       --------------------VGKTSIITRFMYDK-FDNTYQATIGIDFLSKTMYL-----

Medtr8g031660       --------------------VGKSCLLFRFTDNS-FKPIHDITIGVEFGIKFINI-----

Medtr8g031870       --------------------VGKSCLLLQFTDNR-FQRFHDVTIGVEFGIRTINI-----

Medtr8g031680       --------------------VGKSCLVLQFMDNR-FQRFHNATIGVGFGFKTINI-----

Medtr8g031830       --------------------VGKSCLLLQFTDNR-FQRFHDTTIGVEFGIRTINI-----

Medtr8g031810       --------------------VRKSCILLQFTDNR-FQPIHNITIGVEFGVKIINI-----

Medtr2g027660       --------------------VGKSCLLLQFTDKR-FQPVHDLTIGVEFGARMITI-----

Medtr6g021790       --------------------VGKSCLLLQFTDKR-FQPVHDLTIGVEFGARMLTI-----

Medtr2g078000       ------------------------------------------MIGMELSYDSSFVAKAES

Medtr6g079550       --------------------VGKSNLISRFTKDE-FRLDSKPTIGVEFGYKNIKV-----

Medtr8g107070       --------------------VGKSNLLSRFAKDE-FRLDSKPTIGVEFAYRNIKV-----

Medtr7g051940       --------------------VGKSNLLSRFARNE-FDSNSKATIGVEFQTQMVEI-----

Medtr7g405790       --------------------VGKSNLLSRYARNE-FNLHSKATIGVEFQTQSLEI-----

Medtr8g036220       --------------------VGKSQLLNRFVRNE-FHLKSKATIGVEFLTKTVLM-----

Medtr2g075950       --------------------VGKSNLLSRFTKNE-FNLESKSTIGVEFATRTLNV-----

Medtr2g083860       --------------------VGKSNLLSRFTRNE-FNLESKSTIGVEFATKSLTV-----

AtRABA1a            --------------------VGKSNLLSRFTKNE-FNLESKSTIGVEFATKTTKV-----

Medtr2g090865       --------------------VGKSNLLSRFTRNE-FNLESKSTIGVEFATRSVRI-----

Medtr4g079350       --------------------VGKSNLLSRFTKNE-FSLESKSTIGVEFATRSIHV-----

Medtr2g014990       --------------------VGKSNLLSRFTKNE-FSLESKSTIGVEFATRSIRV-----

Medtr4g088090       --------------------VGKSNLLSRFTKNE-FSLESKSTIGVEFATRSIHV-----

Medtr2g005510       --------------------VGKSNLLSRFTRNE-FCLESKSTIGVEFATRTLQV-----

Medtr3g069510       --------------------VGKSNILSRFTRNE-FCLESKSTIGVEFATRTIQV-----

Medtr4g064897       --------------------VGKSNILSRFTRNE-FCLESKSTIGVEFATRTLQV-----

Medtr3g086980       --------------------VGKSQILARFARND-FSMDSKATIGVEFQTRTLVI-----

Medtr8g089985       --------------------VGKSQILARFSRNE-FSLDSKSTIGVEFQTRTLVI-----

Medtr0262s0050      --------------------VGKTQLLGRFARNE-FKVDSKATIGVEFQTKTLII-----

Medtr1g052475       --------------------VGKTQLLARFSRNQ-FNVDSKATIGVEFQTKTLVI-----

Medtr7g117910       --------------------VGKTQMLSRFAKNE-FCFDSKSTIGVEFQTRTVTI-----

Medtr8g027220       --------------------VGKTQILSRFSKNE-FCFDSKSTIGVEFQTRTVTI-----

Medtr4g113620       -NCGKIRFNCWDTA----------GQG--KFGGLR--DAYYTQGQCAIIMFDVTARLTYK

AtRAN1              -NCGKIRFYCWDTA----------GQE--KFGGLR--DGYYIHGQCAIIMFDVTARLTYK

Medtr3g107717       -NCGKIRFYCWDTA----------GQE--KFGGLR--DGYYIHGQCAIIMFDVTARLTYK

Medtr3g107707       -NCGKIRFYCWDTA----------GQE--KFGGLR--DGYYIHGQCAIIMFDVTARLTYK

Medtr3g107713       -NCGKIRFYCWDTA----------GQE--KFGGLR--DGYYIHGQCAIIMFDVTARLTYK

Medtr3g078260       -EGITVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFVLAFSLVSRASYE

AtROP11             -EGTTVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFVLSFSLVSRASYE

Medtr6g087980       -DGSIVNLGLWDTA----------GQE--DYSRLR--PLSYRGADIFVLAFSLISRASYE

Medtr4g073250       -DGSTINLGLWDTA----------GQE--DYNRLR--PLSYRGADVFLLAFSLISKASYE

AtROP1              -NGSTVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFILAFSLISKASYE

Medtr5g022600       -NGSIVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFILAFSLISKASYE

Medtr8g075240       -NGSTVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFILAFSLISKASYE

Medtr2g090875       -DGSTVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFLLAFSLLSRASYE

Medtr4g088055       -DGSTVNLGLWDTA----------GQE--DYNRLR--PLSYRGADVFLLCFSLISKASYE

Medtr2g078560       -HNTTLLLALRSIV----------MID--LYRVIT--SAYYHGAVGALLVYDVTRHATFE

Medtr7g405820       -RKRKPTLK----L----------EIE--VEDDDN--DNDVRGAVGALVVYDISRRTTFD

Medtr5g036990       -NDSLVTLQIWDTE----------RREGFQIDDA---IAFYKEVDCCVLVYDVNFMESFD

Medtr5g078090       ---GNVTIKLWDLG----------GQR--RFRTMW--ERYCRGVSAIVYVVDAADRDSVP

Medtr4g026950       ---GNVTIKIWDLG----------GQR--RFRSMW--ERYCRAVSAIVSLVDAADPDNLS

Medtr5g015370       ---GNVTIKLWDLG----------GQP--RFRSMW--ERYCRAVSAIVYVVDAADPDNLS

Medtr7g112090       ---GKIKFKAFDLG----------GHQ--IARRVW--KDYYAQVDAVVYLVDAYDKERFA

Medtr4g121860       ---GRIKFKAFDLG----------GHQ--IARRVW--RDYYAQVDAVVYLVDAFDKERFP

Medtr2g034640       ---GKIKFKAFDLG----------GHQ--IARRVW--KDYYAKVDAVVYLVDAYDKERFA

AtSARA1b            ---GKIKFKAFDLG----------GHQ--IARRVW--KDYYAKVDAVVYLVDAYDKERFA

Medtr8g077540       ---QKYTLNIWDVG----------GQK--TIRSYW--RNYFEQTDGLVWVVDSSDLRRLD

Medtr1g076550       ---KNIRFEVWDLG----------GQE--RLRTSW--ATYYRGTHAVIAVIDSSDRARIS

Medtr5g007810       ---KNVVFTVWDVG----------GQE--KLRPLW--RHYFNNTDGLIYVVDSLDRERIS

Medtr4g077640       ---KNVIFTVWDVG----------GQE--KLRTLW--RHYFNNTDGLIYVVDSLDRERIG

AtARFB1c            ---KNVIFTVWDVG----------GQE--KLRPLW--RHYFNNTDGLIYVVDSLDRERIG

Medtr5g007820       ---KNVDFTVWDVG----------GQGRHNLRPLW--KNYFTSIDGLIYVVDCHDRERIY

Medtr5g007840       ---KNVDFIVW--------------------------DNYFNNFDGLIYVVDCHDRERID

Medtr4g128910       ---NNIKFQVWDLG----------GQT--SIRPYW--RCYFPNTQAIIYVVDSSDTDRLV

Medtr5g016540       ---KNVSFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRERIL

AtARFA1a            ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr7g109960       ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr6g005820       ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr1g086480       ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr5g034125       ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr5g034130       ---KNISFTVWDVG----------GQD--KIRPLW--RHYFQNTQGLIFVVDSNDRDRVV

Medtr6g039490       -DNKLVTLQIWDTE----------GKE--TFQNVC--ADFYRGADCCVLVYDVNCFESFD

Medtr4g069850       -EDRLFTLQIWDTA----------GQE--RFQSLG--VAFYRGADCCVLVYDVNSMKSFD

Medtr2g101890       -EDRLFTLQIWDTA----------GQE--RFQSLG--VAFYRGADCCVLVYDVNVMKSFE

Medtr4g012940       -EDRLFTLQIWDTA----------GQE--RFQSLG--VAFYRGADCCVLVYDVNVMKSFE

Medtr8g092020       -DDKLVTLQIWDTA----------GQE--RFHSLG--AAFYRGADCCVLVYDVNIHKTFD

Medtr1686s0010      -GDQPVTLQIWDTA----------GRE--RFQSRG--VSFYRGSDCCVLIYDINHMKSFD

Medtr1452s0010      -DDRLVTLQIWDTA----------GQE--RFQSLG--VAFYRGADCCVLVYDVNVMKSFD

Medtr1g097420       -DDRLVTLQIWDTA----------GQE--RFQSLG--VAFYRGADCCVLAYDVNVMRSFD

Medtr1g029450       -GGKKLKLAIWDTA----------GQE--RFRTLT--GSYYRGAQGIIMVYDVTRRETFT

Medtr3g096350       -DGKKLKLAIWDTA----------GQE--RFRTLT--SSYYRGAQGIIMAYDVTRRDTFT

Medtr8g093740       -EGKKLKLAIWDTA----------GQE--RFRTLT--SSYYRGAQGIIMVYDVTRRETFT

Medtr1g090717       -GDKRLKLTIWDTA----------GQE--RFGTVI--CSYYRGAHGIVLVYDVTRRETFT

Medtr1g062760       -GGKRLKLTIWDTA----------GQE--RFRTLT--SSYYRGAQGIILVYDVTRRETFT

Medtr7g103070       -GGKRLKLTIWDTA----------GQE--RFRTLT--SSYYRGAQGIILVYDVTRRETFT

Medtr2g005500       -EGKTAKLQIWDTA----------GQE--RFRTIT--SSYYRGAHGIIIVYDVTDIESFN

Medtr4g099470       -DGKTIKLQIWDTA----------GQE--RFRTIT--SSYYRGAHGIIVVYDVTDQESFN

Medtr7g081700       -DGKTIKLQIWDTA----------GQE--RFRTIT--SSYYRGAHGIIIVYDVTDEESFN

Medtr8g006970       -DGKTIKLQIWDTA----------GQE--RFRTIT--SSYYRGAHGIIIVYDVTDEESFN

Medtr2g096550       -DGKKIMLQVWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDESSFN

Medtr4g063160       -DGKRIKLQIWDTA----------GQE--RFSFVINNFTYYRGAMGILLVYDVTDEASFN

Medtr1g115325       -DGKRIKLQIWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDEASFN

AtRABE1a            -DGKRIKLQIWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDESSFN

Medtr7g100020       -DGKRIKLQIWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDESSFN

Medtr1g068730       -DGKRIKLQIWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDESSFN

Medtr1g068740       -DGKRIKLQIWDTA----------GQE--RFRTIT--TAYYRGAMGILLVYDVTDESSFN

Medtr1g094220       QDSTTVKFEIWDTA----------GQE--RYAALA--PLYYRGAAVAVIAYDITSPESFS

AtRABF1             QDSTTVKFEIWDTA----------GQE--RYSALA--PLYYRGAGVAVIVYDITSPESFK

Medtr3g064390       ND-ATVKFEIWDTA----------GQE--RYHSLA--PMYYRGAAAAIIVYDITSSDSFS

Medtr5g076590       ND-ATVKFEIWDTA----------GQE--RYHSLA--PMYYRGAAAAIIVYDITNLESFT

Medtr2g102060       SE-ATVKFDIWDTA----------GQE--RYHSLA--PMYYRGAAAAIVVYDISSIDTFV

Medtr8g103550       NE-ATVKFDIWDTA----------GQE--RYHSLA--PMYYRGSAAAIVVYDITSMDSFV

Medtr3g087160       -EDRTVRLQLWDTA----------GQE--RFRSLI--PSYIRDSSVAVIVYDVANRQSFL

Medtr8g090215       -EDRTVRLQLWDTA----------GQE--RFRSLI--PSYIRDSSVAVIVYDVANRQSFL

Medtr4g098950       -EDRTVRLQLWDTA----------GQE--RFRSLI--PSYIRDSSVAVIVYDVASRQTFL

Medtr5g013900       -EDRTVRLQLWDTA----------GQE--RFRSLI--PSYIRDSSVAVIVYDVASRQTFL

Medtr8g031660       -KNNRIKLHIWDTA----------GQE--TFRSIT--RSYYRGAAGALLVYDITKRETFN

Medtr8g031870       -NNNSVKLQIWDTA----------GQE--RFRSIT--RSYYRKAAGALLVYDITRRETFD

Medtr8g031680       -NNNPVKLQIWDTA----------GQE--RFRSIT--KSYYRKAACALLVYDITKRETFN

Medtr8g031830       -NNNPVKLQIWDTA----------GQE--RFSSIT--KSYYRKAADALLVYDITRRETFD

Medtr8g031810       -KNKGIKLQIYDTT----------------------------GAVGALLVYDITRRETFN

Medtr2g027660       -DNKPIKLQIWDTA----------GQE--SFRSIT--RSYYRGAAGALLVYDITRRETFN

Medtr6g021790       -DSRPIKLQIWDTA----------GQE--SFRSIT--RSYYRGAAGALLVYDITRRETFN

Medtr2g078000       TISGVLISVVWSSNHLNEHNTTLLLAL--RYRAIT--SAYYRGAVGALLVYDVTRHATFE

Medtr6g079550       -RDKLIKAQIWDTA----------GQE--RFRAIT--SSYYRGALGAMLVYDITRIITFV

Medtr8g107070       -RDKLIKAQIWDTA----------GQE--RFRAIT--SSYYRGALGALLVYDITRRSSYE

Medtr7g051940       -DGKEVKAQIWDTA----------GQE--RFRAVT--SAYYRGAFGALVVYDISRRGTFE

Medtr7g405790       -DSKEVKAQIWDTA----------GQE--RFRAVT--SAYYRGAVGALIVYDISRRTTFD

Medtr8g036220       -DHKLVKAQIWDTA----------GQE--RYQAIT--TAYYRGATGALLTYDITKRHTFN

Medtr2g075950       -DSKVIKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDVTRHATFE

Medtr2g083860       -DAKVIKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDVTRRATFE

AtRABA1a            -EGKVVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLIYDVTRHATFE

Medtr2g090865       -LDKLVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDSTRHVTFE

Medtr4g079350       -DDKIVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDVTRHVTFE

Medtr2g014990       -DDKVVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDVTRHVTFE

Medtr4g088090       -DDKVVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDVTRHVTFE

Medtr2g005510       -EGRTVKAQIWDTA----------GQE--RYRAIT--SAYYRGALGALLVYDVTKPTTFD

Medtr3g069510       -EGKTVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDITKRQTFE

Medtr4g064897       -EGKTVKAQIWDTA----------GQE--RYRAIT--SAYYRGAVGALLVYDITKRQTFD

Medtr3g086980       -EHKSVKAQIWDTA----------GQE--RYRAVT--SAYYRGAVGAMLVYDITKRPSFD

Medtr8g089985       -DHKTVKAQIWDTA----------GQE--RYRAVT--SAYYRGAVGAMLVYDITKRQTFD

Medtr0262s0050      -DNKTVKAQIWDTA----------GQE--RYRAVT--SAYYRGAVGAMLVYDMTKRQSFD

Medtr1g052475       -DNKTVKAQIWDTA----------GQE--RYRAVT--SAYYRGAVGAMLVYDMTKRQSFD

Medtr7g117910       -NGKLIKAQIWDTA----------GQE--RYRAVT--SAYYRGALGAMLVYDITKRQTFD

Medtr8g027220       -NGKVIKAQIWDTA----------GQE--RYRAVT--SAYYRGALGAMLVYDITKRQSFD

                                                                   :   .        

Medtr4g113620       NVP-TWHGDITR-VC-E---NIPIVL----CGNK-VDVK--NRQI---------------

AtRAN1              NVP-TWHRDLCR-VC-E---NIPIVL----CGNK-VDVK--NRQV---------------

Medtr3g107717       NVP-TWHRDLCR-VC-E---NIPIVL----CGNK-VDVK--NRQV---------------

Medtr3g107707       NVP-TWHRDLCR-VC-E---NIPIVL----CGNK-VDVK--NRQV---------------

Medtr3g107713       NVP-TWHRDLCR-VC-E---NIPIVL----CGNK-VDVK--NRQV---------------

Medtr3g078260       NVFKKWIPELQH-FA-P---GVPVVL----VGTK-LDLR--EDRH---------------

AtROP11             NVFKKWIPELQH-FA-P---GVPLVL----VGTK-LDLR--EDKH---------------

Medtr6g087980       NVLKKWMPELRR-FA-P---NVPIVL----VGTK-LDLR--EDRG---------------

Medtr4g073250       NIAKKWIPELRH-YA-P---GVPIIL----VGTK-LDLR--DDSQ---------------

AtROP1              NVSKKWIPELKH-YA-P---GVPIVL----VGTK-LDLR--DDKQ---------------

Medtr5g022600       NVSKKWIPELKH-YA-P---GVPIIL----VGTK-LDLR--DDKQ---------------

Medtr8g075240       NVSKKWIPELKH-YA-P---GVPIIL----VGTK-LDLR--DDKQ---------------

Medtr2g090875       NISKKWIPELRH-YA-P---TVPIVL----VGTK-LDLR--EDRQ---------------

Medtr4g088055       NISKKWISELRH-YA-P---NVPIVL----VGTK-LDLR--DDKQ---------------

Medtr2g078560       NVD-GWLKELRNHTDSN---IVAGGPFYPVLTGR-R--D--SL---------------QS

Medtr7g405820       SAR-RQLTAQCAI---------LALVVYDINNSN-TASK--QN---------------HS

Medtr5g036990       MID-----------NLD---NKFLAN----FCEK-LPVP--VINY-MIMIP---------

Medtr5g078090       ITR-SELNELLTKPSLN---GIPLLV----LGNK-IDK----------------------

Medtr4g026950       ISR-SELHDLLSKPSLS---GIPLSV----LGNK-IDK----------------------

Medtr5g015370       ISR-SELHDLLSKPSLS---GIPLLV----LGNK-IDK----------------------

Medtr7g112090       ESK-KELDALLSDESLA---NVPFLV----LGNK-IDIP---------------------

Medtr4g121860       ESK-KELDALLADESLG---NVPFLI----LGNK-IDIT---------------------

Medtr2g034640       ESK-KELDALLSDESLA---NVPFLI----LGNK-IDIP---------------------

AtSARA1b            ESK-RELDALLSDEALA---TVPFLI----LGNK-IDIP---------------------

Medtr8g077540       DCK-MELDNLLKEERLS---GASLLI----LANK-QDI----------------------

Medtr1g076550       LMK-DELFRLLGHEDLQ---HSVILV----FANK-QDI----------------------

Medtr5g007810       QAK-QEFQAIINDPFML---NSVILV----FANK-QDL----------------------

Medtr4g077640       KAK-QEFQTIINDPFML---NSVILV----LANK-QDL----------------------

AtARFB1c            KAK-QEFQDIIRDPFML---NSVILV----FANK-QDM----------------------

Medtr5g007820       QVK-QEFQTTINEPSML---NNIILV----FANK-QDL----------------------

Medtr5g007840       QVK-EEFQTTINDPSML---NKIILV----FTNK-QDLK--SVGNPTILVPHIEFCFEVK

Medtr4g128910       IAR-EEFHAILEEEELK---GAVVLI----FANK-QDL----------------------

Medtr5g016540       EAR-DELHRMLSEDELR---DATLLV----FANK-QDL----------------------

AtARFA1a            EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr7g109960       EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr6g005820       EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr1g086480       EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr5g034125       EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr5g034130       EAR-DELHRMLNEDELR---DAVLLV----FANK-QDL----------------------

Medtr6g039490       IL-DSWHDDFLKKGNTSNHGISPFIL----LGNK-VDIDGGKS-----------------

Medtr4g069850       NL-NNWREEFLIQANPSDPENFPFVV----IGNK-IDIDGGNS-----------------

Medtr2g101890       NL-NHWREEFLIQASPSDPENFPFVV----LGNK-VDVDGGNS-----------------

Medtr4g012940       NL-NHWREEFLIQASPSDPENFPFVV----LGNK-IDVDGGNS-----------------

Medtr8g092020       TL-NNWHDDFLKQADTGNPDAFPFVL----LGNK-VDVDGGNS-----------------

Medtr1686s0010      AL-KNWHAEFVEKVYYAISIFLI-------------------------------------

Medtr1452s0010      TL-DNWHEEFLKQVYYVSSIFLIFLL----SVICMITLF---------------------

Medtr1g097420       SL-DTWHEEFLKQANPPDTRAFPFIL----LGNK-IDIDGGNS-----------------

Medtr1g029450       NLSDIWAKEIDLYSTNQ---DCIKML----VGNK-VDKE--SE-----------------

Medtr3g096350       NLSEVWAKEVDLYSTNQ---DCIKML----VGNK-VDKE--SD-----------------

Medtr8g093740       NLSEIWAKEIDLYSTNQ---DCMKML----VGNK-VDKE--GD-----------------

Medtr1g090717       NLVGTWAKEVGLYSTNH---DCIKIL----VGNK-VDKE--SE-----------------

Medtr1g062760       NLSEVWSKEVELYSTNQ---DCMKML----VGNK-VDRE--SE-----------------

Medtr7g103070       NLSEVWSKELELYSTNQ---ECVKML----VGNK-VDKD--SE-----------------

Medtr2g005500       NV-KQWLHEIDRYANHS----VSKLL----VGNK-CDLT--DN-----------------

Medtr4g099470       NV-KQWLNEIDRYASEN----VNKLL----VGNK-SDLS--DK-----------------

Medtr7g081700       NV-KQWLSEIDRYASDN----VNKLL----VGNK-CDLT--SE-----------------

Medtr8g006970       NV-KQWLSEIDRYASDN----VNKLL----VGNK-SDLT--AN-----------------

Medtr2g096550       NI-TNWIRSIEQHSSDN---IVNKIL----VGNK-VDMD--ESK----------------

Medtr4g063160       NI-RNWIRNIEQHASDN----VNKIL----VGNK-ADMD--ESK----------------

Medtr1g115325       NI-RNWIRNIEQHASDN----VNKIL----VGNK-ADMD--ESK----------------

AtRABE1a            NI-RNWIRNIEQHASDS----VNKIL----VGNK-ADMD--ESK----------------

Medtr7g100020       NI-RNWIRNIEQHASDN----VNKIL----VGNK-ADMD--ESK----------------

Medtr1g068730       NI-KNWIRNIEQHASDN----VNKIL----VGNK-ADMD--ESK----------------

Medtr1g068740       NI-KNWIRNIEQHASDN----VNKIL----VGNK-ADMD--ESK----------------

Medtr1g094220       KA-QYWVKELQKHGSPD----IVMAL----VGNK-ADLQ--EK-----------------

AtRABF1             KA-QYWVKELQKHGSPD----IVMAL----VGNK-ADLH--EK-----------------

Medtr3g064390       RA-KKWVQELQKQGNPN----MVMAL----AGNK-SDLE--DK-----------------

Medtr5g076590       RA-KKWVQELQKQGNPN----MVVAF----AGNK-ADLE--DK-----------------

Medtr2g102060       RA-KKWVQELQRHGSQK----LVMAL----VANK-CDLE--PK-----------------

Medtr8g103550       RA-KKWVREVQRQANPN----LIMLL----VANK-ADLE--DQ-----------------

Medtr3g087160       NT-NKWVEEVRAERGSD----VIIVL----VGNK-TDLV--EK-----------------

Medtr8g090215       NT-NKWVEEVRQERGSD----VIIVL----VGNK-TDLV--EK-----------------

Medtr4g098950       NT-SKWIEEVRSERGSD----VIVVL----VGNK-TDLV--EK-----------------

Medtr5g013900       NT-TKWIEEVRTERGSD----VIIVL----VGNK-TDLV--EK-----------------

Medtr8g031660       HL-ATWLEEVREHGNSN----TIITL----VGNK-SDLA--KK-----------------

Medtr8g031870       HM-ATWLEDARQHASSD----MIIML----VGNK-SDLA--GN-----------------

Medtr8g031680       HL-ATWLEDARQHASSD----MIIML----IGNK-SDLA--CN-----------------

Medtr8g031830       HM-ATWLEDARQHASSD----TIIML----IGNK-SDLA--CN-----------------

Medtr8g031810       HL-ATWLEDARQHAS---------------------------------------------

Medtr2g027660       HL-ASWLEDARQHANAN----MTIML----IGNK-CDLA--HR-----------------

Medtr6g021790       HL-ASWLEDARQHANPN----MTITL----IGNK-CDLS--HR-----------------

Medtr2g078000       NV-DTWLKELRNHTDSN----IVVMC----NIPK-ERAA--G------------------

Medtr6g079550       NI-KKWLHELREFGNED----MVIIL----VANK-SDLS--QS-----------------

Medtr8g107070       SV-GRWLVELREFGGEE----MVVIL----VGNK-CDLG--ES-----------------

Medtr7g051940       SI-KRWLDELTTQNDST----VARML----VGNK-CDLE--NI-----------------

Medtr7g405790       SV-GRWLDELKTHCDTT----VAMML----VGNK-CDLD--NI-----------------

Medtr8g036220       HI-EKWLDELHNHADKN----IVVML----VGNK-SDLS--SI-----------------

Medtr2g075950       NV-DRWLKELRNHTDSN----IVVML----VGNK-ADLR--HL-----------------

Medtr2g083860       NA-ARWLKELRDHTDPN----IVVML----IGNK-SDLR--HL-----------------

AtRABA1a            NA-ARWLRELRGHTDPN----IVVML----IGNK-CDLR--HL-----------------

Medtr2g090865       NV-ERWLKELRDHTDAY----VVIML----VGNK-ADLK--HL-----------------

Medtr4g079350       NV-ERWLKELRDHTDAN----IVIML----VGNK-ADLR--HL-----------------

Medtr2g014990       NV-ERWLKELRDHTDAN----IVVML----VGNK-ADLR--HL-----------------

Medtr4g088090       NV-ERWLKELRDHTDAN----IVVML----VGNK-ADLR--HL-----------------

Medtr2g005510       NV-TRWLKELRDHADAN----IVIML----IGNK-TDLK--HL-----------------

Medtr3g069510       NV-QRWLRELRDHADSN----IVIML----AGNK-SDLN--HL-----------------

Medtr4g064897       NV-NRWLRELRDHADSN----IVIMM----AGNK-SDLN--HL-----------------

Medtr3g086980       HI-PRWLEELRNHADKN----IVIIL----IGNK-SDLE--EQ-----------------

Medtr8g089985       HI-PRWLEELRNHADKN----IVIIL----VGNK-SDLE--NQ-----------------

Medtr0262s0050      HM-ARWLEELRSHADKN----IVIML----IGNK-CDLS--YL-----------------

Medtr1g052475       HM-ARWLEELRGHADTN----IVIML----IGNK-CDLG--TL-----------------

Medtr7g117910       HV-ARWIEELRSHADNS----IVIML----IGNK-GDLV--DQ-----------------

Medtr8g027220       HV-AKWVEELRAHADNS----IVIML----VGNK-GDLV--DL-----------------

Medtr4g113620       KAK--------------------------QVIFHR----------------------KKN

AtRAN1              KAK--------------------------QVTFHR----------------------KKN

Medtr3g107717       KAK--------------------------QVTFHR----------------------KKN

Medtr3g107707       KAK--------------------------QVTFHR----------------------KKN

Medtr3g107713       KAK--------------------------QVTFHR----------------------KKN

Medtr3g078260       YLA--------------------DHPGMVPVTTEQGEELRK---------------QIGA

AtROP11             YLA--------------------DHPGLSPVTTAQGEELRK---------------LIGA

Medtr6g087980       YFA--------------------DHTGYNVITSAEGEELRK---------------QIGA

Medtr4g073250       FFQ--------------------DHPGAAPITTAQGEELRK---------------LIGA

AtROP1              FFI--------------------DHPGAVPITTAQGEELRK---------------QIGA

Medtr5g022600       FCI--------------------DHPGAVPITTAQGEELRK---------------LINA

Medtr8g075240       FFV--------------------DHPGAVPITTAQGEELRK---------------LINA

Medtr2g090875       YLI--------------------DHPGATAITTAQGEELKR---------------AIGA

Medtr4g088055       FFI--------------------DHPGATQITTAKGEELKK---------------MIGA

Medtr2g078560       FFQEATD------QIPRPDDNIMHTLHLFNLRGFNARETVSLLGGHNIGKIGCDFFQQRL

Medtr7g405820       YFSCCS------------------------------------------------------

Medtr5g036990       ------------------------------------------------------------

Medtr5g078090       -------------SEALSKQALVDQLGLESI-------------------------KDRE

Medtr4g026950       -------------PWAVSKQDLTDQMDLKSI-------------------------TDRE

Medtr5g015370       -------------AGALSKQALTDQMDLKSI-------------------------TDRE

Medtr7g112090       --------------YAASEDELRHHLGLSNFTTGK-------------GKVNLSDSNVRP

Medtr4g121860       --------------YAASEDELRYHLGLTNFTTGK-------------GKINLSDSNVRP

Medtr2g034640       --------------YAASEDELRYHLGLTNFTTGK-------------GKVNLTDSNVRP

AtSARA1b            --------------YAASEDELRYHLGLTNFTTGK-------------GKVTLGDSGVRP

Medtr8g077540       -------------KGALAPEEIAKVLNLEAM------------------------DKSRH

Medtr1g076550       -------------KDAMTPAEITDALSLHSI-------------------------KDHD

Medtr5g007810       -------------RGAMTPMEICEGLGLFDL-------------------------KNRK

Medtr4g077640       -------------RGAMTPREVCDGLGLFDL-------------------------KNRK

AtARFB1c            -------------RGAMSPREVCEGLGLLDL-------------------------KNRK

Medtr5g007820       -------------KGAMTITEVCEGLGLFDL-------------------------RNRK

Medtr5g007840       FSHECQYFLILLYKGAMTITEVCEGLGLFDL-------------------------RNRK

Medtr4g128910       -------------PGALDDAAVTESLELHKI-------------------------KNRQ

Medtr5g016540       -------------PNALSVSEITDKLGLHSL-------------------------RQRR

AtARFA1a            -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr7g109960       -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr6g005820       -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr1g086480       -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr5g034125       -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr5g034130       -------------PNAMNAAEITDKLGLHSL-------------------------RQRH

Medtr6g039490       ----------------------------RVVPEKKAKKWCA---------------SKGN

Medtr4g069850       ----------------------------RVVSEKKARAWCA---------------AKGN

Medtr2g101890       ----------------------------RVVSEKKAKAWCA---------------SKGN

Medtr4g012940       ----------------------------RVVSEKKAKAWCA---------------SKGN

Medtr8g092020       ----------------------------RRVTEKKAREWCA---------------SRGS

Medtr1686s0010      ------------------------------------------------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       ----------------------------RVVSEKKANDWCA---------------SKGN

Medtr1g029450       ----------------------------RAVTKKEAVDFA----------------RQYG

Medtr3g096350       ----------------------------RVVTKKEGIDFA----------------REYG

Medtr8g093740       ----------------------------RVVTKKEGIDFA----------------REYG

Medtr1g090717       ----------------------------RAVSKEEGMALA----------------KEHR

Medtr1g062760       ----------------------------RTVSTEEGLALA----------------KEFG

Medtr7g103070       ----------------------------RAVSREEGLSLA----------------KELG

Medtr2g005500       ----------------------------KLVHTHTAKAFA----------------DELG

Medtr4g099470       ----------------------------KVVSSETAKAFA----------------DEIG

Medtr7g081700       ----------------------------RAVSYDTAKAFA----------------DEIG

Medtr8g006970       ----------------------------RAVSYDTAKEFA----------------DQIG

Medtr2g096550       ----------------------------RAVPFSKGQALA----------------NKYG

Medtr4g063160       ----------------------------RAVPTSKGQALA----------------DEYG

Medtr1g115325       ----------------------------RAVPTSKGQALA----------------DEYG

AtRABE1a            ----------------------------RAVPKSKGQALA----------------DEYG

Medtr7g100020       ----------------------------RAVPTSKGQALA----------------DEYG

Medtr1g068730       ----------------------------RAVPTSKGQALA----------------DEYG

Medtr1g068740       ----------------------------RAVPTSKGQALA----------------DEYG

Medtr1g094220       ----------------------------REVAVEDGMDYA----------------EKNG

AtRABF1             ----------------------------REVPTEDGMELA----------------EKNG

Medtr3g064390       ----------------------------RKVTAEEARVYA----------------EENG

Medtr5g076590       ----------------------------RKVTAEEARVYA----------------EENG

Medtr2g102060       ----------------------------REVETEDGEQFA----------------QENG

Medtr8g103550       ----------------------------RKVGNEEGEEYA----------------KENG

Medtr3g087160       ----------------------------RQVSIEEGDAKS----------------RESG

Medtr8g090215       ----------------------------RQVSIEEGDAKS----------------KEFG

Medtr4g098950       ----------------------------RQVSTEEGEAKS----------------RELN

Medtr5g013900       ----------------------------RQVSIEDGEAKA----------------RELN

Medtr8g031660       ----------------------------RVVSTEEAEKFA----------------KENG

Medtr8g031870       ----------------------------RLVSTEEGEKFA----------------KENG

Medtr8g031680       ----------------------------RVVSTKEGEKFA----------------KENG

Medtr8g031830       ----------------------------RVVSTEEGEKFT----------------KENG

Medtr8g031810       ------------------------------------------------------------

Medtr2g027660       ----------------------------RAVSTEEGEQFA----------------KENG

Medtr6g021790       ----------------------------RAVSKEEGEQFA----------------KENG

Medtr2g078000       ------------------------------------------------------------

Medtr6g079550       ----------------------------REVEKEEGKGFA----------------EKEG

Medtr8g107070       ----------------------------REVEEEEAKRFA----------------EAEG

Medtr7g051940       ----------------------------REVSIEEGKALA----------------EEEG

Medtr7g405790       ----------------------------RDVSIEEGKSLA----------------ESEG

Medtr8g036220       ----------------------------REVPIEEAEDLA----------------KQKG

Medtr2g075950       ----------------------------VAVSTEDGKSYA----------------EKES

Medtr2g083860       ----------------------------VAVPTEDGKSFA----------------ERES

AtRABA1a            ----------------------------VAVKTEEAKAFA----------------ERES

Medtr2g090865       ----------------------------QAVSTEEATTFA----------------EKEN

Medtr4g079350       ----------------------------RAVSTDDAKAFA----------------EREN

Medtr2g014990       ----------------------------RAVSTEDSTAFA----------------EREN

Medtr4g088090       ----------------------------RAVSTEDATSFS----------------EREN

Medtr2g005510       ----------------------------RAVATEDAQSYA----------------EKEG

Medtr3g069510       ----------------------------RAVSSDDAQNLA----------------EKET

Medtr4g064897       ----------------------------RAVSEDDGQALA----------------EKEG

Medtr3g086980       ----------------------------RAVPTEDAKEFA----------------EKEG

Medtr8g089985       ----------------------------RDVPTEDAKEFA----------------EKEG

Medtr0262s0050      ----------------------------RAVPMEDAEEFA----------------QREN

Medtr1g052475       ----------------------------KAVPTEDAQEFA----------------QREN

Medtr7g117910       ----------------------------RVVHTDKCCGVC----------------RGSG

Medtr8g027220       ----------------------------RMVPTEDAVEFA----------------EDQG

Medtr4g113620       LQYYEISAKSNYNFEKPFLYLAKKLAGNMNLHFVEM--------PALAPPEVAF-DI---

AtRAN1              LQYYEISAKSNYNFEKPFLYLARKLAGDQNLHFVET--------PALAPPEVHI-DI---

Medtr3g107717       LQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVES--------PALAPPEVQI-DL---

Medtr3g107707       LQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVES--------PALAPPEVQI-DL---

Medtr3g107713       LQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVES--------PALAPPEVQI-DL---

Medtr3g078260       TYYIECSSKTQQNVKGVFDAAIR---------------------MVIKPPQKQH-EK---

AtROP11             TYYIECSSKTQQNVKAVFDSAIK---------------------EVIKPLVKQK-EK---

Medtr6g087980       AAYIECSSKTQQNVKAVFDTAIK---------------------VVLQPPRRKE-MP---

Medtr4g073250       PVYIECSSKTQKNVKAVFDSAIK---------------------VVLQPPKQKK-TK---

AtROP1              PTYIECSSKTQENVKAVFDAAIR---------------------VVLQPPKQKK-KK---

Medtr5g022600       PAYIECSSKSQENVKAVFDAAIR---------------------VVLQPPKQKK-KK---

Medtr8g075240       PAYIECSSKSQQNVKAVFDAAIR---------------------VVLQPPKQKK-KK---

Medtr2g090875       AVYLECSSKTQQNVKAVFDAAIK---------------------VVLQPPKQKK-KR---

Medtr4g088055       VSYIECSSKTQQNVKVVFDAAIK---------------------IALRPPKPKK-KP---

Medtr2g078560       YDFQGTGQPD---PSIPLDFLSQMRLNCPDNSKNNISSN-----GTFSTFTISK-KM---

Medtr7g405820       ------------------------------------------------------------

Medtr5g036990       ------------------------------------------------------------

Medtr5g078090       VCCYMISCKDSVNIDVVIDWLIKHSK---------------------------T-AN---

Medtr4g026950       ICCFMISCKNSTNIDSVIDWLVKHSK---------------------------S-KN---

Medtr5g015370       VCCFMISCKNSTNIDSVIDWLVKHSK---------------------------S-KS---

Medtr7g112090       MEVFMCSIVKKMGYGDGFKWVSQYIK----------------------------------

Medtr4g121860       LEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------------

Medtr2g034640       LEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------------

AtSARA1b            LEVFMCSIVRKMGYGEGFKWLSQYIN----------------------------------

Medtr8g077540       WMIVGCSAYTGEGLLEGFDWLVQDIA---------------------------S-RI---

Medtr1g076550       WHIQACSAISGDGLYDGLGWIAGRVT---------------------------G-KA---

Medtr5g007810       WHIQGTCALKGDGLYEGLDWLSSTLK---------------------------E-IK---

Medtr4g077640       WHIQGTCALKGDGLYEGLDWLSSTLK---------------------------E-MK---

AtARFB1c            WHIQGTCALQGDGLYEGLDWLSATLK---------------------------E-VK---

Medtr5g007820       WHIQGTCALKGDGLFEGLDWLASTLK---------------------------E-KK---

Medtr5g007840       WHIQGTCALKGDGLFEGLDWLASTLK---------------------------E-KK---

Medtr4g128910       WAIFKTSAIKGEGLFEGLDWLSNTLK---------------------------S-GG---

Medtr5g016540       WYIQSTCATSGQGLYEGLDWLSSNIS---------------------------N-KI---

AtARFA1a            WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------G-KA---

Medtr7g109960       WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------S-KS---

Medtr6g005820       WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------S-KA---

Medtr1g086480       WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------N-KA---

Medtr5g034125       WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------N-KA---

Medtr5g034130       WYIQSTCATSGEGLYEGLDWLSNNIA---------------------------N-KA---

Medtr6g039490       IPYFETSAKEDFNVDDAFLCIAKTALANERDQDICVQP--------------IW-PA---

Medtr4g069850       IPYFETSAKEGINVEEAFQTIAKDALKSGEEEELYLPD--------------TI-DV---

Medtr2g101890       IPYFETSAKEGFNVEAAFECITKNALKNEPEEELYMPE--------------TI-DV---

Medtr4g012940       IPYFETSAKEGFNVEAAFQCIAKNALKNEPEEEMYLPD--------------TI-DV---

Medtr8g092020       IPYFETSAKEGYNVDDAFLCVAKVASENDHDLDIYFRG--------------IS-ET---

Medtr1686s0010      ------------------------------------------------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       IPYFETSAKEDYNVDAAFLCIAKTALANEREQDIYFQG--------------IP-EA---

Medtr1g029450       CLYTECSAKTRVNVEQCFEELVMKILDTPSLLAEGSSG----------VKKNIFK-----

Medtr3g096350       CLFIECSAKTRVNVQHCFEELVLKILDTPSLLAEGSKG----------NKKNIFK-----

Medtr8g093740       CLFIECSAKTRVNVQQCFEELVLKVLDTPSLLAEGSKG----------VKKNIFK-----

Medtr1g090717       CLFLECSAKTKENVQQCFKDLTLKILEVPSLREKGSVE----------VKRQK-------

Medtr1g062760       CSFFECSAKTRENVDKCFEELALKIMEVPSLLEEGSTS----------VKRNILK-----

Medtr7g103070       CLLLECSAKTRENVEKCFEELALKIMEAPSLLEEGSAA----------TKRNVLK-----

Medtr2g005500       IPFLETSAKDSINVEQAFLTMAAEIKNKMGSQPTGSKS----------AAESVQMK----

Medtr4g099470       IPFMETSAKNASNVEQAFMAMAAEIKNRMASQPA-NSA----------RPATVQIR----

Medtr7g081700       IPFMETSAKDSTNVEQAFMAMASSIKDRMASQPT-NNA----------RPPTVQIR----

Medtr8g006970       IPFMETSAKDATNVEGAFMAMAAAIKDRMASQPSANNA----------RPPTVQIR----

Medtr2g096550       IKFFETSAKTNLNVDEAFFSIARDIKQRLPDSKK--------------TPSRIRINKHNN

Medtr4g063160       IKFFETSAKTNLNVEEVFFSIARDIKQRLADTDN--KA----------EPTTIKINQD-S

Medtr1g115325       IKFFETSAKTNMNVEEVFFSIARDIKQRLADTVS--ST----------EPQSIKINQQDQ

AtRABE1a            MKFFETSAKTNLNVEEVFFSIAKDIKQRLADTDA--RA----------EPQTIKINQSDQ

Medtr7g100020       IKFFETSAKTNLNVEEVFFSIARDIKQRLADTDS--KS----------EPQTIKINQPDQ

Medtr1g068730       IKFFETSAKTNMNVDEVFFSIARDIKQRLAESDS--KT----------EPQTLKINQPDQ

Medtr1g068740       IKFFETSAKTNMNVEEVFFSIARDIKQRLAESDS--KT----------EPQTLKINQPDQ

Medtr1g094220       MFFIETSAKTADNINELFEVSDNLFTIGQVPPYLLDV------AGGWVNPR---LWT---

AtRABF1             MFFIETSAKTADNINQLFEEIGKRLPRPAPSS----------------------------

Medtr3g064390       LFFMETSAKSAANVNDVFYEIAKRLPRAQPAQNPAGM------V-----------LV---

Medtr5g076590       LFFIETSAKTAANVNDIFYEIAKKLPRAQPAQNPAGM------V-----------LV---

Medtr2g102060       MFYMETSAKTAENINELFYEIGRRLARAFPSK-PPGI------T-----------LR---

Medtr8g103550       MSFFETSAKTAQNVNELFYEIAKRLAKANPSR-QTGI------K-----------LH---

Medtr3g087160       IMFIETSAKAGFNIKPLFRKIASALPGMESLST-KQDD---MVD---V-------NLKST

Medtr8g090215       IMFIETSAKAGFNIKPLFRKIASALPGMETLSSTNKED---MVD---V-------NLKPT

Medtr4g098950       VMFIEASAKAGFNIKALFRKIAAALPGMETLSTTKQED---MVD---V-------NLRSS

Medtr5g013900       VMFIETSAKAGFNIKALFRKIAAALPGMETLSSAKQED---LVD---V-------NLKSS

Medtr8g031660       LMFMEVSAKSSENIEEAFVKTAESIYKKIEDGDVGVLNETHGIKVGCV-----L------

Medtr8g031870       LMFMEVSAKSRENIEEAFVKTAERMRVGYEGRRGCLVR----VLVGDE-----GLS----

Medtr8g031680       LMFMEVSAKSRENIEEAFVKTAESIYKNIQVRVSDVLDETHGIKVGYV-------AAEGR

Medtr8g031830       LMFMEVSAKSRENIEE--------------VRVSDLLDETHEIKVGYG-----GLPAEGR

Medtr8g031810       ------------------------------------------------------------

Medtr2g027660       LIFMEASAKTAQNVEEAFIKTAGTIYKKIQDGVFDVSNESYGIKVGYG-----GIPGPSG

Medtr6g021790       LLFMEASAKTAQNVEEAFIKTAAKILQNIQDGVFDVSNETCGIKVGYG-----RPQGQAG

Medtr2g078000       ------------------------------------------------------------

Medtr6g079550       LCFMETSALQNLNVEDAFLEMITKIHDIISHKSLEDKMNGTK---L-GLPNGKEIHI---

Medtr8g107070       LCFMETSALKNLNVEQVFLQMITTIFDITNQRSLDAKMDETP---INHLSNGKEIHI---

Medtr7g051940       LFFMETSALDSTNVQTAFEIVIREIYNNISRKVLNSDSYKAE-----LSVNRVT-LVNGS

Medtr7g405790       LFFMETSALDSTNVKTAFEMVIREIYNNVSRKVLNSDTYKAE-----LSVNRVS-LVNNG

Medtr8g036220       LFFIETSALDSNNVEPAFLGLLSQIYVTMSKKHITADGRERNWDKVNLEFEGTKLLVSSQ

Medtr2g075950       LYFMETSALEATNVENAFAEVLTQIYRIVSKKAVEGAEN--G-N-ASVPAKGEKIDL---

Medtr2g083860       LYFMETSALEATNVENAFTEVLSQIYRIVSKKAVEAGEG--G-SSSSVPSVGQTINV---

AtRABA1a            LYFMETSALDATNVENAFTEVLTQIHKIVSKRSVDG--G--G-ESADLPGKGETINV---

Medtr2g090865       IYFMETSALESLNVDNAFVEVLTQIYNVVSKKTLEKENG--S-A---SVPKGETINI--G

Medtr4g079350       TFFMETSALESLNVDNSFTEVLTQIYRVVSRKTLEIGDD--P-A---ALPKGQTINV--G

Medtr2g014990       TFFMETSALESMNVENAFTEVLTQIYRVVSKKALEIGDD--P-T---ALPKGQTIDV--G

Medtr4g088090       TYFMETSALESLNVESAFTEVLTQIYRVVSKKALEIGDD--P-A---ALPKGQTINV--G

Medtr2g005510       LSFIETSALEATNVEKAFQTTLGEIYRIISKKSLSTANE--P-AAAANIKEGKTIAI--G

Medtr3g069510       LSFLETSALEALNVEKAFQTILFDIYQIISKKALAAQE---S-ASTTSVPHGTTINV--S

Medtr4g064897       LSFLETSALEATNIEKAFQTILTEIYHIVSKKALAAQE---A-AGTSLPGQGTTINV--A

Medtr3g086980       LFFLETSALQATNVETAFMTVLTEIFNIVNKKNLAADEN-QG-NGNSASLSGKKIIV-PG

Medtr8g089985       LFFLETSALQATNVEASFMTVLTEIYNIVNKKNLAADES-QG-NGNSASLLGQKIII-PG

Medtr0262s0050      LFFMETSALEATNVETCFLTILTEIYRINAKKPLSSNGD-DQ-NGTSTLLKGSRIIV-PN

Medtr1g052475       LFFMETSALESTNVETAFLTILTEIYRLISKKTLTANDEADP-GGGSGLLKGTRIIV-PN

Medtr7g117910       PFFLRDF----------------KINKVVSKRSLESNNG----KNNIATLKGSKIDIISG

Medtr8g027220       LFFSETSALTGVNVEGAFMKLLEEINSVVSKKALECGN------VKGIALKGSKIDVISG

Medtr4g113620       -AAQES-IE--------QEICM------------------------------------PA

AtRAN1              -ADQQK-NE--------AELLQ------------------------------------AA

Medtr3g107717       -VAQQQ-HE--------NELQQ------------------------------------AA

Medtr3g107707       -AAQQV-HE--------NELLQ------------------------------------AA

Medtr3g107713       -AAQQV-QE--------NELLQ------------------------------------AA

Medtr3g078260       -R-----KKARRGC-FLNVLCG------------------------------------RS

AtROP11             -TKKKKKQKSNHGC-LSNVLCG------------------------------------RI

Medtr6g087980       -RKKRQ--RRSGCS-FAGIVCG------------------------------------GC

Medtr4g073250       -RKG-----QKACS-IL-------------------------------------------

AtROP1              -SKA-----QKACS-IL-------------------------------------------

Medtr5g022600       -NKA-----QKACS-IL-------------------------------------------

Medtr8g075240       -SKA-----QKACS-IL-------------------------------------------

Medtr2g090875       -KKN------RSCI-FL-------------------------------------------

Medtr4g088055       -RKT------RTCT-FL-------------------------------------------

Medtr2g078560       -NVHHS-SSDKGMS-YMQALSSAVPSGASFDTHYYQSLLRGRGLLFADQQLMAQEKTARL

Medtr7g405820       ------------------------------------------------------------

Medtr5g036990       ------------------------------------------------------------

Medtr5g078090       ------------------------------------------------------------

Medtr4g026950       ------------------------------------------------------------

Medtr5g015370       ------------------------------------------------------------

Medtr7g112090       ------------------------------------------------------------

Medtr4g121860       ------------------------------------------------------------

Medtr2g034640       ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

Medtr8g077540       -YLLD-------------------------------------------------------

Medtr1g076550       ------------------------------------------------------------

Medtr5g007810       -ATGS--------------------GASSF------------------------------

Medtr4g077640       -AAGY--------------------SSLGLGTSSF-------------------------

AtARFB1c            -AAGY--------------------SSVGPSF----------------------------

Medtr5g007820       -AAEY--------------------S----------------------------------

Medtr5g007840       -AAE--------------------------------------------------------

Medtr4g128910       -G----------------------------------------------------------

Medtr5g016540       -R----------------------------------------------------------

AtARFA1a            ------------------------------------------------------------

Medtr7g109960       ------------------------------------------------------------

Medtr6g005820       ------------------------------------------------------------

Medtr1g086480       ------------------------------------------------------------

Medtr5g034125       ------------------------------------------------------------

Medtr5g034130       ------------------------------------------------------------

Medtr6g039490       -MLENEQR--VGCACWFEFLSTALTQVL----HI---LFEKRT-----------------

Medtr4g069850       -GNS-NQPRSSGCEC---------------------------------------------

Medtr2g101890       -GGGGRQQRSTGCEC---------------------------------------------

Medtr4g012940       -GNGGRQQRSTGCEC---------------------------------------------

Medtr8g092020       -PSEAEQRSN--CAC---------------------------------------------

Medtr1686s0010      ------------------------------------------------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       -VPESEQSGGGGCAC---------------------------------------------

Medtr1g029450       QKPQESDASPSSCCSW--------------------------------------------

Medtr3g096350       DKPQS-DASTSGCC----------------------------------------------

Medtr8g093740       DKPQS-DASASGCC----------------------------------------------

Medtr1g090717       QKRFYETSQRGGCCS---------------------------------------------

Medtr1g062760       QKHEPQASQDGGCCL---------------------------------------------

Medtr7g103070       QKQEPQSSQNGGCCS---------------------------------------------

Medtr2g005500       ---GQPIQQNTNCCG---------------------------------------------

Medtr4g099470       ---GQPVNQKAGCCSS--------------------------------------------

Medtr7g081700       ---GQPVGQKSGCCSS--------------------------------------------

Medtr8g006970       ---GQPVGQKSGCCSS--------------------------------------------

Medtr2g096550       A-TAARGSQKSECCG---------------------------------------------

Medtr4g063160       ATGSGQAAQKSACCG---------------------------------------------

Medtr1g115325       AANGGQAAQKSACCG---------------------------------------------

AtRABE1a            GAGTSQATQKSACCGT--------------------------------------------

Medtr7g100020       GAGAAQAAQKSACCGS--------------------------------------------

Medtr1g068730       GAGSAQASQTSSCCGS--------------------------------------------

Medtr1g068740       GAGSAQASQTSSCCGS--------------------------------------------

Medtr1g094220       -TRIASADGTVVCILDVSR--SC-------------------------------------

AtRABF1             ------------------------------------------------------------

Medtr3g064390       -DRPAEGSRAASCCS---------------------------------------------

Medtr5g076590       -DRPAEGTRAASCCS---------------------------------------------

Medtr2g102060       -NEIPGGGRKFFCCST--------------------------------------------

Medtr8g103550       -GRTQETRRRLFCCA---------------------------------------------

Medtr3g087160       -AYSSRTEQQGGGCSC--------------------------------------------

Medtr8g090215       -VHSSNTEQQGGGCSC--------------------------------------------

Medtr4g098950       -TS-HDSQPQSGGCSC--------------------------------------------

Medtr5g013900       -SGNAQSQTQSSGCSC--------------------------------------------

Medtr8g031660       DNHKSHSSLGRSCCSLM-------------------------------------------

Medtr8g031870       ------------------------------------------------------------

Medtr8g031680       DNRESSYALGRSCCS---------------------------------------------

Medtr8g031830       DNRESSYDLGRRCCS---------------------------------------------

Medtr8g031810       ------------------------------------------------------------

Medtr2g027660       -GRDGPSAAGGGCCS---------------------------------------------

Medtr6g021790       -GRDGTVAAGGACCS---------------------------------------------

Medtr2g078000       ------------------------------------------------------------

Medtr6g079550       -ADEVTATKQVNCCSG*-------------------------------------------

Medtr8g107070       -ADEVTATKQKALEKKKVI--NAYIITI----KY---MYEGIS---------------TS

Medtr7g051940       GSK---KNMFSSCCS---------------------------------------------

Medtr7g405790       NSTSKQSKGYFSCCS---------------------------------------------

Medtr8g036220       EPECQKSKKRFSCCSVF-------------------------------------------

Medtr2g075950       -KNDVSALKRVGCCSS--------------------------------------------

Medtr2g083860       -KEDSSVLKRFGCCSN--------------------------------------------

AtRABA1a            -KEDGSVLKRMGCCSN--------------------------------------------

Medtr2g090865       K-DDVSDVKKSGCCSTA-------------------------------------------

Medtr4g079350       SRDDVSAVKKVGCCSA--------------------------------------------

Medtr2g014990       SRDDVSAVKKSGCCSA--------------------------------------------

Medtr4g088090       SRDDVSAVKKAGCCSA--------------------------------------------

Medtr2g005510       G--SETTNTNKPCCTS--------------------------------------------

Medtr3g069510       N--MSGTVEKKSCCSN--------------------------------------------

Medtr4g064897       D--SSANT-KRGCCST--------------------------------------------

Medtr3g086980       PAQEIPKKS--MCCQ---------------------------------------------

Medtr8g089985       PAQEIPAKSN-MCCQS--------------------------------------------

Medtr0262s0050      EIDGG--GKK-GCCFAS-------------------------------------------

Medtr1g052475       QDASAYEKKG-GCCG---------------------------------------------

Medtr7g117910       PELDITEMKEVPSCSC--------------------------------------------

Medtr8g027220       AELEISEIKKLSSCSC--------------------------------------------

Medtr4g113620       FQPLPDGDDEAFE---------------------------------

AtRAN1              AQPLPDDDDDIFE---------------------------------

Medtr3g107717       NQPLPDDDDDAFE---------------------------------

Medtr3g107707       NQPLPDDDDDAFE---------------------------------

Medtr3g107713       NQPLPDDDDDTFE---------------------------------

Medtr3g078260       IVRHK-----------------------------------------

AtROP11             VTRH------------------------------------------

Medtr6g087980       AA--------------------------------------------

Medtr4g073250       ----------------------------------------------

AtROP1              ----------------------------------------------

Medtr5g022600       ----------------------------------------------

Medtr8g075240       ----------------------------------------------

Medtr2g090875       ----------------------------------------------

Medtr4g088055       ----------------------------------------------

Medtr2g078560       VSAYASDDGSTFRMDFARVMLKLSNLDVLTGNQGQVRLNCSHLVSS

Medtr7g405820       ----------------------------------------------

Medtr5g036990       ----------------------------------------------

Medtr5g078090       ----------------------------------------------

Medtr4g026950       ----------------------------------------------

Medtr5g015370       ----------------------------------------------

Medtr7g112090       ----------------------------------------------

Medtr4g121860       ----------------------------------------------

Medtr2g034640       ----------------------------------------------

AtSARA1b            ----------------------------------------------

Medtr8g077540       ----------------------------------------------

Medtr1g076550       ----------------------------------------------

Medtr5g007810       ----------------------------------------------

Medtr4g077640       ----------------------------------------------

AtARFB1c            ----------------------------------------------

Medtr5g007820       ----------------------------------------------

Medtr5g007840       ----------------------------------------------

Medtr4g128910       ----------------------------------------------

Medtr5g016540       ----------------------------------------------

AtARFA1a            ----------------------------------------------

Medtr7g109960       ----------------------------------------------

Medtr6g005820       ----------------------------------------------

Medtr1g086480       ----------------------------------------------

Medtr5g034125       ----------------------------------------------

Medtr5g034130       ----------------------------------------------

Medtr6g039490       ----------------------------------------------

Medtr4g069850       ----------------------------------------------

Medtr2g101890       ----------------------------------------------

Medtr4g012940       ----------------------------------------------

Medtr8g092020       ----------------------------------------------

Medtr1686s0010      ----------------------------------------------

Medtr1452s0010      ----------------------------------------------

Medtr1g097420       ----------------------------------------------

Medtr1g029450       ----------------------------------------------

Medtr3g096350       ----------------------------------------------

Medtr8g093740       ----------------------------------------------

Medtr1g090717       ----------------------------------------------

Medtr1g062760       ----------------------------------------------

Medtr7g103070       ----------------------------------------------

Medtr2g005500       ----------------------------------------------

Medtr4g099470       ----------------------------------------------

Medtr7g081700       ----------------------------------------------

Medtr8g006970       ----------------------------------------------

Medtr2g096550       ----------------------------------------------

Medtr4g063160       ----------------------------------------------

Medtr1g115325       ----------------------------------------------

AtRABE1a            ----------------------------------------------

Medtr7g100020       ----------------------------------------------

Medtr1g068730       ----------------------------------------------

Medtr1g068740       ----------------------------------------------

Medtr1g094220       ----------------------------------------------

AtRABF1             ----------------------------------------------

Medtr3g064390       ----------------------------------------------

Medtr5g076590       ----------------------------------------------

Medtr2g102060       ----------------------------------------------

Medtr8g103550       ----------------------------------------------

Medtr3g087160       ----------------------------------------------

Medtr8g090215       ----------------------------------------------

Medtr4g098950       ----------------------------------------------

Medtr5g013900       ----------------------------------------------

Medtr8g031660       ----------------------------------------------

Medtr8g031870       ----------------------------------------------

Medtr8g031680       ----------------------------------------------

Medtr8g031830       ----------------------------------------------

Medtr8g031810       ----------------------------------------------

Medtr2g027660       ----------------------------------------------

Medtr6g021790       ----------------------------------------------

Medtr2g078000       ----------------------------------------------

Medtr6g079550       ----------------------------------------------

Medtr8g107070       V---RTH-DGAFDDFYIT----IGLLLRL---RGPVP---------

Medtr7g051940       ----------------------------------------------

Medtr7g405790       ----------------------------------------------

Medtr8g036220       ----------------------------------------------

Medtr2g075950       ----------------------------------------------

Medtr2g083860       ----------------------------------------------

AtRABA1a            ----------------------------------------------

Medtr2g090865       ----------------------------------------------

Medtr4g079350       ----------------------------------------------

Medtr2g014990       ----------------------------------------------

Medtr4g088090       ----------------------------------------------

Medtr2g005510       ----------------------------------------------

Medtr3g069510       ----------------------------------------------

Medtr4g064897       ----------------------------------------------

Medtr3g086980       ----------------------------------------------

Medtr8g089985       ----------------------------------------------

Medtr0262s0050      ----------------------------------------------

Medtr1g052475       ----------------------------------------------

Medtr7g117910       ----------------------------------------------

Medtr8g027220       ----------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 6
Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      MGCICSKAHSSDQFVSQNHSQDLKVTSSSNTNHFGDTTSLISNANHHSNSNSNSSEEKAS

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      TPILSDQLQHKGEQNGNGNGVRSTKHTQQQQQPKMCRLYSITRGERGVQIGQGTYSSVYK

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      ARDLETNKIAALKKVRFTNMDPESVRFMSREIIVLRRLDHPNVMKLEGMIASRVSGSLYL

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      IFEYMDHDLAGLAAIPDNKFTEAQIKCYMQQLLRGLEHCHSRGVVHRDLKGSNLLVDSNG

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      KLKIGDFGLATLLQPSQGQPLTSRVVTLWYRPPELLLGATDYGVTVDLWSAGCILAELFV

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      GKPILSGRTEVEQLHKIFKLCGSPSEEYWKKSKLPHSTIFKPQQPYKRIVSQTFKDFPSS

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      TLSLMEVLLAVESNDRGTASSALRHEFFTTMPLPCDPSSLPKYPPSKEFDAKLREEEARR

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      RRAPNKGHEPESVGSNFRESKDVAIPDANADFQASMGQGRCISKRVTEKYNYEKDDGYGF

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

Phvul.006G220500      SREPVKSRTLNVFPHSGQSMHPSVYGSSNNMNLNEENVRTFHDHGSISGKSELRKHTSYW

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      --------------------MLTETGDSEER--GPRSIRGEKERKKEKETQNSLTTK---

Phvul.006G220500      QGSPAKLSRFSNSIAVRGDSLLDMSGDFSVNSQLPEDQFGMRYKHEADGESNQLLDRLKS

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      --------------------------------DTNHDQI-------------QIRHRICH

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ------------------------------------------------------------

Phvul.007G045600      ------------------------------------------------------------

Phvul.002G010400      ------------------------------------------------------------

Phvul.003G234800      ------------------------------------------------------------

AtSARA1b              ------------------------------------------------------------

Phvul.003G112000      ------------------------------------------------------------

Phvul.001G225400      ------------------------------------------------------------

Phvul.003G112100      ------------------------------------------------------------

Phvul.009G254700      ------------------------------------------------------------

Phvul.006G153700      ------------------------------------------------------------

Phvul.002G030600      ------------------------------------------------------------

Phvul.007G111100      ------------------------------------------------------------

Phvul.002G038400      ------------------------------------------------------------

Phvul.011G021000      ------------------------------------------------------------

AtARFB1c              ------------------------------------------------------------

Phvul.003G148800      ------------------------------------------------------------

Phvul.002G015400      ------------------------------------------------------------

Phvul.006G122200      ------------------------------------------------------------

Phvul.004G011900      ------------------------------------------------------------

AtARFA1a              ------------------------------------------------------------

Phvul.002G070500      ------------------------------------------------------------

Phvul.001G215400      ------------------------------------------------------------

Phvul.003G061400      ------------------------------------------------------------

Phvul.009G095500      ------------------------------------------------------------

Phvul.003G161100      ------------------------------------------------------------

Phvul.009G095400      ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

AtROP11               ------------------------------------------------------------

Phvul.003G197900      ------------------------------------------------------------

Phvul.009G180800      ------------------------------------------------------------

Phvul.004G166000      ------------------------------------------------------------

Phvul.011G035400      ------------------------------------------------------------

Phvul.009G009700      ------------------------------------------------------------

Phvul.009G009800      ------------------------------------------------------------

Phvul.002G106600      ------------------------------------------------------------

Phvul.003G265200      ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Phvul.003G073300      ------------------------------------------------------------

Phvul.005G099100      ------------------------------------------------------------

Phvul.011G116400      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      --------TKSRTTQHNQTHLILSSISRT-----LLIFSTV-----------LHKVREKE

Phvul.006G220500      SEMDFLPMGKDRAKGFANKNARMHHSGP------LLARGDNLEEMLKAHERQIQNAVRKA

Phvul.003G224200      ------------------------------------------------------------

Phvul.008G047400      VSTRF---------SFKRKEAQISDASEVAFRFRFLRASDSSETPGEASTQDLS------

Phvul.010G048200      ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.008G236400      ----------------------------MGLWDSF-LNWLRSLFFKQEMELSLVGLQNAG

Phvul.007G045600      --------------------------MGLRIWGAF-VNWLRSLFFKQEMELSLVGLQDAG

Phvul.002G010400      ----------------------------MGLWEAF-LNWLRSLFFKQEMELSLIGLQNAG

Phvul.003G234800      ----------------------------MGLWESF-LNWLRSLFFKQEMELSLIGLQNAG

AtSARA1b              --------------------------MFLFD--WFYGILASLGLWQKEAKILFLGLDNAG

Phvul.003G112000      --------------------------MFLFD--WFYGILASLGLWQKEAKILFLGLDNAG

Phvul.001G225400      --------------------------MFLVD--WFYGILASLGLWQKEAKILFLGLDNAG

Phvul.003G112100      --------------------------MFLFD--WFYGILASLGLWQKEAKILFLGLDNAG

Phvul.009G254700      --------------------------MFLFD--WFYGILASLGLWQKEAKILFLGLDNAG

Phvul.006G153700      ----------------------------MFS--LF-YGLWKYLFSKMELHVLILGIDKAG

Phvul.002G030600      ----------------------------MGL--L--SIIRKIKRKEKEMRILMVGLDNSG

Phvul.007G111100      ----------------------------MGA--MM-SRFWFMLFPAKEYKIVVVGLDNAG

Phvul.002G038400      ----------------------------MGQ--AF-RKLFDTFFGNTDMRVVMLGLDAAG

Phvul.011G021000      ----------------------------MGQ--AF-RKLFDTFFANTEMRVVMLGLDAAG

AtARFB1c              ----------------------------MGQ--TF-RKLFDTFFGNQEMRVVMLGLDAAG

Phvul.003G148800      ----------------------------MGL--VF-TKLFSSLFGNKEARILVLGLDNAG

Phvul.002G015400      ----------------------------MGL--TV-SRLMRLFYARKEMRILMVGLDAAG

Phvul.006G122200      ----------------------------MGL--SF-GKIFSRLCAKKEMRILMVGLDAAG

Phvul.004G011900      ----------------------------MGL--SF-TKLFSRLFAKKEMRILMVGLDAAG

AtARFA1a              ----------------------------MGL--SF-AKLFSRLFAKKEMRILMVGLDAAG

Phvul.002G070500      ----------------------------MGL--TF-TKLFSRLFAKKEMRILMVGLDAAG

Phvul.001G215400      ----------------------------MGL--SF-TKLFSRLFAKKEMRILMVGLDAAG

Phvul.003G061400      ----------------------------MGL--TF-TKLFSRLFAKKEMRILMVGLDAAG

Phvul.009G095500      ----------------------------MQALPNQ-----QT-VDYPSFKLVIVGDGGTG

Phvul.003G161100      -----------------------------MALPQH-----QP-VDYPSFKLVIVGDGGTG

Phvul.009G095400      -----------------------------MALPNQ-----QT-VDYPSFKLVIVGDGGTG

AtRAN1                -----------------------------MALPNQ-----QT-VDYPSFKLVIVGDGGTG

AtROP11               ----------------------------------------MASSASKFIKCVTVGDGAVG

Phvul.003G197900      ----------------------------------------MAATVSRFIKCVTVGDGAVG

Phvul.009G180800      ----------------------------------------MAATAPRFIKCVTVGDGAVG

Phvul.004G166000      -----------------------------------------MMNASKFIKCVTVGDGAVG

Phvul.011G035400      ------------------------------------------MSASRFIKCVTVGDGAVG

Phvul.009G009700      ------------------------------------------MSASRFIKCVTVGDGAVG

Phvul.009G009800      ------------------------------------------MSASRFIKCVTVGDGAVG

Phvul.002G106600      ------------------------------------------MSASRFIKCVTVGDGAVG

Phvul.003G265200      ------------------------------------------MSATRFIKCVTVGDGAVG

AtROP1                ------------------------------------------MSASRFVKCVTVGDGAVG

Phvul.003G073300      ------------------------------------------MSTARFIKCVTVGDGAVG

Phvul.005G099100      ------------------------------------------MSTARFIKCVTVGDGAVG

Phvul.011G116400      ------------------------------------------MSTARFIKCVTVGDGAVG

Phvul.007G106900      ---------------------------------------------------MLTSTPPIG

Phvul.007G117800      -----------------------------MALPNE-----EEKTEDYLFKIVLIGDSAVG

Phvul.008G001800      ------------------------------MWGSD-----DEGGEEYLFKIVIIGDSAVG

Phvul.008G135600      -------------------------------MAEN-----GDGTEEYLFKVVLIGDSAVG

Phvul.002G329200      -------------------------------MADT-----FDEECDYLFKAVLIGDSGVG

Phvul.004G151500      ----------------------------MAVADDA-----FDEQCDYLFKAVLIGDSGVG

Phvul.011G213600      ----------------------------MAQWQGD-----ADEGIDYMFKIVMVGDSGVG

Phvul.006G220200      -------------------------------MGRG-----AEEEYDYLFKVVLIGDSGVG

Phvul.011G061100      -------------------------------MTHR-----VDHEYDYLFKIVLIGDSGVG

Phvul.001G238000      -------------------------------MAYK-----VDHEYDYLFKIVLIGDSGVG

Phvul.008G229600      -------------------------------MAYK-----VDNEYDYLFKVVLIGDSGVG

Phvul.005G081400      ------------------------------MAGYK-----ADDEYDYLFKLVLIGDSGVG

Phvul.005G093700      ------------------------------MAGYK-----ADDEYDYLFKLVLIGDSGVG

AtRABA1a              ------------------------------MAGYR-----ADEEYDYLFKLVLIGDSGVG

Phvul.005G099300      ---------------------------------MG-----ADEDYDYLFKLVLIGDSAVG

Phvul.003G073500      ------------------------------MGAYR-----ADDDYDYLFKVVLIGDSGVG

Phvul.011G116100      ------------------------------MGAYR-----ADDDYDYLFKVVLIGDSGVG

Phvul.006G180000      ------------------------------MGAYR-----ADEDYDYLFKVVLIGDSGVG

Phvul.006G115500      -----------MNQEMNGFETE--------RVKET-----MHDKIDYVFKVVVIGDSAVG

Phvul.010G116500      ---------------MNGVEGEKREENGNEKMGYD-----VQEKIDYVFKVVVIGDSAVG

Phvul.001G253300      --------------------------MASAGGYGD-----ANQKVDYVFKVVLIGDSAVG

Phvul.002G261400      ---------------MAG--------AGAGGGYGD-----ANQRIDYVFKVVLIGDSAVG

Phvul.007G257200      ----------------------------MSNLYGD-----FSQKIDYVFKVVLIGDSAVG

Phvul.008G143600      ----------------------------MSNLYGD-----YSQKIDYVFKVVLIGDSAVG

Phvul.001G181300      -----------------------------MSSSSA-----QSSGYDLSFKILLIGDSGVG

Phvul.007G151900      -----------------------------MSSSSG-----QSSGYDLSFKILLIGDSAVG

Phvul.009G151300      -------------------------------MDSS-----SSPEFEYLFKLLMIGDSGVG

Phvul.001G064800      ----------------------------MDASSSL-----SQPEFDYLFKLLMIGDSGVG

Phvul.002G272200      ------------------------------MDLSS-----GTQEFDYLFKLLMIGDSGVG

Phvul.006G135400      ------------------------------------------MSYAYLFKYIIIGDTGVG

AtRABE1a              ----------------------------MAAPPAR-----ARADYDYLIKLLLIGDSGVG

Phvul.011G066700      ----------------------------MAAPSPR-----ARADYDYLIKLLLIGDSGVG

Phvul.005G141600      ----------------------------MAAPPAR-----ARADYDYLIKLLLIGDSGVG

Phvul.007G158500      ----------------------------MAAPPAR-----ARADYDFLIKLLLIGDSGVG

Phvul.007G011500      ----------------------------MAAPPAR-----ARADYDYLIKLLLIGDSGVG

Phvul.008G014300      RI---------FLSEFA-WVVVVIVWSPMAAPPAR-----ARADYDYLIKLLLIGDSGVG

Phvul.006G220500      RLDATTAVCLIHNSDRC---DVCIKY--------G-----SIQWHDYLFKLLLIGDSSVG

Phvul.003G224200      ----------------------------------------MNPEYDYLFKLLLIGDSGVG

Phvul.008G047400      ----------PAASPRS-PVNLRSSF-----SSLE-----MNPEYDYLFKLLLIGDSGVG

Phvul.010G048200      ----------------------------------------MNPEYDYLFKLLLIGDSGVG

Phvul.010G149200      ----------------------------------------MASRRRMLLKVIILGDSGVG

Phvul.011G046100      ----------------------------------------MPSRRRTLLKVIILGDSGVG

Phvul.002G265500      -----------------------------M----D-----ISQRKRTLLKVIVLGDSGVG

Phvul.007G085200      ----------------------------------------MSLRRRTLLKVIVLGDSGVG

Phvul.002G256300      ----------------------------------M-----ATVSPLAKYKLVFLGDQSVG

Phvul.002G003500      ----------------------------------M-----APVSALAKYKLVFLGDQSVG

Phvul.002G003800      ----------------------------------M-----APVSALAKYKLVFLGDQSVG

Phvul.003G227800      ----------------------------------M-----APVSALAKYKLVFLGDQSVG

Phvul.007G098600      ------MGCGSSFPDRDSRQLG-RPSSENG----G-----GQDARNLRVKLVLLGDSGVG

AtRABF1               ------MGCASSLPDRNSGTLSGLSNSENA----V-----PADAKNLRVKLVLLGDSGVG

Phvul.006G086000      -----------------------------M----A-----TIGHNNLNAKLVLLGDMGAG

Phvul.002G313600      ----------------------------MA----R-----RTGNKSLQAKLVLLGDMGTG

Phvul.005G170900      -----------------------------M----A-----RPGNKIIQAKLVLLGDMGTG

                                                                            .    *

Phvul.008G236400      KTSLVNSIAT------GG-------------YSEDMIPTVGFNMR--KVTK---GNVTIK

Phvul.007G045600      KTSLINVIAT------GG-------------YSEEMIPTVGFNMK--KITK---GNVTIK

Phvul.002G010400      KTSLVNVVAT------GG-------------YSEDMIPTVGFNMR--KVTK---GNVTIK

Phvul.003G234800      KTSLVNVIAT------GG-------------YSEDMIPTVGFNMR--KVTK---GNVTIK

AtSARA1b              KTTLLHMLKD-------E-------------RLVQHQPTQHPTSE--ELSI---GKIKFK

Phvul.003G112000      KTTLLHMLRD-------E-------------RLVQHQPTQYPTSE--ELSI---GKIKFK

Phvul.001G225400      KTTLLHMLKD-------E-------------RLVQHQPTQYPTSE--ELSI---GKIKFK

Phvul.003G112100      KTTLLHMLKD-------E-------------RLVQHQPTQHPTSE--ELSI---GKIKFK

Phvul.009G254700      KTTLLHMLKD-------E-------------RLVQHQPTQHPTSE--ELSI---GKIKFK

Phvul.006G153700      KTTLLEKMKSVYSNIEGI-------------PHDRIIPTVGLNIG--RIEV---ANSKLV

Phvul.002G030600      KTTIVLKING-------E-------------DTSVISPTLGFNIK--TITY---QKYTLN

Phvul.007G111100      KTTTLYKLHL-------G-------------EVVTTNPTVGSNVE--ELVY---KNIRFE

Phvul.002G038400      KTTILYKLHI-------G-------------EVLSTVPTIGFNVE--KVQY---KNVIFT

Phvul.011G021000      KTTILYKLHI-------G-------------EVLSTVPTIGFNVE--KVQY---KNVVFT

AtARFB1c              KTTILYKLHI-------G-------------EVLSTVPTIGFNVE--KVQY---KNVIFT

Phvul.003G148800      KTTILYRLQM-------G-------------EVVSTIPTIGFNVE--TVQY---NNIKFQ

Phvul.002G015400      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNVSFT

Phvul.006G122200      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

Phvul.004G011900      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

AtARFA1a              KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

Phvul.002G070500      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

Phvul.001G215400      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

Phvul.003G061400      KTTILYKLKL-------G-------------EIVTTIPTIGFNVE--TVEY---KNISFT

Phvul.009G095500      KTTFVKRHLT------GE-------------FEKKYEREVW-------------------

Phvul.003G161100      KTTFVKRHIT------GE-------------FEKKYEPTIGVEVHPLDFHTNC-GRIRFY

Phvul.009G095400      KTTFVKRHLT------GE-------------FEKKYEPTIGVEVHPLDFFTNC-GKIRFY

AtRAN1                KTTFVKRHLT------GE-------------FEKKYEPTIGVEVHPLDFFTNC-GKIRFY

AtROP11               KTCMLICYTS------NK-------------FPTDYIPTVFDNFS-ANVVVEG-TTVNLG

Phvul.003G197900      KTSMLICYTS------NK-------------FPTDYIPTVFDNFS-ANVVVEG-TTVNLG

Phvul.009G180800      KTCMLICYTS------NK-------------FPTDYIPTVFDNFS-ANVVVEG-ITVNLG

Phvul.004G166000      KTCMLICYTS------NK-------------FPTDYIPTVFDNFS-ANVAVDG-SIVNLG

Phvul.011G035400      KTCMLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVDG-STVNLG

Phvul.009G009700      KTCLLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVDG-STVNLG

Phvul.009G009800      KTCLLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVDG-STVNLG

Phvul.002G106600      KTCLLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVNG-SIVNLG

Phvul.003G265200      KTCLLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVNG-ATVNLG

AtROP1                KTCLLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVNG-STVNLG

Phvul.003G073300      KTCMLISYTS------NT-------------FPTDYVPTVFDNFS-ANVTVDG-STVNLG

Phvul.005G099100      KTCMLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVDG-STINLG

Phvul.011G116400      KTCMLISYTS------NT-------------FPTDYVPTVFDNFS-ANVVVDG-SIVNLG

Phvul.007G106900      P-----PFSR------TPVCSNTLKLGNQICSCKRCIPVIRVEFAYRNIKVGE-KLIKAQ

Phvul.007G117800      KSNLLARFAR------DE-------------FYPNSKSTIGVEFQTQKMDING-KEVKAQ

Phvul.008G001800      KSNLLSRYAR------NE-------------FNMHSKATIGVEFQTQCLEIDS-KEVKAQ

Phvul.008G135600      KSNLLSRFAR------NE-------------FDSNSKATIGVEFQTQVVEIDG-KEVKAQ

Phvul.002G329200      KSNLLSRFAK------DE-------------FRLDSKPTIGVEFAYRNIKVGD-KLIKAQ

Phvul.004G151500      KTNLISRFAK------DE-------------FRLDSKPTIGVEFAYRNIKVME-KLIKAQ

Phvul.011G213600      KSQLLNRFVK------NE-------------FLMKSKPTIGVEFLTRTVVMDH-KLVKAQ

Phvul.006G220200      KSNLLSRFTR------NE-------------FCLESKSTIGVEFATRTLEVEG-RSVKAQ

Phvul.011G061100      KSNILSRFTR------NE-------------FCLESKSTIGVEFATRTLQVEG-KTVKAQ

Phvul.001G238000      KSNILSRFTR------NE-------------FCLESKSTIGVEFATRTLQVEG-KTVKAQ

Phvul.008G229600      KSNILSRFTR------NE-------------FCLESKSTIGVEFATRTLQVEG-KTVKAQ

Phvul.005G081400      KSNLLSRFTR------NE-------------FNLESKSTIGVEFATKSLNIDA-KVIKAQ

Phvul.005G093700      KSNLLSRFTR------NE-------------FNLESKSTIGVEFATKSLNIDA-KVIKAQ

AtRABA1a              KSNLLSRFTK------NE-------------FNLESKSTIGVEFATKTTKVEG-KVVKAQ

Phvul.005G099300      KSNLLSRFTR------NE-------------FSLETKSTIGVEFATRSVPVDS-KLVKAQ

Phvul.003G073500      KSNLLSRFTR------NE-------------FSLESKSTIGVEFATRSIRVDD-KVVKAQ

Phvul.011G116100      KSNLLSRFTR------NE-------------FSLESKSTIGVEFATRSIRVDD-KVVKAQ

Phvul.006G180000      KSNLLSRFTK------NE-------------FCLESKSTIGVEFATRSIRVDD-KIVKAQ

Phvul.006G115500      KTQILSRFAK------NE-------------FCFDSKSTIGVEFQTRTVTINS-KVIKAQ

Phvul.010G116500      KTQILSRFAK------NE-------------FCLDSKSTIGVEFQTRTVTINA-KLIKAQ

Phvul.001G253300      KSQILARFAR------NE-------------FSLDSKATIGVEFQTRTLVIQH-KSVKAQ

Phvul.002G261400      KSQILARFAR------NE-------------FSLDSKSTIGVEFQTRTLLIDH-KTVKAQ

Phvul.007G257200      KTQLLARFAR------NQ-------------FSVDSKATIGVEFQTKTLIIDN-KTVKAQ

Phvul.008G143600      KTQLLARFAR------NQ-------------FSLDSKATIGVEFQTKTLIIDN-KTVKSQ

Phvul.001G181300      KSSLLVSFIS------SS-------------VED-LSPTIGVDFKIKTLVVGG-KRLKLT

Phvul.007G151900      KSSLLVSFIS------NS-------------VED-IAPTIGVDFKIKVFTVGG-KRLKLT

Phvul.009G151300      KSSLLLCFTS------DS-------------FED-LSPTIGVDFKVKYLNMEG-KKLKLA

Phvul.001G064800      KSTLLLSFTS------DT-------------FED-LSPTIGVDFKVKYVTIGG-KKLKLA

Phvul.002G272200      KSSLLLSFTT------DA-------------FED-LSPTIGVDFKVKYVTMGS-KKLKLA

Phvul.006G135400      KSCLLLQFTD------KR-------------FQPVHDLTIGVEFGARMITIDN-KPIKLQ

AtRABE1a              KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIELDG-KRIKLQ

Phvul.011G066700      KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIELDG-KRIKLQ

Phvul.005G141600      KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIEQDG-KRIKLQ

Phvul.007G158500      KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIELDG-KRIKLQ

Phvul.007G011500      KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIELDG-KRIKLQ

Phvul.008G014300      KSCLLLRFSD------GS-------------FTTSFITTIGIDFKIRTIELDG-KRIKLQ

Phvul.006G220500      KSCLLLRFAD------DS-------------YVDSYISTIGVDFKIRTVDLQG-KTVKLQ

Phvul.003G224200      KSCLLLRFAD------DS-------------YLDSYISTIGVDFKIRTVEQDG-KTIKLQ

Phvul.008G047400      KSCLLLRFAD------DS-------------YIESYISTIGVDFKIRTVEQDG-KTIKLQ

Phvul.010G048200      KSCLLLRFAD------DS-------------YIESYISTIGVDFKIRTVEQDG-KTIKLQ

Phvul.010G149200      KTSLMNQYVN------RK-------------FSNQYKATIGADFLTKEVQFED-RLFTLQ

Phvul.011G046100      KTSLMNQYVN------KK-------------FSNQYKATIGADFLTKEVQFED-RLFTLQ

Phvul.002G265500      KTSLMNQYVY------RK-------------FSQQYKATIGADFVTKEIQVDD-KLVTLQ

Phvul.007G085200      KTSLMNQYVH------KK-------------FSQQYKATIGADFVTKELQIDD-RLVTLQ

Phvul.002G256300      KTSIITRFMY------DK-------------FDTTYQATIGIDFLSKTMYLED-RTVRLQ

Phvul.002G003500      KTSIITRFMY------DK-------------FDNTYQATIGIDFLSKTMYLED-RTVRLQ

Phvul.002G003800      KTSIITRFMY------DK-------------FDNTYQATIGIDFLSKTMYLED-RTVRLQ

Phvul.003G227800      KTSIITRFMY------DK-------------FDNTYQATIGIDFLSKTMYLED-RTVRLQ

Phvul.007G098600      KSCIVLRFVR------GQ-------------FDATSKVTVGASFLSQTIALQDSTTVKFE

AtRABF1               KSCIVLRFVR------GQ-------------FDATSKVTVGASFLSQTIALQDSTTVKFE

Phvul.006G086000      KSSLVLRFVK------GQ-------------FLEFQESTIGAAFFSQTLAVND-ATVKFE

Phvul.002G313600      KTSLVLRFVK------GQ-------------FSEYQESTIGAAFFTQVLSLNE-ATVKFD

Phvul.005G170900      KTSLALRFVK------GQ-------------FFPNQEPTIGAAFFTQILSLSE-ATVKFD

Phvul.008G236400      LWDLGGQRRFRTMWERYCRGVSAIVYVVDAADRDSVPISR-SELHELLTKPSLGG----I

Phvul.007G045600      LWDLGGQPRFRSMWERYCRAVSAIVYVVDAADYENLPVSR-IELHDLLSKPSLDG----I

Phvul.002G010400      LWDLGGQPRFRSMWERYCRAVSAIVYVVDAADSDNLSISR-SELHDLLSKPSLSG----I

Phvul.003G234800      LWDLGGQPRFRSMWERYCRAVSAIVYVVDAADPDNLSISK-SELHDLLSKPSLNG----I

AtSARA1b              AFDLGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESK-RELDALLSDEALAT----V

Phvul.003G112000      AFDLGGHQIARRVWRDYYAQVDAVIYLVDAYDKERFSESK-KELDALLSDESLAN----V

Phvul.001G225400      AFDLGGHQIARRVWKDYYAQVDAVVYLVDAYDKERFAESK-KELDALLSDESLVS----V

Phvul.003G112100      AFDLGGHQVARRVWKDYYAKVDAVVYLVDAYDKERFTESK-KELDALLSDESLAN----V

Phvul.009G254700      AFDLGGHQVARRVWKDYYAKVDAVVYLVDAYDKERFAESK-KELDALLSDEGLAG----V

Phvul.006G153700      FWDLGGQPGLRSIWEKYYEEAHAVIFVVDAASSLRFEDAK-SALEKVLRHEDLQG----A

Phvul.002G030600      IWDVGGQKTIRSYWRNYFEQTDGLVWVVDSSDLRRLDDCK-LELDNLLKEERLSG----A

Phvul.007G111100      VWDLGGQERLRTSWATYYRGTHAVIAVIDSSDRARISVMK-DELFRLLGHEDLQH----S

Phvul.002G038400      VWDVGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAK-QEFQTIINDPFMLN----S

Phvul.011G021000      VWDVGGQEKLRTLWRHYFNNTDGLIYVIDSLDRERIGKAK-QEFQTIINDPFMLH----S

AtARFB1c              VWDVGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAK-QEFQDIIRDPFMLN----S

Phvul.003G148800      VWDLGGQTSIRPYWRCYFPNTQAIIYVVDSSDVDRLVIAK-EEFHAILEEEELKG----A

Phvul.002G015400      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRERILESR-DELHRMLSEDELRD----A

Phvul.006G122200      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAK-DELHRMLNEDELRD----A

Phvul.004G011900      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDELRE----A

AtARFA1a              VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDELRD----A

Phvul.002G070500      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDELRE----A

Phvul.001G215400      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDELRD----A

Phvul.003G061400      VWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR-DELHRMLNEDELRD----A

Phvul.009G095500      -WS-Q----------------------------GWILNVP-TWHRDLCRVCE--N----I

Phvul.003G161100      CWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVCE--N----I

Phvul.009G095400      CWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVCE--N----I

AtRAN1                CWDTAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVCE--N----I

AtROP11               LWDTAGQEDYNRLRPLSYRGADVFVLSFSLVSRASYENVFKKWIPELQHFAP--G----V

Phvul.003G197900      LWDTAGQEDYNRLRPLSYRGADVFVLAFSLVSHASYENVLKKWVPELQHFAP--G----I

Phvul.009G180800      LWDTAGQEDYNRLRPLSYRGADVFVLAFSLVSRASYENVLKKWIPELQHFAP--G----I

Phvul.004G166000      LWDTAGQEDYSRLRPLSYRGADIFVLAFSLISRASYENVLKKWMPELRRFAP--N----V

Phvul.011G035400      LWDTAGQEDYNRLRPLSYRGADVFLLAFSLISRASYENVAKKWIPELRHYAP--G----V

Phvul.009G009700      LWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRHYAP--G----V

Phvul.009G009800      LWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRHYAP--G----V

Phvul.002G106600      LWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYAP--G----V

Phvul.003G265200      LWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYAP--G----V

AtROP1                LWDTAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYAP--G----V

Phvul.003G073300      LWDTAGQEDYNRLRPLSYRGADVFLLCYSLISKASYENISKKWIPELRHYAP--N----V

Phvul.005G099100      LWDTAGQEDYNRLRPLSYRGADVFLLAFSLLSRASYENISKKWIPELRHYAP--T----V

Phvul.011G116400      LWDTAGQEDYNRLRPLSYRGADVFLLAFSLISKASYENISKKWIPELTHYAP--T----V

Phvul.007G106900      IWDTSGQER---------------------------------------------------

Phvul.007G117800      IWDTAGQERFRAVTSAYYRGAVGALLVYDISRRQTFDSIG-RWLNELHTHSD-MN----V

Phvul.008G001800      IWDTAGQERFRAVTSAYYRGAVGALIVYDISRRTTFDSVG-RWLDELKTHCD-TT----V

Phvul.008G135600      IWDTAGQERFRAVTSAYYRGAVGALIVYDISRRGTFDSSK-RWLEELTTQND-ST----V

Phvul.002G329200      IWDTAGQERFRAITSSYYRGASGAVLVYDITMRSSYENVR-KWLLELREFGG-ED----M

Phvul.004G151500      IWDTAGQERFRAITSSYYRGALGAMLVYDITKRATFVNVR-KWLHELREFGG-DD----M

Phvul.011G213600      IWDTAGQERYQAITTAYYRGATGALLAYDITKQQTFDHVE-KWLDELRIHAD-QN----I

Phvul.006G220200      IWDTAGQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRDHAD-AN----I

Phvul.011G061100      IWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHAD-SN----I

Phvul.001G238000      IWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFENVQ-RWLRELRDHAD-SN----I

Phvul.008G229600      IWDTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHAD-SN----I

Phvul.005G081400      IWDTAGQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRDHTD-PN----I

Phvul.005G093700      IWDTAGQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRDHTD-PN----I

AtRABA1a              IWDTAGQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRGHTD-PN----I

Phvul.005G099300      IWDTAGQERYRAITSAYYRGAVGALVVYDVTRQLTFENVE-RWLKELRDHTE-AY----A

Phvul.003G073500      IWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHTD-AN----I

Phvul.011G116100      IWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHTD-AN----I

Phvul.006G180000      IWDTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWFKELRDHTD-AN----I

Phvul.006G115500      IWDTAGQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVDELRAHAD-SS----V

Phvul.010G116500      IWDTAGQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVEELRAHAD-SS----I

Phvul.001G253300      IWDTAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFNHIP-RWLEELRNHAD-KN----I

Phvul.002G261400      IWDTAGQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRNHAD-KN----I

Phvul.007G257200      IWDTAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDNMA-KWLEELRGHAD-KN----I

Phvul.008G143600      IWDTAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMV-RWLEELRGHAD-QN----I

Phvul.001G181300      IWDTAGQERFRTLTSSYYRKAQGIILVYDVTRRETFTNLSEVWSKEVELYSTNQD----C

Phvul.007G151900      IWDTAGQERFRTLTSSYYRGAQGIILVYDVTRRDTFTNLSEVWSKEVELYSTNQN----C

Phvul.009G151300      IWDTAGQERFRTLTSSYYRGAQGIIMAYDVTRRETFTNLADIWSKEIELYSTNSE----C

Phvul.001G064800      IWDTAGQERFRTLTSSYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDLYSTNQD----C

Phvul.002G272200      IWDTAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWSKEIDLYSTNQD----C

Phvul.006G135400      IWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQHAN-AN----M

AtRABE1a              IWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHAS-DS----V

Phvul.011G066700      IWDTAGQERFRTITTAYYRGAMGILLVYDVTDEASFSNIR-NWIRNIEQHAS-DN----V

Phvul.005G141600      IWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHAS-DN----V

Phvul.007G158500      IWDTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHAS-DN----V

Phvul.007G011500      IWDTAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHAS-DN----V

Phvul.008G014300      IWDTAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHAS-DN----V

Phvul.006G220500      IWDTAGQERFRTITSSYYRGAHGIIIVYDVTDMESFNNVK-QWLNEIDRYAN-DS----V

Phvul.003G224200      IWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQDSFNNVK-QWLNEIDRYAS-EN----V

Phvul.008G047400      IWDTAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRYAS-DS----V

Phvul.010G048200      IWDTAGQERFRTITSSYYRGAHGIIIVYDVTDEDSFNNVK-QWLSEIDRYAS-DN----V

Phvul.010G149200      IWDTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLIQAS-PSDPENF

Phvul.011G046100      IWDTAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLIQAS-PSDPENF

Phvul.002G265500      IWDTAGQERFHSLGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLKQAD-MNDPEAF

Phvul.007G085200      IWDTAGQERFQSLGVAFYRGADCCVLAYDVNVMKSFDTLD-NWHEEFLKQAN-PPDPRTF

Phvul.002G256300      LWDTAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRTERG-SD----V

Phvul.002G003500      LWDTAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRTERG-SD----V

Phvul.002G003800      LWDTAGQERFRSLIPSYIRDSSVAVIAYDVASRQTFLNTS-KWIEEVRSERG-SD----V

Phvul.003G227800      LWDTAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRSERG-SD----V

Phvul.007G098600      IWDTAGQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQKHGS-PD----I

AtRABF1               IWDTAGQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQKHGS-PD----I

Phvul.006G086000      IWDTAGQERYHSLAPMYYRGAAAAIIVYDITSLDSFTRAK-KWVQELQKQGN-PN----M

Phvul.002G313600      IWDTAGQERYHSLAPMYYRGAAAAIVVYDITSMDSFVRAK-KWVREVQRQAN-SS----L

Phvul.005G170900      IWDTAGQERYHSLAPMYYRGAAAAIVVYDISSVDTFVRAK-KWVQELQTHGN-QK----G

                       :.                                                         

Phvul.008G236400      PLLVLGNKIDKSEALSKQALVDQLGLESM-K-----------EREVCCYMISCKDSVNID

Phvul.007G045600      PILILGNKIDKPGALSKQGLTDQMGLKSI-T-----------DREVCCFMISCKNSTSID

Phvul.002G010400      PLLVLGNKIDKPGALSKQALTDQMELKSI-T-----------DREVCCFMISCKNSTNID

Phvul.003G234800      PLLVLGNKIDKPGALSKEALTDQMDLKSI-T-----------DREVCCFIISCKNSTNID

AtSARA1b              PFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPLEVFMCSIVRKMGYG

Phvul.003G112000      PFLILGNKIDIPYAASEDELRYHMGLTNFTTGKGKVNLAESNVRPLEVFMCSIVRKMGYG

Phvul.001G225400      PFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKVNLTDSNVRAMEVFMCSIVKKMGYG

Phvul.003G112100      PFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKVNLTESNLRPLEVFMCSIVRKMGYG

Phvul.009G254700      PFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKINLTESNLRPLEVFMCSIVRKMGYG

Phvul.006G153700      PLLILANKQDLPEAVSAEELARYLDLKKL-D-----------ERVYMFEAVSAYDGMGIR

Phvul.002G030600      TLLILANKQDIKGALTPEEIAKVLNLEAMDK-----------SRHWQIVGCSAYTGEGLL

Phvul.007G111100      VVLVFANKQDIKDAMTPAEITDALSLHSI-K-----------DHDWHIQACCALTGDGLY

Phvul.002G038400      VILVFANKQDLRGAMTPMEVCEGLGLFDL-K-----------NRKWHIQGTCALKGDGLY

Phvul.011G021000      IILVFANKQDLRGAMSPREVCEGLGLLDL-K-----------NRKWHIQGTCALRGDGLY

AtARFB1c              VILVFANKQDMRGAMSPREVCEGLGLLDL-K-----------NRKWHIQGTCALQGDGLY

Phvul.003G148800      VVLIFANKQDLPGALDDAAVTEALELHKI-K-----------NRQWAIFKTSAIKGEGLF

Phvul.002G015400      TVLVFANKQDLPNALSVAEITDKLGLHSL-R-----------LRRWYIQPTCATSGQGLY

Phvul.006G122200      VLLVFANKQDLPNAMNAAEITDRLGLNSL-R-----------QRHWYIQSTCATSGEGLY

Phvul.004G011900      VLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHWYIQSTCATSGEGLY

AtARFA1a              VLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHWYIQSTCATSGEGLY

Phvul.002G070500      VLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHWYIQSTCATSGEGLY

Phvul.001G215400      VLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHWYIQSTCATSGEGLY

Phvul.003G061400      VLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHWYIQSTCATSGEGLY

Phvul.009G095500      PIVLCGNKVDVKNR-------------QVKAKQV--TFH--RKKNLQYYEISAKSNYNFE

Phvul.003G161100      PIVLCGNKVDVKNR-------------QVKAKQV--TFH--RKKNLQYYEISAKSNYNFE

Phvul.009G095400      PIVLCGNKVDVKNR-------------QVKAKQV--TFH--RKKNLQYYEISAKSNYNFE

AtRAN1                PIVLCGNKVDVKNR-------------QVKAKQV--TFH--RKKNLQYYEISAKSNYNFE

AtROP11               PLVLVGTKLDLREDKH--YLADHPGLSPVTTAQGEELRK--LIGATYYIECSSKTQQNVK

Phvul.003G197900      PVVLVGTKLDLREDKY--YLAEHPGMVAVTSEQGEELRK--LVGATYYIECSSKTQQNVK

Phvul.009G180800      PLVLVGTKLDLREDKH--YMADHPGLMPVTTEQGEELRK--QIGATYYIECSSKTQQNVK

Phvul.004G166000      PIVLVGTKLDLREDRG--YLADHMGSNVITSAEGEELRK--QIGAAAYIECSSKTQQNVK

Phvul.011G035400      PIILVGTKLDLRDDKQ--FFQDHPSAVPITTGQGEELRK--LIGAPVYIECSSKTQQNVK

Phvul.009G009700      PIILVGTKLDLREDKQ--FFMDHPGAVPITTAQGEELRK--LIGAPAYIECSSKTQQNVK

Phvul.009G009800      PIILVGTKLDLRDDKH--FLVDHPGAVPISTAQGEELRK--LIGAPAYIECSSKTQQNVK

Phvul.002G106600      PIILVGTKLDLRDDKQ--FCLDHPGAVPITAAQGEELRK--LINAPAYIECSSKTQENVK

Phvul.003G265200      PIILVGTKLDLRDDKQ--FFVDHPGAVPITTAQGEELRK--LINSPAYIECSSKSQENVK

AtROP1                PIVLVGTKLDLRDDKQ--FFIDHPGAVPITTAQGEELRK--QIGAPTYIECSSKTQENVK

Phvul.003G073300      PIVLVGTKLDLRDDKQ--FLIDHPGATRITTAQGEELKK--MIGAVTYIECSSKTQQNVK

Phvul.005G099100      PIVLVGTKLDLREDRQ--YLIDHPGATPISTAQGEELKK--AIGAAVYIECSSKTQQNVK

Phvul.011G116400      PVVLVGTKLDLREDKQ--YLIDHPGATAITTAQGEELKK--AIGAAVYIECSSKTQQNVK

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      VTILVGNKSDLKDA-R-----------EVATAEGK-SLA--EAQGLFFMETSALDSSNVA

Phvul.008G001800      AMMLVGNKCDLENI-R-----------AVSVEEGK-SLA--EAEGLFFMETSALDSTNVK

Phvul.008G135600      ARMLVGNKSDLENI-R-----------EVSTEEGK-SLA--EEEGLFFMETSALDSTNVQ

Phvul.002G329200      VIVLVGNKCDLDQS-R-----------EVEKEEGK-GYA--ETEGLCFMETSALKNLNVE

Phvul.004G151500      VVVLVGNKCDLVQS-R-----------EVEKEEGK-GYA--ETERLCFMETSALQNQNVE

Phvul.011G213600      LVMLVGNKSDLSSL-R-----------AVPVEVAR-EFA--QQEGLFFLETSALDSSNVE

Phvul.006G220200      VIMLIGNKTDLKHL-R-----------GVATEDAQ-GYA--EKEGLSFIETSALEATNVE

Phvul.011G061100      VIMMAGNKSDLSHL-R-----------AVYEDDGQ-NLA--EREGLSFLETSALEATNIE

Phvul.001G238000      VIMMAGNKSDLNHL-R-----------AVSTEDAE-SLA--EREGLSFLETSALEAFNVE

Phvul.008G229600      VIMMAGNKSDLNHL-R-----------AIPTDDAQ-SLA--EREGLSFLETSALEAYNVE

Phvul.005G081400      VVMLIGNKSDLRHL-V-----------AVPTEDGK-SFA--ERESLYFMETSALEATNVE

Phvul.005G093700      VVMLIGNKSDLRHL-V-----------AVPTEDGK-SFA--ERESLYFMETSALEATNVE

AtRABA1a              VVMLIGNKCDLRHL-V-----------AVKTEEAK-AFA--ERESLYFMETSALDATNVE

Phvul.005G099300      VVMLVGNKADLRHL-R-----------AVSTEEAK-EFA--EKENIYFMETSALESLNVD

Phvul.003G073500      VVMLVGNKADLRHL-R-----------AVSTEDAT-SFA--ERESTFFMETSALESLNVE

Phvul.011G116100      VVMLVGNKADLRHL-R-----------AVSTEDAT-SFA--ERESTFFMETSALESLNVE

Phvul.006G180000      VVMVVGNKADLRHL-R-----------AVSTEDAT-TFA--ERKKTFFMETSALESMNVE

Phvul.006G115500      VIMLIGNKGDLVDQ-R-----------VVHAEDAV-EFA--EDQGLFFSETSALSGENVE

Phvul.010G116500      VIMLVGNKADLVDQ-R-----------VVTTEDAV-EFA--EDQGLFFSETSALSGDNVE

Phvul.001G253300      VIILIGNKSDLENQ-R-----------QVPTEDAK-EFA--EKEGLFFLETSALEATNVE

Phvul.002G261400      VIILIGNKCDLENQ-R-----------DVPTEDAK-EFA--EKEGLFFLETSALEATNVE

Phvul.007G257200      VVMLIGNKCDLGTL-K-----------AVPTEDAE-EFA--QRENLFFMETSALESTNVE

Phvul.008G143600      VIMLIGNKSDLASL-R-----------AVPMEDAE-EFA--QRENLFFMETSALESTNVE

Phvul.001G181300      VKMLVGNKVDRDTE-R-----------AVSREEGL-SLA--KELGCLLLECSAKTRENVE

Phvul.007G151900      VKMLVGNKVDRDSE-R-----------VVTKEEGL-TLA--EELGCLFFECSAKTRENVD

Phvul.009G151300      IKMLVGNKVDKESD-R-----------VVTKKEGI-DFA--RECGCLFIECSAKTRVNVQ

Phvul.001G064800      IKMLVGNKVDKESE-R-----------VVSKTEGI-NFA--REYGCLFTECSAKTRVNVA

Phvul.002G272200      IKMLVGNKVDKEGD-R-----------VVTKKEGI-DFA--RQYGCLFTECSAKTRVNVQ

Phvul.006G135400      TIMLIGNKCDLAHR-R-----------AVSTEEGE-QFA--KEHGLIFMEASAKTAQNVE

AtRABE1a              NKILVGNKADMDESKR-----------AVPKSKGQ-ALA--DEYGMKFFETSAKTNLNVE

Phvul.011G066700      NKILVGNKADMDESKR-----------VVPTSKGQ-ALA--DEYGIKFFETSAKTNLNVE

Phvul.005G141600      NKILVGNKADMDESKR-----------AVPTSKGQ-ALA--DEYGIKFFETSAKTNLNVE

Phvul.007G158500      NKILVGNKADMDESKR-----------AVPTSKGQ-ALA--DEYGIKFFETSAKTNMNVD

Phvul.007G011500      NKILVGNKADMDESKR-----------AVPTSKGQ-ALA--DEYGIKFFETSAKTNMNVE

Phvul.008G014300      NKILVGNKADMDESKR-----------AVPTSKGQ-ALA--DEYGIKFFETSAKTNMNVE

Phvul.006G220500      CKLLVGNKCDLVDN-K-----------VVDSQTAK-AFA--DELGIPFLETSAKDSINVE

Phvul.003G224200      NKLLVGNKCDLTAN-K-----------VVSYETAK-AFA--DEIGIPFMETSAKNATNVE

Phvul.008G047400      NKLLVGNKCDLTEN-R-----------AVSYDTAK-AFA--DEIGIPFMETSAKDATNVE

Phvul.010G048200      NKLLVGNKSDLTAN-R-----------VVSYDTAK-EFA--DQIGIPFMETSAKDATNVE

Phvul.010G149200      PFVVLGNKIDVDGG-N---------SRVVSEKKAKAWCA--SKGNIPYFETSAKEGFNVE

Phvul.011G046100      PFVVIGNKIDIDGG-N---------SRVVSEKKARAWCA--SKGNIPYFETSAKEGINVE

Phvul.002G265500      PFVLLGNKIDVDGG-N---------SRRVTEKKARDWCA--SRGNIPYFETSAKEGYNVE

Phvul.007G085200      PFILLGNKIDIDGG-N---------SRVVSEKKAKDWCA--SKGNIPYFETSAKEDFNVD

Phvul.002G256300      IIVLVGNKTDLVDK-R-----------QVSIEEGD-AKS--REFGIMFIETSAKAGFNIK

Phvul.002G003500      IIVLVGNKTDLVEK-R-----------QVSIEEGE-AKA--RELNVMFIETSAKAGFNIK

Phvul.002G003800      IIVLVGNKTDLVDK-R-----------QVSTEEGE-AKS--RELNVMFIEASAKAGFNIK

Phvul.003G227800      IVVLVGNKTDLVDK-R-----------QVSTEEGE-AKS--RELNVMFIEASAKAGFNIK

Phvul.007G098600      VMALVGNKADLQEK-R-----------EVAVQDGT-DYA--EKNGMFFIETSAKTADNIN

AtRABF1               VMALVGNKADLHEK-R-----------EVPTEDGM-ELA--EKNGMFFIETSAKTADNIN

Phvul.006G086000      VMALAGNKADLEDK-R-----------KVTAEEAR-VYA--EENGLFFMETSAKTASNVN

Phvul.002G313600      TMFLVANKADLEDD-R-----------KVCNEEGE-EYA--RESGLSFLETSAKTAQNVN

Phvul.005G170900      VMALVGNKSDLEPK-R-----------EVEAEVGE-QFA--QENGMFYMETSAKTAENIN

Phvul.008G236400      VVIDWLIKHSRTAK----------------------------------------------

Phvul.007G045600      TVVDWLVKNSKSIN----------------------------------------------

Phvul.002G010400      TVIDWLVKHSKSKS----------------------------------------------

Phvul.003G234800      SVIDWLVKHSKSKS----------------------------------------------

AtSARA1b              EGFKWLSQYIN-------------------------------------------------

Phvul.003G112000      EGFQWLSQYIK-------------------------------------------------

Phvul.001G225400      EGFKWLSQYIK-------------------------------------------------

Phvul.003G112100      DGFQWVSQYIK-------------------------------------------------

Phvul.009G254700      EGFQWLSQYIK-------------------------------------------------

Phvul.006G153700      ESAEWLVEVMERSKRTEMLRARAGAM------GPGP------------------------

Phvul.002G030600      EGFDWLVQDIASRIYMLD------------------------------------------

Phvul.007G111100      DGLGWIAQRVTGKAPT--------------------------------------------

Phvul.002G038400      EGLDWLASTLKEKRASGFS-----SI------GTSSF-----------------------

Phvul.011G021000      EGLDWLSTTLKERRAAGYS-----SI------GLGTSSF---------------------

AtARFB1c              EGLDWLSATLKEVKAAGYS-----SV------GPSF------------------------

Phvul.003G148800      EGLDWLSNTLKSGGG---------------------------------------------

Phvul.002G015400      EGLDWLSSHISNKTR---------------------------------------------

Phvul.006G122200      EGLDWLSNNISSKTSFK-------------------------------------------

Phvul.004G011900      EGLEWLSNNIASKA----------------------------------------------

AtARFA1a              EGLDWLSNNIAGKA----------------------------------------------

Phvul.002G070500      EGLDWLSNNIANKA----------------------------------------------

Phvul.001G215400      EGLDWLSNNIANKA----------------------------------------------

Phvul.003G061400      EGLDWLSNNIANKA----------------------------------------------

Phvul.009G095500      KPFLYLARKIAGHE----------------------------AELAAAASQPLPDDDDDT

Phvul.003G161100      KPFLYLAKKLAGDSGLHFVEMPALAPPDVV-ID-LVTQQMNEEELAKAAAQPLPDDDDEA

Phvul.009G095400      KPFLYLARKLAGDPNLHFVESPALAPPEVQ-ID-LAAQQQHEAELAAAASQPLPDDDDDT

AtRAN1                KPFLYLARKLAGDQNLHFVETPALAPPEVH-ID-IADQQKNEAELLQAAAQPLPDDDDDI

AtROP11               AVFDSAIKEVIKPLVKQKEKTKK-------------------------------KKKQKS

Phvul.003G197900      SVFDAAIKVVIKPPQKQEK-------------------------------------KKKP

Phvul.009G180800      GVFDAAIRMVIKPPQKQNEK------------------------------------RKKK

Phvul.004G166000      AVFDTAIKVVLQPPRRKEMARKK-------------------------------R--HRR

Phvul.011G035400      AVFDAAIKVVLQPPKQKKKKRK------------------------------------GQ

Phvul.009G009700      AVFDAAIKVVLQPPKQKKKKRK------------------------------------AQ

Phvul.009G009800      AVFDAAIKVVLQPPKQKKKKRK------------------------------------AQ

Phvul.002G106600      AVFDAAIRVVLQPPKQKKKKGK------------------------------------GQ

Phvul.003G265200      AVFDAAIRVVLQPPKQKKKKNK------------------------------------AQ

AtROP1                AVFDAAIRVVLQPPKQKKKKSK------------------------------------AQ

Phvul.003G073300      TVFDAAIKVALRPPKPKKKPR-------------------------------------KK

Phvul.005G099100      AVFDAAIKVVLQPAKPKKKR-K------------------------------------KN

Phvul.011G116400      AVFDAAIKVVLQPPKSKKKGKK------------------------------------KN

Phvul.007G106900      ------------------------------------------------------------

Phvul.007G117800      AAFETVVKEIYNILSRKVMMSQELNKQDVARIENGKTVVLQGEAEQEAEA-AAATDVEPA

Phvul.008G001800      TAFEMVIREIYNNVSRKVLNSDAYKAELSV----NRVSLVNN-------G-PATSKNQTY

Phvul.008G135600      TAFEIVIREIYNNISRKTLNSDSYKAELTV----NRVSLVNG-------A-GS----KEG

Phvul.002G329200      QVFLQMITRIYEMTRQKNLAAKMEDK---------PINLLNGKEIHV--TDEV-TATKQA

Phvul.004G151500      EAFIEMITKIHDIISHKSLEIKMNGT---------SLNLPNGKEIHI--ADEV-TATKQP

Phvul.011G213600      SAFIGLLSQVYRTVSRKQILVDGHESNF-----DKVNLELEGTKIKMPFQETECQNAKKR

Phvul.006G220200      KAFQTILSEIYRIISKKSLSSNNHS----------ASG-AVKEGKTIAVAES--QPSASN

Phvul.011G061100      KAFQTILTEIYHIVSKKALAAQEAG----------VGTTLPGQGTTINVGDA--SGNT-K

Phvul.001G238000      KAFQTILFDIYQIISKKALAAQEAA-----------STSVP-HGTTINVSNM--SDSVEK

Phvul.008G229600      KAFQTILFDIYHIISKKALAAQEAT----------SSTGLP-QGTTINVSNM--QGNTES

Phvul.005G081400      NAFTEVLSQIYRIVSRRAVEAGDNG----------SSSTVPSKGQTIN--VKDDSSVLKK

Phvul.005G093700      NAFTEVLSQIYRIVSRRAVEAGDNG----------SSSTVPSKGQTIN--VKDDSSVLKK

AtRABA1a              NAFTEVLTQIHKIVSKRSVDGG--G----------ESADLPGKGETIN--VKEDGSVLKR

Phvul.005G099300      KAFIEVLTQIYNVVSRKTLETVDNP----------PATSLP-KGETIVVGTKDDVSAVKK

Phvul.003G073500      NAFTEVLTQIYHVVSKKALEIGDDP----------A--ALP-KGQTINVGSRDDVSAMKK

Phvul.011G116100      NAFTEVLTQIYHVVSKKALEIGDDP----------A--ALP-KGQTINVGSRDDVSAMKK

Phvul.006G180000      NAFTELLTQIYHVVSTKALEIGDDP----------A--ALP-KGQTLNVGSRDGVSDVKQ

Phvul.006G115500      TAFFKLLEQIHRVVSKRSLESGKGKATR-----HNNVATLQGSKLDVISGAELEISEMKN

Phvul.010G116500      SAFLKLLEEINSVVSKRSLECGCGKVNS-----ANNFASFKGTKVDILSGPELEISEMKK

Phvul.001G253300      TAFMTVLTEIFNIVNKKNLAAGDS-Q-G-----NGNSASLSGKKI-IVPGPAQEIPK-GN

Phvul.002G261400      TAFVTVLTEIYNIVNKKNLTADEN-Q-G-----NGNSASLSGQKI-IVPGPAQELPAKRN

Phvul.007G257200      TAFLTILSEIYRLISKKTLTANDDAD-P-----NGSSGLLKGTKI-IVPNQDMNAE-KKG

Phvul.008G143600      TCFLTILTEIYRIHAKKSLTANDD---D-----NGGSGLLKGSRI-IVPNQEIGNGGKTG

Phvul.001G181300      QCFEELALKIMEA----PSLLEEGST-----------AVKRS-----VLKQKQEPQASQN

Phvul.007G151900      RCFEELAQKIMEV----PSLLEEGST-----------AVKRN-----VLKQQQEPQASEI

Phvul.009G151300      QCFEELVLKILDT----PSLLAEGSK-----------SNKKN-----IFKDKPSNN--AT

Phvul.001G064800      QCFDELVMKILET----PSLLAEGSS-----------GVKKN-----IFKQKAQQSDASS

Phvul.002G272200      QCFEELVLKILDT----PSLIADGSK-----------GVRNN-----IFKDRPPQSDAST

Phvul.006G135400      EAFIKTAATIYKKIQDGVFDVSNESY-----------GIKVGYGGIPGPSGGRDGPSAAA

AtRABE1a              EVFFSIAKDIKQRLADTDARAE--PQ-----------TIKI----NQSDQGAGTSQATQK

Phvul.011G066700      EVFFSIARDIKQRLADTDSKAE--PS-----------TIKI----NQDQS-GGVGEAAQK

Phvul.005G141600      EVFFSIAKDIKQRLADTDSKSE--PA-----------GIKI----NQQDQATA-GQVAQK

Phvul.007G158500      EVFFSIARDIKQRLADNDSKTE--PS-----------TLKI----NQPDNGPGSSQSAQK

Phvul.007G011500      EVFFSIARDIKQRLSDTDSKAE--PQ-----------TIKI----NQPDQADGGGQPAQK

Phvul.008G014300      EVFFSIARDIKQRLADTDSKSE--PH-----------TIKI----NQPDQTASGGLAAQK

Phvul.006G220500      QAFLTMAAEIKKKMGSHTTVG---K--------------------SGEAVQMKGEPIPQK

Phvul.003G224200      QAFMAMAAEIKNRMASQPV-NN--A--------------------RPPTVQIRGQPVNQK

Phvul.008G047400      QAFMAMAASIKNRMASQPA-NN--A--------------------RPPTVQIRGQPVAQK

Phvul.010G048200      DAFMAMSASIKNRMASQPSANN--A--------------------RPPTVQIRGQPVGQK

Phvul.010G149200      AAFQCIAKNALKNEPEEEMYLPD----------------------TIEVGGGGRQQRSTG

Phvul.011G046100      EAFQCIAKNALKSGEEEELYLPD----------------------TIDVGNS-SQPRATG

Phvul.002G265500      EAFLCVAKIALENEHDQDIYFRG----------------------ISDA-VSE-AEHRSS

Phvul.007G085200      AAFLCIAKAALANEHEQDIYFQG----------------------IPEAAVPE-NEQRSG

Phvul.002G256300      PLFRKIAAALPGMETLSSTKQEDMVD----------------VNLKPTVNSSQTEQQGGG

Phvul.002G003500      ALFRKIAAALPGMETLSSAKQEDMVD----------------VNLVSTTGNAQSQPQSSG

Phvul.002G003800      ALFRKIAAALPGMETLSSTKQEDMVD----------------VNLRSSAGH-DSQPDSGG

Phvul.003G227800      ALFRKIAAALPGMETLSATKQEDMVD----------------VNLRSSGNH-DSQSQSGG

Phvul.007G098600      ELFEEIAKRLPRPSDS--------------------------------------------

AtRABF1               QLFEEIGKRLPRPAPSS-------------------------------------------

Phvul.006G086000      DIFYEIAKRLPRAQPAQNPAG--M-------------------VLVD-----RPAEGTRA

Phvul.002G313600      ELFYEIAKRLAKANPSR-QSG--I-------------------KLHT-----RATETRRG

Phvul.005G170900      ELFYEIAKRLARALPPK-PTG--M-------------------NLNS-----NVQDRGRI

Phvul.008G236400      ------------------

Phvul.007G045600      ------------------

Phvul.002G010400      ------------------

Phvul.003G234800      ------------------

AtSARA1b              ------------------

Phvul.003G112000      ------------------

Phvul.001G225400      ------------------

Phvul.003G112100      ------------------

Phvul.009G254700      ------------------

Phvul.006G153700      ------------------

Phvul.002G030600      ------------------

Phvul.007G111100      ------------------

Phvul.002G038400      ------------------

Phvul.011G021000      ------------------

AtARFB1c              ------------------

Phvul.003G148800      ------------------

Phvul.002G015400      ------------------

Phvul.006G122200      ------------------

Phvul.004G011900      ------------------

AtARFA1a              ------------------

Phvul.002G070500      ------------------

Phvul.001G215400      ------------------

Phvul.003G061400      ------------------

Phvul.009G095500      FE----------------

Phvul.003G161100      FE----------------

Phvul.009G095400      FE----------------

AtRAN1                FE----------------

AtROP11               NHGCLSNVLCGRIVTRH-

Phvul.003G197900      RRGCLLNVMCGRNLVRFK

Phvul.009G180800      PRGCFLNVLCGRNIVRLK

Phvul.004G166000      SGCSFVSIVCGGCAA---

Phvul.011G035400      KACSIL------------

Phvul.009G009700      KACSIL------------

Phvul.009G009800      KACSIL------------

Phvul.002G106600      KACSIL------------

Phvul.003G265200      KACSIL------------

AtROP1                KACSIL------------

Phvul.003G073300      RTCIFL------------

Phvul.005G099100      RSCAFL------------

Phvul.011G116400      TPCVFL------------

Phvul.007G106900      ------------------

Phvul.007G117800      KGCC--------------

Phvul.008G001800      FSCCSR------------

Phvul.008G135600      VSCCSR------------

Phvul.002G329200      SSCCSR------------

Phvul.004G151500      NYCCS-------------

Phvul.011G213600      SNCCSIL-----------

Phvul.006G220200      SLCCTSS-----------

Phvul.011G061100      RGCCST------------

Phvul.001G238000      KSCCSN------------

Phvul.008G229600      RSCCSN------------

Phvul.005G081400      IGCCSN------------

Phvul.005G093700      IGCCSN------------

AtRABA1a              MGCCSN------------

Phvul.005G099300      SGCCST------------

Phvul.003G073500      AGCCSA------------

Phvul.011G116100      AGCCSA------------

Phvul.006G180000      NGCCSA------------

Phvul.006G115500      LSSCSC------------

Phvul.010G116500      LSSCSC------------

Phvul.001G253300      -MCCQ-------------

Phvul.002G261400      -MCCQAS-----------

Phvul.007G257200      -GCCG-------------

Phvul.008G143600      -GCCFAS-----------

Phvul.001G181300      SGCCS-------------

Phvul.007G151900      GGCCS-------------

Phvul.009G151300      SSCC--------------

Phvul.001G064800      GGCCS-------------

Phvul.002G272200      SSCC--------------

Phvul.006G135400      GGCCS-------------

AtRABE1a              SACCGT------------

Phvul.011G066700      SACCG-------------

Phvul.005G141600      SACCG-------------

Phvul.007G158500      SACCGS------------

Phvul.007G011500      SACCGS------------

Phvul.008G014300      SACCGS------------

Phvul.006G220500      SNCCG-------------

Phvul.003G224200      GGCCSN------------

Phvul.008G047400      GGCCSS------------

Phvul.010G048200      GGCCSS------------

Phvul.010G149200      CEC---------------

Phvul.011G046100      CEC---------------

Phvul.002G265500      CAC---------------

Phvul.007G085200      CAC---------------

Phvul.002G256300      CSC---------------

Phvul.002G003500      CAC---------------

Phvul.002G003800      CAC---------------

Phvul.003G227800      CAC---------------

Phvul.007G098600      ------------------

AtRABF1               ------------------

Phvul.006G086000      ASCCS-------------

Phvul.002G313600      YFCCG-------------

Phvul.005G170900      YFCCSA------------

Multiple sequence alignment corresponding to Supplemental Figure 7
AtROP11               ------------------------------------------------------------

Glyma04g35110         ------------------------------------------------------------

Glyma06g19630         ------------------------------------------------------------

Glyma05g01920         ------------------------------------------------------------

Glyma17g09980         ------------------MCR-------RVHTHTHSLSLSLNLSVKFNKNTPFV-RTCC-

Glyma07g09250         ------------------------------------------------------------

Glyma09g32530         ------------------------------------------------------------

Glyma11g11510         ------------------------------------------------------------

Glyma12g03660         ------------------------------------------------------------

Glyma04g02530         ------------------------------------------------------------

Glyma06g02580         ------------------------------------------------------------

Glyma04g02540         ------------------------------------------------------------

Glyma02g05160         ------------------------------------------------------------

Glyma16g23340         ------------------------------------------------------------

AtROP1                ------------------------------------------------------------

Glyma11g08380         ------------------------------------------------------------

Glyma01g36880         ------------------------------------------------------------

Glyma07g32440         ------------------------------------------------------------

Glyma13g24140         ------------------------------------------------------------

Glyma12g14090         ------------------------------------------------------------

Glyma13g36900         ------------------------------------------------------------

Glyma12g33560         ------------------------------------------------------------

Glyma02g41170         -------------------------------------------MGLW---DSFL-NWLRS

Glyma14g39540         -------------------------------------------MGLW---DSFL-NWLRS

Glyma05g22480         -------------------------------------------MGLW---ESFL-NWLRS

Glyma01g40210         -------------------------------------------MGLW---EAFL-NWLRS

Glyma11g05080         -------------------------------------------MGLW---EAFL-NWLRS

Glyma10g28910         ----------------------------------------MFLFDWF-----YG-ILASL

Glyma20g38360         ----------------------------------------MFLFDWF-----YG-ILASL

Glyma19g41670         ----------------------------------------MFLWDWF-----YG-ILASL

Glyma03g39110         ----------------------------------------MFLWDWF-----YG-ILASL

AtSARA1b              ----------------------------------------MFLFDWF-----YG-ILASL

Glyma17g03520         ----------------------------------------MFLVDWF-----YG-ILATL

Glyma07g37080         ----------------------------------------MFLVDWF-----YG-ILATL

Glyma07g37070         ----------------------------------------MFFFDWF-----YG-ILASL

Glyma17g03540         ----------------------------------------MFFFDWF-----YG-ILASL

Glyma09g04290         ----------------------------------------MFLFDWF-----YG-ILASL

Glyma15g15330         ----------------------------------------MFLFDWF-----YG-ILASL

Glyma15g11090         -------------------------------------------MFSL-----FY-GLWKY

Glyma13g27940         -------------------------------------------MFSL-----FY-GLWKY

Glyma01g38270         -------------------------------------------MGLL------S-IIRKI

Glyma11g07330         -------------------------------------------MGLL------S-IIRKI

Glyma20g35410         -------------------------------------------MGAM-----IS-RFWFL

Glyma10g32200         -------------------------------------------MGAM-----MS-RFWFM

Glyma20g35430         -------------------------------------------MGAM-----MS-RFWFM

Glyma12g02110         -------------------------------------------MGQA-----FR-KLFDT

Glyma11g09790         -------------------------------------------MGQA-----FR-KLFDT

AtARFB1c              -------------------------------------------MGQT-----FR-KLFDT

Glyma01g43910         ------------------------------------------------------------

Glyma11g01380         -------------------------------------------MGQA-----FR-KLFDT

Glyma13g01270         -------------------------------------------MGLV-----FT-KLFSS

Glyma17g07390         -------------------------------------------MGIV-----FT-KLFSS

Glyma11g05580         -------------------------------------------MGLT-----VS-RLLRL

Glyma01g39700         -------------------------------------------MGLT-----VS-RLLRL

Glyma09g03540         -------------------------------------------MGLS-----FG-KLFSK

AtARFA1a              -------------------------------------------MGLS-----FA-KLFSR

Glyma19g00200         -------------------------------------------MGLS-----FT-KLFSR

Glyma05g08700         -------------------------------------------MGLS-----FT-KLFSR

Glyma01g03650         -------------------------------------------MGLT-----FT-KLFSR

Glyma02g01260         -------------------------------------------MGLS-----FT-KLFSR

Glyma10g01310         -------------------------------------------MGLS-----FT-KLFSR

Glyma19g40690         -------------------------------------------MGLS-----FT-KLFSR

Glyma20g22680         -------------------------------------------MGLS-----FT-KLFSR

Glyma02g04040         -------------------------------------------MGLT-----FT-KLFSR

Glyma08g39360         -------------------------------------------MGLT-----FT-KLFSR

Glyma18g19420         -------------------------------------------MGLT-----FT-KLFSR

Glyma13g09260         ------------------------------------------------------------

Glyma14g26690         ------------------------------------------------------------

Glyma08g16680         ------------------------------------------------------------

Glyma04g39030         ------------------------------------------------------------

Glyma06g15950         ------------------------------------------------------------

Glyma10g34120         ------------------------------------------------------------

Glyma03g34330         ------------------------------------------------------------

Glyma19g37020         ------------------------------------------------------------

Glyma10g06780         ------------------------------------------------------------

Glyma13g20970         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Glyma13g40870         ------------------------------------------------------------

Glyma15g04560         ------------------------------------------------------------

Glyma11g15120         ------------------------------------------------------------

Glyma12g07070         ------------------------------------------------------------

Glyma02g10450         ------------------------------------------------------------

Glyma18g52450         ------------------------------------------------------------

Glyma10g43590         ------------------------------------------------------------

Glyma20g23210         ------------------------------------------------------------

Glyma07g13890         ------------------------------------------------------------

Glyma16g00340         ------------------------------------------------------------

Glyma05g05260         ------------------------------------------------------------

Glyma17g15550         ------------------------------------------------------------

Glyma03g26090         ------------------------------------------------------------

Glyma09g37860         ------------------------------------------------------------

Glyma18g48610         MEKKHRAKPARLSSDSFVRAILLIFQGDAPTPDPSP---------------------ATS

Glyma09g30820         ------------------------------------------------------------

Glyma07g11420         ------------------------------------------------------------

Glyma05g33970         ------------------------------------------------------------

Glyma08g05800         ------------------------------------------------------------

Glyma09g01950         ------------------------------------------------------------

Glyma15g12880         ------------------------------------------------------------

Glyma05g24120         ------------------MCHLLGFGWDSNKPHSHCASLSSFLVLFS---NPLQNLLLTL

Glyma19g07230         ------------------------------------------------------------

Glyma10g31470         ------------------------------------------------------------

Glyma20g36100         ------------------------------------------------------------

Glyma08g45920         ------------------------------------------------------------

Glyma08g47610         ------------------------------------------------------------

Glyma18g53870         ------------------------------------------------------------

Glyma09g00610         ------------------------------------------------------------

Glyma12g36760         ------------------------------------------------------------

Glyma12g28660         ------------------------------------------------------------

Glyma16g00350         ------------------------------------------------------------

Glyma11g14360         ------------------------------------------------------------

Glyma12g06280         ------------------------------------------------------------

Glyma18g03760         ----------------MYLILEIIFHWGSWS-----------------------------

Glyma02g41940         ------------------------------------------------------------

Glyma14g07040         ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

Glyma12g34000         ------------------------------------------------------------

Glyma13g36530         ------------------------------------------------------------

Glyma12g35970         ------------------------------------------------------------

Glyma13g34410         ------------------------------------------------------------

Glyma12g33550         ------------------------------------------------------------

Glyma13g36910         ------------------------------------------------------------

Glyma10g08020         ------------------------------------------------------------

Glyma13g21850         ------------------------------------------------------------

Glyma06g43830         ------------------------------------------------------------

Glyma12g14070         ------------------------------------------------------------

Glyma07g32420         ------------------------------------------------------------

Glyma13g24160         ------------------------------------------------------------

Glyma07g05860         -------------------MNQEMNGVEAEK-----------------------------

Glyma16g02460         -------------------MNPEMNGVEAEK-----------------------------

Glyma03g42030         -------------------MNQEMNGVEAER-----------------------------

Glyma19g44730         -------------------MNQEMNGVEAER-----------------------------

Glyma11g38010         ------------------------------------------------------------

Glyma18g01910         ------------------------------------------------------------

Glyma05g31020         ------------------------------------------------------------

Glyma08g14230         ------------------------------------------------------------

Glyma11g17460         ------------------------------------------------------------

Glyma02g29900         ------------------------------------------------------------

Glyma10g12110         ------------------------------------------------------------

Glyma05g08260         ------------------------------------------------------------

AtRAN1                ------------------------------------------------------------

Glyma04g07350         ------------------------------------------------------------

Glyma06g07400         ------------------------------------------------------------

Glyma04g07360         ------------------------------------------------------------

Glyma04g07370         ------------------------------------------------------------

Glyma06g07410         ------------------------------------------------------------

Glyma06g07420         ------------------------------------------------------------

Glyma05g32520         ------------------------------MHN--SGFL---------------------

Glyma07g00660         ------------------------------------------------------------

Glyma08g21940         ------------------------------------------------------------

Glyma11g12630         ------------------------------------------------------------

Glyma12g04830         ------------------------------------------------------------

Glyma20g31150         ------------------------------------------------------------

Glyma10g36420         ------------------------------------------------------------

Glyma05g31810         ------------------------------------------------------------

Glyma08g15080         ------------------------------------------------------------

Glyma05g31200         ------------------------------------------------------------

Glyma08g14390         ------------------------------------------------------------

Glyma11g38110         ------------------------------------------------------------

Glyma18g02040         ------------------------------------------------------------

Glyma01g41100         ------------------------------------------------------------

Glyma11g04330         ------------------------------------------------------------

Glyma05g05860         ------------------------------------------------------------

Glyma17g16200         ------------------------------------------------------------

AtRABF1               ------------------------MGCASSLPDRNSGTL----SG---------------

Glyma20g32320         ------------------------MGCGSSLPDRDSRQL-----G---------------

Glyma10g35230         ------------------------MGCGSSLPDRGSRQL-----G---------------

Glyma11g33100         ------------------------------MATIGHNNLNAKLVG-P---SSLFSISFCF

Glyma18g05120         ------------------------------MATIGHNNLNAKLVG-P---SSLFRFPLFF

Glyma05g35400         ------------------------------MAR---------------------------

Glyma15g01780         ------------------------------MAR---------------------------

Glyma13g43600         ------------------------------MAR---------------------------

AtROP11               ------M---------ASSASKFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma04g35110         -----MA---------AATAPRFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma06g19630         -----MA---------SATAPRFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma05g01920         ------M---------AATASRFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma17g09980         -CCCCSM---------AATASRFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma07g09250         ----------------MMNASKFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma09g32530         ----------------MMNASKFIKCVTVGDGAVGKTCMLICY---TSNK------F-PT

Glyma11g11510         -----------------MSASRFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma12g03660         -----------------MSASRFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma04g02530         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma06g02580         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma04g02540         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma02g05160         -----------------MSASKFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma16g23340         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

AtROP1                -----------------MSASRFVKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma11g08380         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma01g36880         -----------------MSASRFIKCVTVGDGAVGKTCLLISY---TSNT------F-PT

Glyma07g32440         -----------------MSTARFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma13g24140         -----------------MSTARFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma12g14090         -----------------MSTTRFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma13g36900         -----------------MSTARFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma12g33560         -----------------MSTARFIKCVTVGDGAVGKTCMLISY---TSNT------F-PT

Glyma02g41170         L-----------------FFKQEMELSLVGLQNAGKTSLVNAI---ATGG------Y-SE

Glyma14g39540         L-----------------FFKQEMELSLVGLQNAGKTSLVNAI---ATGG------Y-SE

Glyma05g22480         L-----------------FFKQEMELSLIGLQNAGKTSLVNVI---ATGG------Y-SE

Glyma01g40210         L-----------------FFKQEMELSLIGLQNAGKTSLVNVV---ATGG------Y-SE

Glyma11g05080         L-----------------FFKQEMELSLIGLQNAGKTSLVNVV---ATGG------Y-SE

Glyma10g28910         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma20g38360         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma19g41670         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma03g39110         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

AtSARA1b              G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma17g03520         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma07g37080         G-----------------LWQKEAKILFLGLDNSGKTTLLHML---KDE-------R-LV

Glyma07g37070         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma17g03540         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma09g04290         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma15g15330         G-----------------LWQKEAKILFLGLDNAGKTTLLHML---KDE-------R-LV

Glyma15g11090         L-----------------FSKMELHVLILGIDKAGKTTLLEKM---KSVYSNIEGIP-PD

Glyma13g27940         L-----------------FSKMELHVLILGIDKAGKTTLLEKM---KSVYSNIEGIP-PD

Glyma01g38270         K-----------------RKEKEMRILMVGLDNSGKTTIVLKI---NGE-------D-TS

Glyma11g07330         K-----------------RKEKEMRILMVGLDNSGKTTIVLKI---NGE-------D-TS

Glyma20g35410         L-----------------FPAKEYKIVVVGLDNAGKTTTLYKL---HLG-------E-VV

Glyma10g32200         L-----------------FPAKEYKIVVVGLDNAGKTTTLYKL---HLG-------E-VV

Glyma20g35430         L-----------------FPAKEYKIVVVGLDNAGKTTTLYKL---HLG-------E-VV

Glyma12g02110         F-----------------FGNTEMRVVMLGLDAAGKTTILYKL---HIG-------E-VL

Glyma11g09790         F-----------------FGNTEMRVVMLGLDAAGKTTILYKL---HIG-------E-VL

AtARFB1c              F-----------------FGNQEMRVVMLGLDAAGKTTILYKL---HIG-------E-VL

Glyma01g43910         -----------------------MRVVMLGLDAAGKTTILYKF---HIG-------E-VL

Glyma11g01380         F-----------------FGNTEMRVVMLGLDAAGKTTILYKL---HIG-------E-VL

Glyma13g01270         L-----------------FGNKEARILVLGLDNAGKTTILYRL---QMG-------E-VV

Glyma17g07390         L-----------------FGNKEARILVLGLDNAGKTTILYRL---QMG-------E-VV

Glyma11g05580         F-----------------YARKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma01g39700         F-----------------YARKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma09g03540         L-----------------CAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

AtARFA1a              L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma19g00200         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma05g08700         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma01g03650         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma02g01260         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma10g01310         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma19g40690         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma20g22680         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma02g04040         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma08g39360         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma18g19420         L-----------------FAKKEMRILMVGLDAAGKTTILYKL---KLG-------E-IV

Glyma13g09260         ------MDASSSSSSTQPEFDYLFKLLLIGDSGVGKSTLLLSF---TSD--------TFE

Glyma14g26690         ------MD-ASSSSSSQPEFDYLFKLLLIGDSGVGKSTLLLSF---TSD--------TFE

Glyma08g16680         ----------MDSSSGHQEFDYLFKLLMIGDSGVGKSSLLLSF---TSD--------AFE

Glyma04g39030         -----------MDSSSTQEFEYLFKLLMIGDSGVGKSSLLLCF---TSD--------SFE

Glyma06g15950         -----------MESSPTQEFEYLFKLLMIGDSGVGKSSLLLCF---TSD--------SFE

Glyma10g34120         --------MGSASRVESSNYDYSFKVLLIGDSGVGKSSLLLSF---ISNS------NSIN

Glyma03g34330         ---------MSSSSGQSSGYDLSFKILLIGDSGVGKSSLLVSF---ISS--------SVE

Glyma19g37020         ---------MSSSSGQSSGYDLSFKILLIGDSGVGKSSLLVSF---ISS--------SVE

Glyma10g06780         ---------MNSSSGQSSGYDLSFKILLIGDSAVGKSSLLVSF---ISN--------SAE

Glyma13g20970         ---------MSSSSGQSSGYDLSFKILLIGDSAVGKSSLLVSF---ISN--------SAE

AtRABE1a              --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma13g40870         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma15g04560         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma11g15120         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma12g07070         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma02g10450         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma18g52450         --------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma10g43590         --------MAAAPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma20g23210         --------MAAAPARARADYDYLIKLLLIGDSGVGKSCLLLRF---SDGS------F-TT

Glyma07g13890         -----------------------------------MEMYIAAQ---YYDS------Y-IE

Glyma16g00340         ---------------MSNEYDYLFKLLLIGDSSVGKSCLLLRF---ADDS------Y-VD

Glyma05g05260         ---------------MNPEYDYLFKLLLIGDSGVGKSCLLLRF---ADDS------Y-LD

Glyma17g15550         ---------------MNPEYDYLFKLLLIGDSGVGKSCLLLRF---ADDS------Y-LD

Glyma03g26090         ---------------MNPEYDYLFKLLLIGDSGVGKSCLLLRF---ADDS------Y-IE

Glyma09g37860         ---------------MNPEYDYLFKLLLIGDSGVGKSCLLLRF---SDDS------Y-IE

Glyma18g48610         HRSPANPRSPLSSLEMNPECDYLFKLLLIGDSGVGKSCLLLRF---ADDS------Y-IE

Glyma09g30820         ----------------------------IGESGVGKSNLISRF---AKDE------F-RL

Glyma07g11420         ---------MAVADAFDEQCDYLFKAVLIGDSGVGKSNLISRF---AKDE------F-RL

Glyma05g33970         -----------MADAFDEECDYLFKAVLIGDSGVGKSNMLSRF---AKDE------F-RL

Glyma08g05800         -----------MADAFDEECDYLFKAVLIGDSGVGKSNLLSRF---AKDE------F-RL

Glyma09g01950         -----------------MSYAYLFKYIIIGDTGVGKSCLLLQF---TDKR------F-QP

Glyma15g12880         -----------------MSYAYLFKYIIIGDTGVGKSCLLLQF---TDKR------F-QP

Glyma05g24120         LLSATLPLNNVVSRRTAMSYDYLFKYIIIGDTGVGKSCLLLQF---TDKR------F-QP

Glyma19g07230         -----------------MSYDYLFKYIIIGDTGVGKSCLLLQF---TDKR------F-QP

Glyma10g31470         ---------MAFYNEEEKTEDYLFKIVLIGDSAVGKSNLLARF---ARDE------F-YP

Glyma20g36100         ---------MAFYNEEEKTEDYLFKIVLIGDSAVGKSNLLARF---ARDE------F-YP

Glyma08g45920         -----------MAENGEGGEEYLFKIVLIGDSAVGKSNLLSRF---ARNE------F-DS

Glyma08g47610         ----------MSGSEDEGGEEYLFKIVIIGDSAVGKSNLLSRY---ARNE------F-NM

Glyma18g53870         ----------MSGSEDEGGEEYLFKIVIIGDSAVGKSNLLSRY---ARNE------F-NM

Glyma09g00610         --------MVQWQGDADEGIDYMFKIVMVGDSGVGKSQLLNRF---VKNE------F-HM

Glyma12g36760         --------MAQWQGNADEGIDYMFKIVMTGDSGVGKSQLLNRF---VKNE------F-HM

Glyma12g28660         -----------MARRAEEEYDYLFKVVLIGDSGVGKSNLLSRF---TRNE------F-CL

Glyma16g00350         -----------MARRAEEEYDYLFKVVLIGDSGVGKSNLLSRF---TRNE------F-CL

Glyma11g14360         -----------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRF---TRNE------F-CL

Glyma12g06280         -----------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRF---TRNE------F-CL

Glyma18g03760         ---RVVSGVGSMAYKVDHEYDYLFKIVLIGDSGVGKSNILSRF---TRNE------F-CL

Glyma02g41940         -----------MAFKVDHEYDYLFKVVLIGDSGVGKSNILSRF---TRNE------F-CL

Glyma14g07040         -----------MAYKVDHEYDYLFKVVLIGDSGVGKSNILSRF---TRNE------F-CL

AtRABA1a              ----------MAGYRADEEYDYLFKLVLIGDSGVGKSNLLSRF---TKNE------F-NL

Glyma12g34000         ----------MAGYKGDDEYDYLFKLVLIGDSGVGKSNLLSRF---TRNE------F-NL

Glyma13g36530         ----------MAGYKGDDEYDYLFKLVLIGDSGVGKSNLLSRF---TRNE------F-NL

Glyma12g35970         ----------MAGYRADDDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-NL

Glyma13g34410         ----------MAGYRADDDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-NL

Glyma12g33550         -------------MGADEDYDYLFKLVLIGDSGVGKSNLLSRF---TRNE------F-SL

Glyma13g36910         -------------MGADEDYDYLFKLVLIGDSGVGKSNLLSRF---TRNE------F-SL

Glyma10g08020         ----------MGAYRADEDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-SL

Glyma13g21850         ----------MGAYRADEDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-SL

Glyma06g43830         ----------MGAYRADDDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-SL

Glyma12g14070         ----------MGAYRADDDYDYLFKVVLIGDSGVGKSNLLSRF---TKNE------F-SL

Glyma07g32420         ----------MAAYKADDDYDYLFKVVLIGDSGVGKSNLLSRF---TRNE------F-SL

Glyma13g24160         ----------MGAYRADDDYDYLFKVVLIGDSGVGKSNLLSRF---TRNE------F-SL

Glyma07g05860         ---RQENGHEKVDYDVQEKIDYVFKVVVIGDSAVGKTQILSRF---AKNE------F-CF

Glyma16g02460         ---RQENGHEKVDYDVQEKIDYVFKVVVIGDSAVGKTQILSRF---AKNE------F-CF

Glyma03g42030         ---V--------KVNVHDKIDYVFKVVVIGDSAVGKTQILSRF---AKNE------F-CF

Glyma19g44730         ---V--------KVNVHDKIDYVFKVVVIGDSAVGKTQILSRF---AKNE------F-CF

Glyma11g38010         ------MASGGGYGDANQKVDYVFKVVLIGDSAVGKSQILARF---ARNE------F-SL

Glyma18g01910         ------MASGRSYGDANQKVDYVFKVVLIGDSAVGKSQILARF---ARNE------F-SL

Glyma05g31020         ---MAGAGAGGGYGDANQRIDYVFKVVLIGDSAVGKSQILARF---ARNE------F-SL

Glyma08g14230         -----MAGAGGGYGDANQRIDYVFKVVLIGDSAVGKSQILARF---ARNE------F-SL

Glyma11g17460         --------MSNLYGDYNQKIDYVFKVVLIGDSAVGKTQLLARF---ARNE------F-SL

Glyma02g29900         --------MSNLYGEYNHKIDYVFKVVLVGDSAVGKTQLLARF---AKNQ------F-NV

Glyma10g12110         -------MMSNLYGEYNQKIDYVFKVVLIGDSAVGKTQLLARF---AKNQ------F-SV

Glyma05g08260         ------MAL----PQQHTVDYPSFKLVIVGDGGTGKTTFVKRH---ITGE------F-EK

AtRAN1                ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma04g07350         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma06g07400         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma04g07360         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma04g07370         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma06g07410         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma06g07420         ------MAL----PNQQTVDYPSFKLVIVGDGGTGKTTFVKRH---LTGE------F-EK

Glyma05g32520         -----------------NQKEILGKRNCIAHARVNITTFLVTALLLSFRL------Q-FP

Glyma07g00660         --------M-------ASRRRMLLKVIILGDSGVGKTSLMNQY---VNRK------F-SN

Glyma08g21940         --------M-------ASRRRMLLKVIILGDSGVGKTSLMNQY---VNRK------F-SN

Glyma11g12630         --------M-------PSRRRTLLKVIILGDSGVGKTSLMNQY---VNKK------F-SN

Glyma12g04830         --------M-------PSRRRTLLKVIILGDSGVGKTSLMNQY---VNKK------F-SN

Glyma20g31150         --------M-------SLRRRTLLKVIVLGDSGVGKTSLMNQY---VHKK------F-SQ

Glyma10g36420         --------M-------SLRRRTLLKVIVLGDSGVGKTSLMNQY---VHKK------F-SQ

Glyma05g31810         ------MDI-------SQRKRTLLKIIVLGDSGVGKTSLMNQY---VYRK------F-SQ

Glyma08g15080         ------MDI-------SQRKRTLLKIIVLGDSGVGKTSLMNQY---VYRK------F-SQ

Glyma05g31200         --------M----A--TVSPLAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DT

Glyma08g14390         --------M----A--TVSPLAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DT

Glyma11g38110         ----------------------------------------------MYDK------F-DT

Glyma18g02040         --------M----A--TVSPLAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DI

Glyma01g41100         --------M----A--PVSALAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DN

Glyma11g04330         --------M----A--SVSALAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DN

Glyma05g05860         --------M----A--PVSALAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DN

Glyma17g16200         --------M----A--PVSALAKYKLVFLGDQSVGKTSIITRF---MYDK------F-DN

AtRABF1               -LSNSENAV----P--ADAKNLRVKLVLLGDSGVGKSCIVLRF---VRGQ------F-DA

Glyma20g32320         -RPNSENGG----G--QDAKNLRVKLVLLGDSGVGKSCIVLRF---VRGQ------F-DP

Glyma10g35230         -RPNSENGG----G--QDAKNLRVKLVLLGDSGVGKSCIVLRF---VRGQ------F-DP

Glyma11g33100         FFLSQSFSI----P--MMFSPCSFHQVLLGDMGAGKSSLVLRF---VKGQ------F-LE

Glyma18g05120         FSLSQFSSI----P--IMFSLCSLHQVLLGDMGAGKSSLVLRF---VKGQ------F-LE

Glyma05g35400         ----------------TRNKSLQAKLVLLGDMGAGKTSLVLRF---VKGE------F-SE

Glyma15g01780         ----------------PGNKIIQAKLVLLGDMGTGKTSIALRF---VKGH------F-FP

Glyma13g43600         ----------------PGNKIIQAKLVLLGDMGTGKTSIALRF---VKGH------F-FP

AtROP11               DYIPTVFDNFSANV-----VVEG-TTVNL-------------------------GLWD--

Glyma04g35110         DYIPTVFDNFSANV-----VVEG-ITVNL-------------------------GLWD--

Glyma06g19630         DYIPTVFDNFSANV-----VVEG-ITVNL-------------------------GLWD--

Glyma05g01920         DYIPTVFDNFSANV-----VVEG-TTVNL-------------------------GLWD--

Glyma17g09980         DYIPTVFDNFSANV-----VVEN-TTVNL-------------------------GLWD--

Glyma07g09250         DYIPTVFDNFSANV-----AVDG-SIVNL-------------------------GLWD--

Glyma09g32530         DYIPTVFDNFSANV-----AVDG-SIVNL-------------------------GLWD--

Glyma11g11510         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma12g03660         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma04g02530         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma06g02580         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma04g02540         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------ALWD--

Glyma02g05160         DYVPTVFDNFSANV-----VVNG-ATVNL-------------------------GLWD--

Glyma16g23340         DYVPTVFDNFSANV-----VVNG-ATVNL-------------------------GLWD--

AtROP1                DYVPTVFDNFSANV-----VVNG-STVNL-------------------------GLWD--

Glyma11g08380         DYVPTVFDNFSANV-----VVNG-SIVNL-------------------------GLWD--

Glyma01g36880         DYVPTVFDNFSANV-----VVNG-SIVNL-------------------------GLWD--

Glyma07g32440         DYVPTVFDNFSANV-----TVDG-STVNL-------------------------GLWD--

Glyma13g24140         DYVPTVFDNFSANV-----TVDG-STVNL-------------------------GLWD--

Glyma12g14090         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma13g36900         DYVPTVFDNFSANV-----VIDG-STVNL-------------------------GLWD--

Glyma12g33560         DYVPTVFDNFSANV-----VVDG-STVNL-------------------------GLWD--

Glyma02g41170         DMIPTVGFNMRKVT------K---GNVTI-------------------------KLWD--

Glyma14g39540         DMIPTVGFNMRKVT------K---GNVTI-------------------------KLWD--

Glyma05g22480         DMIPTVGFNMRKVT------K---GNVTI-------------------------KLWD--

Glyma01g40210         DMIPTVGFNMRKVT------K---GNVTI-------------------------KLWD--

Glyma11g05080         DMIPTVGFNMRKVT------K---GNVTI-------------------------KLWD--

Glyma10g28910         QHQPTQYPTSEELS------I---GRIKF-------------------------KAFD--

Glyma20g38360         QHQPTQYPTSEELS------I---GRIKF-------------------------KAFD--

Glyma19g41670         QHQPTQYPTSEELS------I---GKIKF-------------------------KAFD--

Glyma03g39110         QHQPTQYPTSEELS------I---GKIKF-------------------------KAFD--

AtSARA1b              QHQPTQHPTSEELS------I---GKIKF-------------------------KAFD--

Glyma17g03520         QHQPTQYPTSEELS------I---GKIKF-------------------------KAFD--

Glyma07g37080         QHQPTQYPTSEELS------I---GKIKF-------------------------KAFD--

Glyma07g37070         QHQPTQHPTSEELS------I---GKIKF-------------------------KAFD--

Glyma17g03540         QHQPTQHPTSEELS------I---GKIKF-------------------------KAFD--

Glyma09g04290         QHQPTQHPTSEELS------I---GKIKF-------------------------KAFD--

Glyma15g15330         QHQPTQHPTSEELS------I---GKIKF-------------------------KAFD--

Glyma15g11090         RIIPTVGLNIGRIE------V---ANSKL-------------------------VFWD--

Glyma13g27940         RIIPTVGLNIGRIE------V---ANSKL-------------------------VFWD--

Glyma01g38270         VISPTLGFNIKTIT------Y---QKYTL-------------------------NIWD--

Glyma11g07330         VISPTLGFNIKTIT------Y---QKYTL-------------------------NIWD--

Glyma20g35410         TTNPTVGSNVEELV------Y---KNIRF-------------------------EVWD--

Glyma10g32200         TTNPTVGSNVEELV------Y---KNIRF-------------------------EVWD--

Glyma20g35430         TTNPTVGSNVEELV------Y---KNIRF-------------------------EVWD--

Glyma12g02110         STVPTIGFNVEKVQ------Y---KNVVF-------------------------TVWD--

Glyma11g09790         STVPTIGFNVEKVQ------Y---KNVVF-------------------------TVWD--

AtARFB1c              STVPTIGFNVEKVQ------Y---KNVIF-------------------------TVWD--

Glyma01g43910         STVPTIGFNVEKVQ------Y---KNVIF-------------------------TVWD--

Glyma11g01380         STVPTIGFNVEKVQ------Y---KNVIF-------------------------TVWD--

Glyma13g01270         STIPTIGFNVETVQ------Y---NNIKF-------------------------QVWD--

Glyma17g07390         STIPTIGFNVETVQ------Y---NNIKF-------------------------QVWD--

Glyma11g05580         TTIPTIGFNLHCLR------C---RRAGQ------------------DLLARVLYLW---

Glyma01g39700         TTIPTIGFNVETVE------Y---KNVSF-------------------------TVWD--

Glyma09g03540         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

AtARFA1a              TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma19g00200         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma05g08700         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma01g03650         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma02g01260         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma10g01310         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma19g40690         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma20g22680         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma02g04040         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma08g39360         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma18g19420         TTIPTIGFNVETVE------Y---KNISF-------------------------TVWD--

Glyma13g09260         DLSPTIGVDFKVKY----VTMGG-KKLK-L------------------------AIWD--

Glyma14g26690         DLSPTIGVDFKVKY----VTIGG-KKLK-L------------------------AIWD--

Glyma08g16680         DLSPTIGVDFKVKY----VMMGG-KKLK-L------------------------AIWD--

Glyma04g39030         DLSPTIGVDFKVKY----LTMEG-KKLK-L------------------------AIWD--

Glyma06g15950         DLSPTIGVDFKVKY----LTMEG-KKLK-L------------------------AIWD--

Glyma10g34120         DLSPTIGVDFKIKL----FTVGG-KRLK-L------------------------TIWD--

Glyma03g34330         DLSPTIGVDFKIKT----LTVGG-KRLK-L------------------------TIWD--

Glyma19g37020         DLSPTIGVDFKIKT----LTVGG-KRLK-L------------------------TIWD--

Glyma10g06780         DIAPTIGVDFKIKM----LTVGG-KRLK-L------------------------TIWD--

Glyma13g20970         DIAPTIGVDFKIKM----LTVGG-KRLK-L------------------------TIWD--

AtRABE1a              SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma13g40870         SFITTIGIDFKIRT----IEQDG-KRIK-L------------------------QIWD--

Glyma15g04560         SFITTIGIDFKIRT----IEQDG-KRIK-L------------------------QIWD--

Glyma11g15120         SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma12g07070         SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma02g10450         SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma18g52450         SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma10g43590         SFITTIGIDFKIRT----IELDG-KRIK-L------------------------QIWD--

Glyma20g23210         SFITTIGIDFKIRT----IELDS-KRIK-L------------------------QIWD--

Glyma07g13890         SYISTIGVDFVNTIKFALLKRMG-RQLNYR------------------------LYWD--

Glyma16g00340         SYISTIGVDFKIRT----VELEG-KTVK-L------------------------QIWD--

Glyma05g05260         SYISTIGVDFKIRT----VEQDG-KTIK-L------------------------QIWD--

Glyma17g15550         SYISTIGVDFKIRT----VEQDG-KTIK-L------------------------QIWD--

Glyma03g26090         SYISTIGVDFKIRT----VEQDG-KTIK-L------------------------QIWD--

Glyma09g37860         SYISTIGVDFKIRT----VEQDG-KTIK-L------------------------QIWD--

Glyma18g48610         SYISTIGVDLKIRT----VEQDG-KTIK-L------------------------QMWD--

Glyma09g30820         DSKPSIGVEFAYGN----IKLGQ-GQAH-QSTDMGHCRPRETITKPPRDLENLHQILDRV

Glyma07g11420         DSKPTIGVEFAYRN----IKVRD-KLIK-A------------------------QIWD--

Glyma05g33970         DSKPTIGVEFAYRN----IRVGD-KLIK-A------------------------QIWD--

Glyma08g05800         DSKPTIGVEFAYRN----IKVGD-KLIK-A------------------------QIWD--

Glyma09g01950         VHDLTIGVEFGARM----ITIDN-KPIK-L------------------------QIWD--

Glyma15g12880         VHDLTIGVEFGARM----ITIDN-KPIK-L------------------------QIWD--

Glyma05g24120         VHDLTIGVEFGARM----VSIDS-RPIK-L------------------------QIWD--

Glyma19g07230         VHDLTIGVEFGARM----VTIDS-RPIK-L------------------------QIWD--

Glyma10g31470         NSKSTIGVEFQTQK----MDING-KEVK-A------------------------QIWD--

Glyma20g36100         NSKSTIGVEFQTQK----MDING-KEVK-A------------------------QIWD--

Glyma08g45920         NSKATIGVEFQTQL----VEIDG-KEIK-A------------------------QIWD--

Glyma08g47610         HSKATIGVEFQTQC----LEIDS-KEVK-A------------------------QIWD--

Glyma18g53870         HSKATIGVEFQTQC----LEIDS-KEVK-A------------------------QIWD--

Glyma09g00610         KSKPTIGVEFLTRT----VVMDH-KLVK-A------------------------QIWD--

Glyma12g36760         KSKPTIGVEFLTRT----VVMDH-KLVK-A------------------------QIWD--

Glyma12g28660         ESKSTIGVEFATRT----LQVEG-RTVK-A------------------------QIWD--

Glyma16g00350         ESKSTIGVEFATRT----LQVEG-RTVK-A------------------------QIWD--

Glyma11g14360         ESKSTIGVEFATRT----LQVEG-KTVK-A------------------------QIWD--

Glyma12g06280         ESKSTIGVEFATRT----LQVEG-KTVK-A------------------------QIWD--

Glyma18g03760         ESKSTIGVEFATRT----LQVEG-KTVK-A------------------------QIWD--

Glyma02g41940         ESKSTIGVEFATRT----LQVEG-KTVK-A------------------------QIWD--

Glyma14g07040         ESKSTIGVEFATRT----LQVEG-KTVK-A------------------------QIWD--

AtRABA1a              ESKSTIGVEFATKT----TKVEG-KVVK-A------------------------QIWD--

Glyma12g34000         ESKSTIGVEFATKS----LNIDA-KVIK-A------------------------QIWD--

Glyma13g36530         ESKSTIGVEFATKS----LDIDA-KVIK-A------------------------QIWD--

Glyma12g35970         ESKSTIGVEFATRT----LNVDS-KVIK-A------------------------QIWD--

Glyma13g34410         ESKSTIGVEFATRT----LNVDS-KVIK-A------------------------QIWD--

Glyma12g33550         ETKSTIGVEFATRS----VPVDS-KLVK-A------------------------QIWD--

Glyma13g36910         ETKSTIGVEFATRS----VPVDS-KLVK-A------------------------QIWD--

Glyma10g08020         ESKSTIGVEFATRS----IRVDD-KVLK-A------------------------QIWD--

Glyma13g21850         ESKSTIGVEFATRS----IRVDE-KVLK-A------------------------QIWD--

Glyma06g43830         ESKSTIGVEFATRS----IHVDD-KIVK-A------------------------QIWD--

Glyma12g14070         ESKSTIGVEFATRS----IHVDD-KIVK-A------------------------QIWD--

Glyma07g32420         ESKSTIGVEFATRS----IRVDD-KVVK-A------------------------QIWD--

Glyma13g24160         ESKSTIGVEFATRS----IRVDD-KVVK-A------------------------QIWD--

Glyma07g05860         DSKSTIGVEFQTRT----VTING-KVIK-A------------------------QIWD--

Glyma16g02460         DSKSTIGVEFQTRT----VTINA-KVIK-A------------------------QIWD--

Glyma03g42030         DSKSTIGVEFQTRT----VTING-KVIK-A------------------------QIWD--

Glyma19g44730         NSKSTIGVEFQTRS----VTING-KVIK-A------------------------QIWD--

Glyma11g38010         DSKATIGVEFQTRT----LVIQH-KSVK-A------------------------QIWD--

Glyma18g01910         DSKATIGVEFQTRT----LVIQH-KSIK-A------------------------QIWD--

Glyma05g31020         DSKSTIGVEFQTRT----LVIDH-KTVK-A------------------------QIWD--

Glyma08g14230         DSKSTIGVEFQTRT----LVIDH-KTVK-A------------------------QIWD--

Glyma11g17460         DSKATIGVEFQTKT----LIIDN-KIIK-A------------------------QIWD--

Glyma02g29900         DSKATIGVEFQTKT----LIIDK-KTVK-A------------------------QIWD--

Glyma10g12110         DSKATIGVEFQTKT----LIIDN-KTVK-A------------------------QIWD--

Glyma05g08260         KYEPTIGVEVHPLD----FHTNC-GRIR-F------------------------YCWD--

AtRAN1                KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma04g07350         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma06g07400         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma04g07360         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma04g07370         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma06g07410         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma06g07420         KYEPTIGVEVHPLD----FFTNC-GKIR-F------------------------YCWD--

Glyma05g32520         FGFHSLGVDFKVKY----VTMGG-KKLK-L------------------------AIWD--

Glyma07g00660         QYKATIGADFLTKE----VQFED-RLFT-L------------------------QIWD--

Glyma08g21940         QYKATIGADFLTKE----VQFED-RLFT-L------------------------QIWD--

Glyma11g12630         QYKATIGADFLTKE----VQFED-RLFT-L------------------------QIWD--

Glyma12g04830         QYKATIGADFLTKE----VQFED-RLFT-L------------------------QIWD--

Glyma20g31150         QYKATIGADFVTKE----LQIDD-RLVT-L------------------------QIWD--

Glyma10g36420         QYKATIGADFVTKE----LQIDD-RLVT-L------------------------QIWD--

Glyma05g31810         QYKATIGADFVTKE----IQVDD-KLVT-L------------------------QIWD--

Glyma08g15080         QYKATIGADFVTKE----IQVDD-KLVT-L------------------------QIWD--

Glyma05g31200         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma08g14390         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma11g38110         NYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma18g02040         NYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma01g41100         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma11g04330         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma05g05860         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

Glyma17g16200         TYQATIGIDFLSKT----MYLED-RTVR-L------------------------QLWD--

AtRABF1               TSKVTVGASFLSQT----IALQDSTTVK-F------------------------EIWD--

Glyma20g32320         TSKVTVGASFLSQT----IALQDSTTVK-F------------------------EIWD--

Glyma10g35230         TSKVTVGASFLSQT----IALQDSTTVK-F------------------------EIWD--

Glyma11g33100         FQESTIGAAFFSQT----LAVND-ATVK-F------------------------EIWD--

Glyma18g05120         FQESTIGAAFFSQT----LAVND-ATVK-F------------------------EIWD--

Glyma05g35400         YQESTIGAAFFTHV----LSLNE-ATVK-F------------------------DIWD--

Glyma15g01780         NQEPTIGAAFFTQI----LSLSE-ATVK-F------------------------DIWD--

Glyma13g43600         NQEPTIGAAFFTQI----LSLSE-ATVK-F------------------------DVWD--

                          :                                                       

AtROP11               -----TAGQEDYNRLRPLSYRGADVFVLSFSLVSRASYENVFKKWIPELQHFA-P----G

Glyma04g35110         -----TAGQEDYNRLRPLSYRGADVFVLAFSLVSRASYENVLKKWIPELQHFA-P----G

Glyma06g19630         -----TAGQEDYNRLRPLSYRGADVFVLAFSLVSRASYENVLKKWIPELQHFA-P----G

Glyma05g01920         -----TAGQEDYNRLRPLSYRGADVFVLAFSLVSHASYENVLKKWVPELQHFA-P----G

Glyma17g09980         -----TAGQEDYNRLRPLSYRGADVFVLAFSLVSHASYENVLKKWVPELQHFA-P----G

Glyma07g09250         -----TAGQEDYSRLRPLSYRGADIFVLAFSLISRASYENVLKKWMPELRRFA-P----N

Glyma09g32530         -----TAGQEDYSRLRPLSYRGADIFVLAFSLISRASYENVLKKWMPELRRFA-P----N

Glyma11g11510         -----TAGQEDYNRLRPLSYRGADVFLLAFSLISRASYENVAKKWIPELRHYA-P----G

Glyma12g03660         -----TAGQEDYNRLRPLSYRGADVFLLAFSLISRASYENVAKKWIPELRHYA-P----G

Glyma04g02530         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRHYA-P----G

Glyma06g02580         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRHYA-P----G

Glyma04g02540         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENIAKKWIPELRHYA-P----G

Glyma02g05160         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-P----D

Glyma16g23340         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-P----D

AtROP1                -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-P----G

Glyma11g08380         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-P----G

Glyma01g36880         -----TAGQEDYNRLRPLSYRGADVFILAFSLISKASYENVSKKWIPELKHYA-P----G

Glyma07g32440         -----TAGQEDYNRLRPLSYRGADVFLLCYSLISKASYENISKKWIPELRHYA-P----N

Glyma13g24140         -----TAGQEDYNRLRPLSYRGADVFLLCYSLISKASYENISKKWIPELRHYA-P----N

Glyma12g14090         -----TAGQEDYNRLRPLSYRGADVFLLAFSLISKASYENISKKWIPELRHYA-P----T

Glyma13g36900         -----TAGQEDYNRLRPLSYRGADVFLLAFSLLSRASYENISKKWIPELRHYA-P----I

Glyma12g33560         -----TAGQEDYNRLRPLSYRGADVFLLAFSLLSRASYENISKKWIPELRHYA-P----T

Glyma02g41170         -----LGGQRRFRSMWERYCRGVSAIVYVVDAADRDSVPISR----SELHDLLTKPSLSA

Glyma14g39540         -----LGGQRRFRSMWERYCRGVSAIVYVVDAADRDSVPISR----SELHDLLTKPSLSG

Glyma05g22480         -----LGGQPRFRSMWERYCRAVSAIVYVVDAADPDNLSISK----SELHDLLSKPSLSG

Glyma01g40210         -----LGGQPRFRSMWERYCRAVSAIVYVVDAADPDNISISR----SELHDLLSKPSLSG

Glyma11g05080         -----LGGQPRFRSMWERYCRAVSAIVYVVDAADPDNLSISR----SELHDLLSKPSLGG

Glyma10g28910         -----LGGHQIARRVWKDYYAKVDAVVYLVDSYDKERFAESK----KELDALLSDESLTT

Glyma20g38360         -----LGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESK----KELDALLSDESLTT

Glyma19g41670         -----LGGHQIARRVWKDYYAQVDAVVYLVDAYDKERFAESK----KELDALLSDESLAS

Glyma03g39110         -----LGGHQIARRVWKDYYAQVDAVVYLVDAYDKERFAESK----KELDALLSDESLAN

AtSARA1b              -----LGGHQIARRVWKDYYAKVDAVVYLVDAYDKERFAESK----RELDALLSDEALAT

Glyma17g03520         -----LGGHQIARRVWKDYYAQVDAVVFLVDAFDKERFSESK----KELDALLSDESLAN

Glyma07g37080         -----LGGHQIARRVWKDYYAQVDAVVYLVDAFDKERFSESK----KELDALLSDESLAN

Glyma07g37070         -----LGGHQVARRVWKDYYAKVDAVVYLVDAFDKERFAESK----KELDALLSDESLAN

Glyma17g03540         -----LGGHQVARRVWKDYYAKVDAVVYLVDAFDKERFAESK----KELDALLSDESLAN

Glyma09g04290         -----LGGHQVARRVWKDYYAKVDAVVYLVDAFDKERFAESK----KELDALLSDESLAN

Glyma15g15330         -----LGGHQVARRVWKDYYAKVDAVVYLVDAFDKERFAESK----KELDALLSDESLAN

Glyma15g11090         -----LGGQPGLRSIWEKYYEEAHAVIFVVDASCPSRFEDAK----SALEKVLRHEDLQG

Glyma13g27940         -----LGGQPGLRSIWEKYYEEAHAVIFVVDASCPSRFEDAK----SALEKVLRHEDLQG

Glyma01g38270         -----VGGQKTIRSYWRNYFEQTDGLVWVVDSSDLRRLDDCK----FELDNLLKEERLSG

Glyma11g07330         -----VGGQKTIRSYWRNYFEQTDGLVWVVDSSDLRRLDDCK----FELDNLLKEERLSG

Glyma20g35410         -----LGGQERLRTSWATYYRGTHAVIAVIDSSDRARISIIK----DELFRLLGHEDLQH

Glyma10g32200         -----LGGQERLRTSWATYYRGTHAVIAVIDSSDRARISIIK----DELFRLLGHEDLQH

Glyma20g35430         -----LGGQERLRTSWATYYRGTHAVIVVIDSSDRARISIIK----DELFRLLGHEDLQH

Glyma12g02110         -----VGGQEKLRALWRHYFNNTDGLIYVVDSLDRERIGKAK----QEFQTVINDPFMLH

Glyma11g09790         -----VGGQEKLRALWRHYFNNTDGLIYVVDSLDRERIGKAK----QEFQTIINDPFMLH

AtARFB1c              -----VGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAK----QEFQDIIRDPFMLN

Glyma01g43910         -----VGGQEKLRPLWRHYFDNTDGLIYVVDSLDRERIGKAK----QEFQTIINDPFMLN

Glyma11g01380         -----VGGQEKLRPLWRHYFNNTDGLIYVVDSLDRERIGKAK----QEFQTIINDPFMLN

Glyma13g01270         -----LGGQTSIRPYWRCYFPNTQAIIYVVDSSDVDRLVIAK----EEFHAILEEEELKG

Glyma17g07390         -----LGGQTSIRPYWRCYFPNTQAIIYVVDSSDVDRLVIAK----EEFHAILE------

Glyma11g05580         -----VHYSVRIQPLWRYYFQNTQGLIFVVDSNDRERILEAR----DELHRMLREDELRD

Glyma01g39700         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRERILEAR----DELHRMLSEDELRD

Glyma09g03540         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVGEAK----DELHRMLNEDELRD

AtARFA1a              -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma19g00200         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma05g08700         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma01g03650         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma02g01260         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma10g01310         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma19g40690         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma20g22680         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma02g04040         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma08g39360         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma18g19420         -----VGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDRVVEAR----DELHRMLNEDELRD

Glyma13g09260         -----TAGQERFRTLTSSYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDLYSTNQ---D

Glyma14g26690         -----TAGQERFRTLTSSYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDLYSTNQ---D

Glyma08g16680         -----TAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSEIWAKEIDLYSTNQ---D

Glyma04g39030         -----TAGQERFRTLTSSYYRGAQGIIMAYDVTRRETFTNLSEIWAKEIDLYSTNP---E

Glyma06g15950         -----TAGQERFRTLTSSYYRGAQGIIMAYDVTRRETFTNLSEIWAKEIDLYSTNP---E

Glyma10g34120         -----TAGQERFGTVISSYYRGAHGIILVYDVTRRETFTNLIDIWAKEVERYSTNH---G

Glyma03g34330         -----TAGQERFRTLNSSYYRKAQGIILVYDVTRRETFTNLSEVWSKEVELYSTNQ---D

Glyma19g37020         -----TAGQERFRTLNSSYYRKAQGIILVYDVTRRETFTNLSEVWSKEVELYSTNQ---D

Glyma10g06780         -----TAGQERFRTLTSSYYRGAQGIILVYDVTRRDTFTNLSEVWSKEVELYSTNQ---N

Glyma13g20970         -----TAGQERFRTLTSSYYRGAQGIILVYDVTRRDTFTNLSLVWSKEVELYSTNQ---N

AtRABE1a              -----TAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHA-SD---S

Glyma13g40870         -----TAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHA-SD---N

Glyma15g04560         -----TAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQHA-SD---N

Glyma11g15120         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma12g07070         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma02g10450         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma18g52450         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma10g43590         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma20g23210         -----TAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQHA-SD---N

Glyma07g13890         -----TAGQERFRTITSSYYREAHGIIIVYDVIDEDRFNNVK-QWLSEIDRYA-SD---N

Glyma16g00340         -----TAGQERFRTITSSYYRGAHGIIIVYDVTEMESFNNVK-QWLNEIDRYA-ND---S

Glyma05g05260         -----TAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLNEIDRYA-SE---N

Glyma17g15550         -----TAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLNEIDRYA-SE---N

Glyma03g26090         -----TAGQERFRTITSSYYRGAHGIIIVYDVTDEDSFNNVK-QWLSEIDRYA-SD---N

Glyma09g37860         -----TAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRYA-SD---N

Glyma18g48610         -----TAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRYA-SD---N

Glyma09g30820         GIRKHKGDTTQFRAITSSYYRGALGAMLVYDITKRATFVNVG-KWLHELREFG-GE---D

Glyma07g11420         -----TAGQERFRAITSSYYRGALGAMLVYDITKRATFVNVG-KWLHELREFG-GE---D

Glyma05g33970         -----TAGQERFRAITSSYYRGALGAMLVYDISMRSSYENVS-KWLLELREFG-GE---D

Glyma08g05800         -----TAGQERFRAITSSYYRGALGAMLVYDISRRSSYENVS-KWLLELREFG-GE---D

Glyma09g01950         -----TAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQHA-NA---N

Glyma15g12880         -----TAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQHA-NA---N

Glyma05g24120         -----TAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLA-SWLEDARQHA-NP---N

Glyma19g07230         -----TAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLA-SWLEDARQHA-NP---N

Glyma10g31470         -----TAGQERFRAVTSAYYRGAVGALLVYDISRRQTFDSIG-RWLNELHTHS-DM---N

Glyma20g36100         -----TAGQERFRAVTSAYYRGAVGALLVYDISRRQTFDSIG-RWLNELHTHS-DM---N

Glyma08g45920         -----TAGQERFRAVTSAYYRGAVGALVVYDISRRGTFDSIK-RWLQELTTQN-DS---T

Glyma08g47610         -----TAGQERFRAVTSAYYRGAVGALIVYDISRRTTFDSVG-RWLDELKTHC-DT---T

Glyma18g53870         -----TAGQERFRAVTSAYYRGAVGALIVYDISRRTTFDSVG-RWLDELKSHC-DT---T

Glyma09g00610         -----TAGQERYQAITTAYYRGATCALLAYDITKQQTFDHVE-KWLDELRIHT-DK---N

Glyma12g36760         -----TAGQERYQAITTAYYRGATGALLAYDITKQQTFDHVE-KWLDELRIHA-DK---N

Glyma12g28660         -----TAGQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRDHA-DA---N

Glyma16g00350         -----TAGQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRDHA-DA---N

Glyma11g14360         -----TAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHA-DS---N

Glyma12g06280         -----TAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHA-DS---N

Glyma18g03760         -----TAGQERYRAITSAYYRGAVGALLVYDITKRQTFENVQ-RWLRELRDHA-DS---N

Glyma02g41940         -----TAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHA-DS---N

Glyma14g07040         -----TAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDHA-DS---N

AtRABA1a              -----TAGQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRGHT-DP---N

Glyma12g34000         -----TAGQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRDHT-DP---N

Glyma13g36530         -----TAGQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRDHT-DP---N

Glyma12g35970         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHATFENVD-RWLKELRNHT-DA---N

Glyma13g34410         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHATFENVD-RWLKELRNHT-DA---N

Glyma12g33550         -----TAGQERYRAITSAYYRGAVGALVVYDVTRHVTFENVE-RWLKELRDHT-EA---Y

Glyma13g36910         -----TAGQERYRAITSAYYRGAVGALIVYDVTRHVTFENVE-RWLKELRDHT-EA---Y

Glyma10g08020         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHT-DA---N

Glyma13g21850         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENME-RWLKELRDHT-DA---N

Glyma06g43830         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHT-DA---N

Glyma12g14070         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHT-DA---N

Glyma07g32420         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHT-DA---N

Glyma13g24160         -----TAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDHT-DA---N

Glyma07g05860         -----TAGQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVEELRAHA-DS---S

Glyma16g02460         -----TAGQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVEELRAHA-DS---S

Glyma03g42030         -----TAGQERYRAVTSAYYRGALGAMLVYDISKRQSFDHVA-RWVDELRAHA-DS---S

Glyma19g44730         -----TAGQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVDELRAHA-DS---S

Glyma11g38010         -----TAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHIP-RWLEELRNHA-DK---N

Glyma18g01910         -----TAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHIP-RWLEELRNHA-DK---N

Glyma05g31020         -----TAGQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRNHA-DK---N

Glyma08g14230         -----TAGQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRNHA-DK---N

Glyma11g17460         -----TAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMV-KWLEELRGHA-DQ---N

Glyma02g29900         -----TAGQERYRAVTSAYYRGAVGAMLVYDVTRRPSFDNMA-KWLEELRGHA-DK---N

Glyma10g12110         -----TAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDNMA-KWLEELRGHA-DK---N

Glyma05g08260         -----TAGQEKFGGLRDGYYIHGHCAIIMFDVTARMTYRNVA-TWHRDLCRVC-----EN

AtRAN1                -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma04g07350         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma06g07400         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma04g07360         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma04g07370         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma06g07410         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma06g07420         -----TAGQEKFGGLRDGYYIHGQCAIIMFDVTARLTYKNVP-TWHRDLCRVC-----EN

Glyma05g32520         -----TAGQERFRTLTNSYYRGAQGIIMVYDVTRRDTFTNLSEIWAKEIDLYSTNQ---D

Glyma07g00660         -----TAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLIQASPSDPEN

Glyma08g21940         -----TAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLIQASPSDPEN

Glyma11g12630         -----TAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLIQASPSDPEN

Glyma12g04830         -----TAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLIQASPSDPEN

Glyma20g31150         -----TAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDTLE-NWHEEFLKQANPPDPRA

Glyma10g36420         -----TAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDTLE-NWHEEFLKQANPPDPRA

Glyma05g31810         -----TAGQERFHSIGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLKQGDMNDPEA

Glyma08g15080         -----TAGQERFHSLGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLKQGDMNDPEA

Glyma05g31200         -----TAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRTERGSD----

Glyma08g14390         -----TAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRTERGSD----

Glyma11g38110         -----TAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWIEEVRTERGSD----

Glyma18g02040         -----TAGQERFRSLIPSYIRDSSVAVVVYDVANRQSFLNTN-KWIEEVRTERGSD----

Glyma01g41100         -----TAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRTERGSD----

Glyma11g04330         -----TAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRTERGSD----

Glyma05g05860         -----TAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRSERGSD----

Glyma17g16200         -----TAGQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRSERGSD----

AtRABF1               -----TAGQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQKHGSPD----

Glyma20g32320         -----TAGQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQKHGSPD----

Glyma10g35230         -----TAGQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQKHGSPD----

Glyma11g33100         -----TAGQERYHSLAPMYYRGAAAAIIVYDITSSDSFTRAK-KWVQELQKQGNPN----

Glyma18g05120         -----TAGQERYHSLAPMYYRGAAAAIIVYDITSSDSFTRAK-KWVQELQKQGNPN----

Glyma05g35400         -----TAGQERYHSLAPMYYRGAAAAIVVYDITSMDSFVRAK-KWVREVQRQANSS----

Glyma15g01780         -----TAGQERYHSLAPMYYRGAAAAIVVYDISSVDTFVRAK-KWVQELQTHGNQK----

Glyma13g43600         -----TAGQERYHSLAPMYYRGAAAAIVVYDISSVDTFVRAK-KMGSGIANTW-------

                                                :   .                             

AtROP11               VPLVLVGTKLDLRED-KHYLADHP-GLS--PVTTAQGE-EL-------------------

Glyma04g35110         IPLVLVGTKLDLRED-RHYMADHP-GLV--PVTTEQGE-EL-------------------

Glyma06g19630         IPLVLVGTKLDLRED-KHYMADHP-SLV--PVTTDQGE-EL-------------------

Glyma05g01920         IPVVLVGTKLDLRED-KHYLADHP-GLV--PVTSEQGE-EL-------------------

Glyma17g09980         VPVVLVGTKLDLRED-KHYLADHP-GLA--PVTSEQGE-EL-------------------

Glyma07g09250         VPIVLVGTKLDLRED-RGYVADHM-GSS--VITSAEGE-EL-------------------

Glyma09g32530         VPIVLVGTKLDLRED-RGYVADHM-GSN--VITSAEGE-EL-------------------

Glyma11g11510         VPIILVGTKLDLRDD-KQFFQDHP-GAV--PITTAQGE-EL-------------------

Glyma12g03660         VPIILVGTKLDLRDD-KQFFQDHP-GAV--PITTAQGE-EL-------------------

Glyma04g02530         VPIILVGTKLDLRDD-KQFFMDHP-GAV--PITTAQGE-EL-------------------

Glyma06g02580         VPIILVGTKLDLRED-KQFFIDHP-GAV--PITTTQGE-EL-------------------

Glyma04g02540         VPIILVGTKLDLRED-KQFFMDHP-GAV--PITTAQGE-EL-------------------

Glyma02g05160         VPIILVGTKLDLRDD-KQFFVDHP-GAV--PITTVQGE-EL-------------------

Glyma16g23340         VPIILVGTKLDLRDD-KQFFIDHP-GAV--PITTVQGE-EL-------------------

AtROP1                VPIVLVGTKLDLRDD-KQFFIDHP-GAV--PITTAQGE-EL-------------------

Glyma11g08380         VPIILVGTKLDLRDD-KQFCIDHP-GAV--PITTAQGE-EL-------------------

Glyma01g36880         VPIILVGTKLDLRDD-KQFCIDHP-GAV--PITTAQGE-EL-------------------

Glyma07g32440         VPIVLVGTKLDLRDD-KQFLIDHP-GSA--RITTAQGE-EL-------------------

Glyma13g24140         VPIVLVGTKLDLRDN-KQFLIDHP-GSA--RITTAQGE-EL-------------------

Glyma12g14090         VPIVLVGTKLDLRED-RQYLIDHP-GTT--AIATAQGE-EL-------------------

Glyma13g36900         VPIVLVGTKLDLRED-RQYLIDHP-AAT--PITTAQGE-EL-------------------

Glyma12g33560         VPIVLVGTKLDLRED-RQYLIDHP-GAT--PITTAQGE-EL-------------------

Glyma02g41170         IPLLVLGNKIDKSEA--LSKQALVDQ------------------LGLE------------

Glyma14g39540         IPLLVLGNKIDKSEA--LSKQALVDQ------------------LGLE------------

Glyma05g22480         IPLLVLGNKIDKPGV--LSKEALTDQ------------------MDLK------------

Glyma01g40210         IPLLVLGNKIDKAEA--LSKQALTDQ------------------MDLK------------

Glyma11g05080         IPLLVLGNKIDKAGA--LSKQALTDQ------------------MDLK------------

Glyma10g28910         VPFLILGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGNVNLS

Glyma20g38360         VPFLILGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGNVNLS

Glyma19g41670         VPFLVLGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGKVNLA

Glyma03g39110         VPFLVLGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGKVNLS

AtSARA1b              VPFLILGNKIDIPYA--ASEDELRYH------------------LGLTNFTTGKGKVTLG

Glyma17g03520         VPFLILGNKIDIPYA--ASEDELRYN------------------MGLTNFTTGKGKVNLV

Glyma07g37080         VPFLILGNKIDIPYA--ASEDELRYH------------------MGLTNFTTGKGKVNLV

Glyma07g37070         VPFLVLGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGKVNLT

Glyma17g03540         VPFLVLGNKIDIPYA--ASEEELRYH------------------LGLTNFTTGKGKVNIT

Glyma09g04290         VPFLVLGNKIDIPYA--ASEDELRYH------------------LGLTNFTTGKGKINLT

Glyma15g15330         VPFLVLGNKIDIPYA--ASEDELRYH------------------LGLTNFTTGKGKMNLT

Glyma15g11090         APLLILANKQDIPEA--VSADELARY------------------LDLK------------

Glyma13g27940         APLLILANKQDIPEA--VSADELPQY------------------LDLK------------

Glyma01g38270         ASLLILANKQDIKGA--LTPEEIAKV------------------LNLE-----------A

Glyma11g07330         ASLLILANKQDIKGA--LTPEEIAKV------------------LNLE-----------A

Glyma20g35410         SVILVFANKQDIKDA--MTPAEITDA------------------LSLH------------

Glyma10g32200         SVILVFANKQDIKDA--MTPAEITDA------------------LSLH------------

Glyma20g35430         SVILVFANKQDIKDA--MTPAEITDA------------------LSLH------------

Glyma12g02110         SIILVFANKQDLKGA--MSPREICEG------------------LGLF------------

Glyma11g09790         SIILVFANKQDLKGA--MSPREICEG------------------LGLF------------

AtARFB1c              SVILVFANKQDMRGA--MSPREVCEG------------------LGLL------------

Glyma01g43910         SVILVFANKQDLRGA--MTPMEVCEG------------------LGLF------------

Glyma11g01380         SVILVFANKQDLRGA--MTPMEVCEG------------------LGLF------------

Glyma13g01270         AVVLIFANKQDLPGA--LDDAAVTEA------------------LELH------------

Glyma17g07390         ----------DLPGA--LDDAAVTEA------------------LELH------------

Glyma11g05580         ATLLVLANKQDLPNA--LVLQKLLINLVYIHFACVSGF-EFKKKLELFNYRIS---PQIS

Glyma01g39700         ATVLVFANKQDLPNA--LSVAEITDK------------------LGLH------------

Glyma09g03540         AVLLVFANKQDLPNA--MNAAEITDR------------------LGLN------------

AtARFA1a              AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma19g00200         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma05g08700         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma01g03650         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma02g01260         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma10g01310         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma19g40690         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma20g22680         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma02g04040         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma08g39360         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma18g19420         AVLLVFANKQDLPNA--MNAAEITDK------------------LGLH------------

Glyma13g09260         CIKMLVGNKVDKES-ERVVSKKE--G-----------I-DF-------------------

Glyma14g26690         CIKMLVGNKVDKES-ERVVSKKE--G-----------I-DF-------------------

Glyma08g16680         CIKMLVGNKLDKDG-DRVVTKKE--G-----------I-DF-------------------

Glyma04g39030         CIKMLVGNKVDKEG-DRVVTKKE--G-----------V-DF-------------------

Glyma06g15950         CVKMLVGNKVDKES-DRVVTKKE--G-----------I-DF-------------------

Glyma10g34120         SIKILVGNKVDKDS-ERAVSKEE--G-----------M-AL-------------------

Glyma03g34330         CVKILVGNKVDRDT-ERAVSREE--G-----------L-AL-------------------

Glyma19g37020         CVKILVGNKVDRDT-ERAVSREE--G-----------L-AL-------------------

Glyma10g06780         CVKMLVGNKVDRDS-ERVVSKEE--G-----------L-AL-------------------

Glyma13g20970         CVKMLVGNKVDRDS-ERVVSKEE--G-----------L-AL-------------------

AtRABE1a              VNKILVGNKADMDESKRAVPKSK--G-----------Q-AL-------------------

Glyma13g40870         VNKVLVGNKADMDESKRVVPTSK--G-----------Q-AL-------------------

Glyma15g04560         VNKILVGNKADMDESKRVVPTSK--G-----------Q-AL-------------------

Glyma11g15120         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma12g07070         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma02g10450         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma18g52450         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma10g43590         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma20g23210         VNKILVGNKADMDESKRAVPTSK--G-----------Q-AL-------------------

Glyma07g13890         VNKLLVGNKSDMTTN-RVVSYDT--A-----------K-EF-------------------

Glyma16g00340         VCKLLVGNKSDLVDN-KVVDSLT--A-----------K-AF-------------------

Glyma05g05260         VNKLLVGNKCDLTAN-KVVSYET--A-----------K-AF-------------------

Glyma17g15550         VNKLLVGNKCDLTAN-KVVSSET--A-----------K-AF-------------------

Glyma03g26090         VNKLLVGNKSDLTAN-RVVSYDT--A-----------K-EF-------------------

Glyma09g37860         VNKLLVGNKCDLEAN-RAVSYET--A-----------K-AF-------------------

Glyma18g48610         VNKLLVGNKCDLEAN-RAVSYET--A-----------K-AF-------------------

Glyma09g30820         MVVVLVRNKSDLDQ-SRQVEREK--G-----------K-GF-------------------

Glyma07g11420         MVVVLVGNKSDLDQ-SRQVEREE--G-----------K-VF-------------------

Glyma05g33970         MVVVLVGNKCDLDE-SREVEKEE--G-----------K-GF-------------------

Glyma08g05800         MVVVLVGNKCDLDGQSREVDKEE--G-----------K-GF-------------------

Glyma09g01950         MTIMLIGNKCDLAH-RRAVSTEE--G-----------E-QF-------------------

Glyma15g12880         MTIMLIGNKCDLAH-RRAVSTEE--G-----------E-QF-------------------

Glyma05g24120         MTIMLIGNKCDLSH-RRAVSKEE--G-----------E-QF-------------------

Glyma19g07230         MTIMLIGNKCDLSH-RRAVSKEE--G-----------E-QF-------------------

Glyma10g31470         VVTILVGNKSDLKD-AREVATAE--G-----------K-AL-------------------

Glyma20g36100         VVTILVGNKSDLKD-AREVATAE--G-----------K-AL-------------------

Glyma08g45920         VARMLVGNKCDLEN-IREVSTEE--G-----------K-SL-------------------

Glyma08g47610         VAMMLVGNKCDLEN-IRAVSIDE--G-----------K-SL-------------------

Glyma18g53870         VAMMLVGNKCDLEN-IRAVSVDE--G-----------K-SL-------------------

Glyma09g00610         ILVMLVGNKSDLSS-LRAVPTEV--A-----------R-DF-------------------

Glyma12g36760         ILVMLVGNKSDLSS-LRAVPTEV--A-----------R-DF-------------------

Glyma12g28660         IVIMLIGNKTDLKH-LRAVATED--A-----------Q-GY-------------------

Glyma16g00350         IVIMLIGNKTDLKH-LRAVATED--A-----------Q-GY-------------------

Glyma11g14360         IVIMMAGNKSDLSH-LRAVSEDD--G-----------Q-AL-------------------

Glyma12g06280         IVIMMAGNKSDLSH-LRAVSEDD--G-----------Q-AL-------------------

Glyma18g03760         IVIMMAGNKSDLNH-LRAVSTDD--A-----------Q-NL-------------------

Glyma02g41940         IVIMMAGNKSDLNH-LRAVSTED--A-----------Q-SL-------------------

Glyma14g07040         IVIMMAGNKSDLNH-LRAVSTED--A-----------Q-SL-------------------

AtRABA1a              IVVMLIGNKCDLRH-LVAVKTEE--A-----------K-AF-------------------

Glyma12g34000         IVVMLIGNKSDLRH-LVAVPTED--G-----------K-SF-------------------

Glyma13g36530         IVVMLIGNKSDLRH-LVAVPTED--G-----------K-SF-------------------

Glyma12g35970         IVVMLVGNKSDLRH-LVAVSTED--G-----------K-SY-------------------

Glyma13g34410         IVVMLVGNKSDLRH-LVAVSTED--G-----------K-SY-------------------

Glyma12g33550         VVVMLVGNKADLRH-LRAVSTEE--A-----------T-EF-------------------

Glyma13g36910         VVVMLVGNKADLRH-LRAVSTEE--A-----------T-EY-------------------

Glyma10g08020         IVVMLVGNKADLRH-LRAVSTEE--T-----------T-NF-------------------

Glyma13g21850         IVVMLVGNKADLRH-LRAVSTEE--A-----------T-AF-------------------

Glyma06g43830         IVIMLVGNKADLRH-LRAVATND--A-----------K-AF-------------------

Glyma12g14070         IVIMLVGNKADLRH-LRAVSTDD--A-----------K-AF-------------------

Glyma07g32420         IVVMLVGNKADLRH-LRAVSTED--A-----------T-TF-------------------

Glyma13g24160         IVVMLVGNKADLRH-LRAVSTED--A-----------R-TF-------------------

Glyma07g05860         IVIMLVGNKADLVD-QRMVPTED--A-----------V-EF-------------------

Glyma16g02460         IVIMLVGNKADLVD-QRMVPTED--A-----------V-EF-------------------

Glyma03g42030         IVIMLIGNKGDLVD-QRVVHAED--A-----------V-EF-------------------

Glyma19g44730         IVIMLIGNKGDLVD-QRVVHAED--A-----------V-EF-------------------

Glyma11g38010         IVIILIGNKSDLEN-QRQVPTED--A-----------K-EF-------------------

Glyma18g01910         IVIILIGNKSDLEN-QRQVPTED--A-----------K-EF-------------------

Glyma05g31020         IVIILTGNKCDLEN-QRDVPTED--A-----------K-EF-------------------

Glyma08g14230         IVIILIGNKCDLES-QRDVPTED--A-----------K-EF-------------------

Glyma11g17460         IVIMLIGNKCDLGS-LRAVPMED--A-----------E-EL-------------------

Glyma02g29900         IVVMLIGNKCDLGT-LRAVPTED--A-----------E-EF-------------------

Glyma10g12110         IVVMLIGNKCDLGT-LRAVPTED--A-----------E-EF-------------------

Glyma05g08260         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

AtRAN1                IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma04g07350         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma06g07400         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma04g07360         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma04g07370         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma06g07410         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma06g07420         IPIVLCGNKVDVKN-RQVKAKQV----------------TF-------------------

Glyma05g32520         CIKMLVGNKVDKEG-DRVVTKKE--G-----------I-DF-------------------

Glyma07g00660         FPFVVLGNKIDVDG-GNSRVISEKKA-----------KAWC-------------------

Glyma08g21940         FPFVVLGNKIDVDG-GNSRVISEKKA-----------KAWC-------------------

Glyma11g12630         FPFVVIGNKIDIDG-GNSRVVSEKKA-----------RAWC-------------------

Glyma12g04830         FPFVVIGNKIDIDG-GNSRVVSEKKA-----------RAWC-------------------

Glyma20g31150         FPFILLGNKIDIDG-GNSRVVSEKKA-----------KDWC-------------------

Glyma10g36420         FPFILLGNKIDIDG-GNSRVVSEKKA-----------KDWC-------------------

Glyma05g31810         FPFVLLGNKVDVDG-GNSRRVTEKKA-----------RDWC-------------------

Glyma08g15080         FPFVLLGNKVDVDG-GNSRRVTEKKA-----------RDWC-------------------

Glyma05g31200         VIIVLVGNKTDLVD-KRQVSIEE--G-----------D-AK-------------------

Glyma08g14390         VIIVLVGNKTDLVE-KRQVSIEE--G-----------D-AK-------------------

Glyma11g38110         VIIVLVGNKTDLVE-KRQVSIEE--G-----------D-AK-------------------

Glyma18g02040         VIIVLVGNKTDLVE-KRQVSIEE--G-----------D-AK-------------------

Glyma01g41100         VIIVLVGNKTDLVE-KRQVSIEE--G-----------E-AK-------------------

Glyma11g04330         VIIVLVGNKTDLVE-KRQVSIEE--G-----------E-AK-------------------

Glyma05g05860         VIVVLVGNKTDLVD-KRQVSTEE--G-----------E-AK-------------------

Glyma17g16200         VIVVLVGNKTDLVD-KRQVSTEE--G-----------E-AK-------------------

AtRABF1               IVMALVGNKADLHE-KREVPTED--G-----------M-EL-------------------

Glyma20g32320         IVMALVGNKADLLE-KREVAVQD--G-----------T-DY-------------------

Glyma10g35230         IVMALVGNKADLLE-KREVAVQD--G-----------T-DY-------------------

Glyma11g33100         MVMALAGNKADLED-KRKVTAEE--A-----------R-VY-------------------

Glyma18g05120         MVMALAGNKADLED-KRKVTAEE--A-----------R-VY-------------------

Glyma05g35400         LTMFLVANKADLED-ERKVRYEE--G-----------E-EY-------------------

Glyma15g01780         SVMALVANKSDLEP-KREVEAEV--G-----------E-QF-------------------

Glyma13g43600         ------------------------------------------------------------

AtROP11               RKLIGATYYIECSSKTQQNVKAVFDSAIKEVIKPLVKQKEKTKKK---------------

Glyma04g35110         RKHIGATYYIECSSKTQQNVKAVFDAAIRMVIKPPQKQNEK-------------------

Glyma06g19630         RKHIGATYYIECSSKTQQNVKAVFDAAIRMVIKPPQKQNEK-------------------

Glyma05g01920         RKLVGATYYIECSSKTQQNVKSVFDAAIKVVIKPPQKQEK--------------------

Glyma17g09980         RKLVGATYYIECSSKTQQNVKSVFDAAIKVVIEPPQKHEK--------------------

Glyma07g09250         RKQIGAVAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEMARK---------------

Glyma09g32530         RKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQPQPPRRKEMARK---------------

Glyma11g11510         RKLIGAPIYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK--------------------

Glyma12g03660         RKLIGAPVYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK--------------------

Glyma04g02530         RKLIGAPAYIECSSKTQQNVKAVFDAAIKVVIQPPKLKK---------------------

Glyma06g02580         RKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK--------------------

Glyma04g02540         RKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK--------------------

Glyma02g05160         RKLINSPAYIECSSKSQQNVKAVFDAAIRVVLQPPKQKKK--------------------

Glyma16g23340         MKLINAPAYIECSSKSQQNVKAVFDAAIRVVLQPPKQKKK--------------------

AtROP1                RKQIGAPTYIECSSKTQENVKAVFDAAIRVVLQPPKQKKK--------------------

Glyma11g08380         RKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKK--------------------

Glyma01g36880         RKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKK--------------------

Glyma07g32440         KKMIGAVTYIECSSKTQQNVKTVFDAAIKVALRPPKPKKK--------------------

Glyma13g24140         KKMIGAVTYIECSSKTQLNVKTVFDAAIKVALKPPKPKKK--------------------

Glyma12g14090         KKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPPKSKKK--------------------

Glyma13g36900         KKEIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPSKPKKK--------------------

Glyma12g33560         KKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPPKPKKK--------------------

Glyma02g41170         SIKDREVCCYMISCKDSVNIDVVIDWLIKHSKTAK-------------------------

Glyma14g39540         SIKDREVCCYMISCKDSVNLDVVIDWLIKHSKTAK-------------------------

Glyma05g22480         SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS-------------------------

Glyma01g40210         SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS-------------------------

Glyma11g05080         SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS-------------------------

Glyma10g28910         DSNVRPMEVFMCSIVKKMGYGDGFKWLSQYIK----------------------------

Glyma20g38360         DSKVRPMEVFMCSIVKKMGYGDGFKWLSQYIK----------------------------

Glyma19g41670         DSNVRPMEVFMCSIVKKMGYGDGFKWVSQYIK----------------------------

Glyma03g39110         DSNVRPMEVFMCSIVKKMGYGDGFKWVSQYIK----------------------------

AtSARA1b              DSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIN----------------------------

Glyma17g03520         DSNVRPLEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------

Glyma07g37080         DSNVRPLEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------

Glyma07g37070         ESNLRPLEVFMCSIVRKMGYGDGFQWVSQYIK----------------------------

Glyma17g03540         ESNLRPLEVFMCSIVRKMGYGDGFQWVSQYIK----------------------------

Glyma09g04290         DSNLRPLEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------

Glyma15g15330         DSNLRPLEVFMCSIVRKMGYGEGFQWLSQYIK----------------------------

Glyma15g11090         KLDERVSMFEAVSAYDGMGIRESAEWLVEVMERSKRTEMLRARAGAMGPGP---------

Glyma13g27940         KLDERVFMFEAVSAYDGMGIRESAEWLVEVMERSKRTEMLRARAGAMGAGP---------

Glyma01g38270         MDKSRHWQIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD---------------------

Glyma11g07330         MDKSRHWQIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD---------------------

Glyma20g35410         SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT-----------------------

Glyma10g32200         SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT-----------------------

Glyma20g35430         SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT-----------------------

Glyma12g02110         DLKNRKWHIQGTCALRGDGLYEGLDWLSTTLKERRAAGYS-----SIGLGTSS------F

Glyma11g09790         DLKNRKWHIQGTCALRGDGLYEGLDWLSTTLKERRAAGYS-----SIGLGTSS------F

AtARFB1c              DLKNRKWHIQGTCALQGDGLYEGLDWLSATLKEVKAAGYS-----SVGPSF---------

Glyma01g43910         DLKNRKWHIQGTCALKGDGLYEGLDWLASTLKERKAAGYS-----SIGTSSF--------

Glyma11g01380         DLKNRKWHIHGTCALKGDGLYEGLDWLASTLKERKAAGYS-----SIGTSSF--------

Glyma13g01270         KIKNRQWAIFKTSAIKGEGLFEGLDW----------------------------------

Glyma17g07390         KIKNRQWAIFKTSAIKGEGLFEGLDWLSNTLKSGGG------------------------

Glyma11g05580         DNFVKIMYIQPTCATSGQGLYEGLDWLSSLITNKTR------------------------

Glyma01g39700         SLRLRRWYIQPTCATSGQGLYEGLDWLSSHITNKTR------------------------

Glyma09g03540         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNISGKASFK----------------------

AtARFA1a              SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA-------------------------

Glyma19g00200         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA-------------------------

Glyma05g08700         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA-------------------------

Glyma01g03650         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKVAIGFF-----PSLW-----------

Glyma02g01260         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma10g01310         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma19g40690         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma20g22680         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma02g04040         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma08g39360         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma18g19420         SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA-------------------------

Glyma13g09260         -AREYGCLYTECSAKTRVNVAQCFDELVMKILETPSLLAEGSSG---------------V

Glyma14g26690         -AREYGCLYTECSAKTRVNVTQCFDELVMKILETPSLLAEGSSG---------------V

Glyma08g16680         -AREYGCLFIECSAKTRVNVQQCFEELVLKILDTPSLIAEGSKG---------------V

Glyma04g39030         -ARECGCLFIECSAKTRVNVQQCFEELVLKILDTPSLLAEGSKG---------------N

Glyma06g15950         -ARECGCLFTECSAKTRANVQQCFEELVLKILDTPSLLAEGSKG---------------N

Glyma10g34120         -AQQHRCLFLECSAKTRENVQQCFNDLTLKILDVPGLREKGSVA---------------V

Glyma03g34330         -AKELGCLLLECSAKTRENVEQCFEELALKIMEAPSLLEEGSTA---------------V

Glyma19g37020         -AKDLGCLLLECSAKTRENVEQCFEELALKIMEAPSLLEEGSTA---------------V

Glyma10g06780         -AEELGCLFFECSAKTRENVERCFEELALKIMEVPSLLEEGSTA---------------V

Glyma13g20970         -AEELGCLFFECSAKTRENVERCFEELALKIMEVPSLLEEGSTA---------------V

AtRABE1a              -ADEYGMKFFETSAKTNLNVEEVFFSIAKDIKQRLADTDAR-------------AEPQTI

Glyma13g40870         -ADEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLADTDSK-------------AEPAGI

Glyma15g04560         -ADEYGIKFFETSAKTDLNVEEVFFSIARDIKQRLADTDSK-------------AEPAGI

Glyma11g15120         -ADEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLADTDSK-------------AEPSTI

Glyma12g07070         -ADEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLADTDTK-------------AEPSTI

Glyma02g10450         -ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLADTDSK-------------AEPQTI

Glyma18g52450         -ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLADTDSK-------------AEPQTI

Glyma10g43590         -ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLADTDSR-------------AEPQTI

Glyma20g23210         -ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLADTDSR-------------AEPQTI

Glyma07g13890         -ADQIGIPFMETSAKDATNVEDAFMAMSTAIKN---------------------------

Glyma16g00340         -ADELGIPFLETSAKDSINVEQAFLTMTAEIKKKMGSQTTAG------------KSAETV

Glyma05g05260         -ADEIGIPFMETSAKNATNVEQAFMAMAAEIKNRMASQPV-NN-----------ARPPTV

Glyma17g15550         -ADEIGIPFMETSAKNATNVEQAFMAMAAEIKNRMASQPV-NN-----------ARPPTV

Glyma03g26090         -ADQIGIPFMETSAKDATNVEDAFMAMSAAIKNRMASQPSANN-----------ARPPTV

Glyma09g37860         -ADGIGIPFMETSAKDATNVEQAFMAMTASIKDRMASQPA-NN-----------ARPPTV

Glyma18g48610         -ADEIGIPFMETSAKDATNVEQAFMAMAASIKDRMASQPA-NN-----------ARPPTV

Glyma09g30820         -AETEGLCFMETSALQNLNI-----------HDIISQKSLETKMNGAA-----LNLPSGK

Glyma07g11420         -AETEELCFMETSALQNLNVDEAFLEMITKIHDIISQKSLETKMNGTA-----LNLPSGK

Glyma05g33970         -AETEGLCFMETSALKNLNVEEVFLQMITRIYDMTSQKNLAAKMEEQP-----INLLNGK

Glyma08g05800         -AETEGLCFMETSALKNLNVEEVFLQMITRIYDMTSQKNLAAKMDEKP-----INLLNGK

Glyma09g01950         -AKEHGLIFMEASAKTAQNVEEAFIKTAATIYKKIQDGVFDVSNESYGIKVGYGG-----

Glyma15g12880         -AKEHGLIFMEASAKTAQNVEEAFIKTAATIYKKIQDGVFDVSNESYGIKVGYGG-----

Glyma05g24120         -AKENGLLFLEASARTAQNVEEAFIRTAGKILQNIKEGVFDVSNESFGIKVGYGR-----

Glyma19g07230         -AKENGLLFLEASARTAQNVEEAFIRTAGKILQNIQEGVFDVSNESFGIKVGYGR-----

Glyma10g31470         -AEAQGLFFMETSALDSSNVAAAFETVVKEIYNILSRKVMISQELNKQ----DVTRIENG

Glyma20g36100         -AEAQGLFFMETSALDSSNVAAAFETVVKEIYNILSRKVMMSQELNKQ----DVTRIENG

Glyma08g45920         -AEEEGLFFMETSALDATNVQTAFEIVIREIYNNISRKVLNSDSYKAE----LSV----N

Glyma08g47610         -AEAEGLFFMETSALDSTNVKMAFEMVIREIYNNVSRKVLNSETYKAE----LSV----N

Glyma18g53870         -AEAEGLFFMETSALDSTNVKTAFEMVIREIYTNVSRKVLNSETYKAE----LSV----N

Glyma09g00610         -AQQEGLFFLETSALDSSNVESAFIGLLSQVYRTVSRKLILVDGHESNWD-KVNLELEGT

Glyma12g36760         -AQQEGLFFLETSALDSSNVESAFIGLLSQVYRTVSRKHILVDGHESNWD-KVNLELEGT

Glyma12g28660         -AEKEGLSFIETSALEATNVENAFQTILAEIYRIISKKSLSSNDPAAN------IIKEGK

Glyma16g00350         -SEKEGLSFIETSALEATNVEKAFQTILAEIYRIISKKSLSSNEPASA------NIKEGM

Glyma11g14360         -AEREGLSFLETSALEATNIEKAFQTILTEIYHIVSKKALAAQEAAVG----TTLPGQGT

Glyma12g06280         -AEREGLSFLETSALEATNIEKAFQTILTEIYHIVSKKALAAQEAAVG----TILPGQGT

Glyma18g03760         -AEREALSFLETSALEAFNVEKAFQTILFDIYQIMSKKALAAQGAAST----TSLP-HGT

Glyma02g41940         -AEREGLSFLETSALEAYNVDKAFQTILFDIYHIISKKALAAQEATSS----TGLP-QGT

Glyma14g07040         -AEREGLSFLETSALEAYNVEKAFQTILFDIYHIISKKALAAQEANSS----TGLP-QGT

AtRABA1a              -AERESLYFMETSALDATNVENAFTEVLTQIHKIVSKRSVDGGGE--S----ADLPGKGE

Glyma12g34000         -AEKESLYFMETSALEATNVENAFTEVLSQIYRIVSKRTVEAGKNASS----SAVPSKGQ

Glyma13g36530         -AEKESLYFMETSALEATNVENAFTEVLSQIYRIVSKRAVEAGNNASS----SAVPSKGQ

Glyma12g35970         -AEKESLYFMETSALEATNVENAFAEVLTQIYRIVSKKAVEGAEN-GT----ASVPAKGE

Glyma13g34410         -AEKESLYFMETSALEATNVENAFAEVLTQIYHIVSKKAVEVAEN-GT----TSVPAKGE

Glyma12g33550         -AEKESIYFMETSALESLNVDNAFIEVLTQIYNVVSRKTLETVDDDPS----TKALPKGE

Glyma13g36910         -AEKENIYFMETSALESLNVGNAFVEVLTQIYNVVSRKTLETMDDDPN----SKALPKGE

Glyma10g08020         -AEREKTFFMETSALESLNVESAFTEVLTQIYHVVSKKALEIGDD-------PAALPKGQ

Glyma13g21850         -AEREKTFFMETSALESMNVENAFTEVLTQIYHVVSKKALEIGDD-------PAALPKGQ

Glyma06g43830         -AERENTFFMETSALESLNVDNAFTEVLTQIYRVVSRKTLEIGDD-------PAALPKGQ

Glyma12g14070         -AERENTFFMETSALESLNVDNAFTEVLTQIYRVVSRKTLEIGDD-------PAALPKGQ

Glyma07g32420         -AERENTFFMETSALESLNVENAFTEVLTQIYHVVSKKALEVGDD-------PAALPKGQ

Glyma13g24160         -AERENTFFMETSALESLNVENAFTEVLTQIYHVVSKKALEIGDD-------PAALPKGQ

Glyma07g05860         -AEDQGLFFSETSALSGDNVESAFLKLLEEINRVVSKKALECGYGKENGDNNVVASLNGT

Glyma16g02460         -AEDQGLFFSETSALSGDNVESAFLKLLEEINRVVSKKALECGLGKENGDTNV-ASLKGT

Glyma03g42030         -AEDQGLFFSETSALSGENVESAFFKLLEEIHRVISKRSLECGNGKANADNNL-ATLKGS

Glyma19g44730         -AEDQGLFFSETSALSGENVESSFFKLLEEIHRVISKRSLECDNGKANADNNV-ATLKGS

Glyma11g38010         -AEKEGLFFLETSALEATNVETAFMTVLTEIFNIVNKKNLAAGDNQ-G--NGNAASLSGK

Glyma18g01910         -AEKEGLFFLETSALEATNVETAFMTVLTEIFNIINKKNLAASDNQ-G--NDNSASLSGK

Glyma05g31020         -AEKEGLFFLETSALEATNVETAFITVLTEIYNIVNKKNLTADENQ-G--NGNSASLSGQ

Glyma08g14230         -AEKEGLFFLETSALEATNVETAFITVLTEIYNIVNKKNLTADENQ-G--NGNSASLSGQ

Glyma11g17460         -AQRENLFFMETSALESTNVETCFLTILTEIYRIHAKKSLTTSDD--D--IGGSGLLKGS

Glyma02g29900         -AQRENLFFMETSALESTNVETAFLTILTEIYRLVSKKTLTANDDADP--SGISGLLKGT

Glyma10g12110         -AQRENLFFMETSALESTNVETAFLTILTEIYRLISKKTLTANDDADP--SGISGLLKGT

Glyma05g08260         -HRKKNLQYYEISAKSNYNFEKPFLYLAKKLAGDQGLHFVEMPALAP----------PDV

AtRAN1                -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDQNLHFVETPALAP----------PEV

Glyma04g07350         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDTNLHFVESPALAP----------PEV

Glyma06g07400         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDANLHFVESPALAP----------PEV

Glyma04g07360         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVESPALAP----------PEV

Glyma04g07370         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVESPALAP----------PEV

Glyma06g07410         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVESPALAP----------PEV

Glyma06g07420         -HRKKNLQYYEISAKSNYNFEKPFLYLARKLAGDPNLHFVESPALAP----------PEV

Glyma05g32520         -AREYGCLFIECSAKTRVNVQQCFEELVLKILDTPSLIAEGSKGVKK-----------NI

Glyma07g00660         -ASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEEEMYLPDT---------------

Glyma08g21940         -ASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEEEMYLPDT---------------

Glyma11g12630         -ASKGNIPYFETSAKEGLNVEEAFQCIAKNALKSGEEEELYLPDT---------------

Glyma12g04830         -ASKGNIPYFETSAKEGINVEEAFQCIAKNALKSGEEEELYLPDT---------------

Glyma20g31150         -AAKGNIPYFETSAKEDYNVDAAFLCIAKAALANEHEQDIYFQGI---------------

Glyma10g36420         -ASKGNIPYFETSAKEDYNVDAAFLCIAKAALANEHEQDIYFQGI---------------

Glyma05g31810         -ASRGNIPYFETSAKEGYNVEEAFLCVAKIALENEHDQDIYFRGI---------------

Glyma08g15080         -ASRGNIPYFETSAKEGYNVEEAFSCVAKIALENEHDQDM--------------------

Glyma05g31200         -SREFGIMFIETSAKAGFNIKPLFRKIAAALPGMETLSSTKQEDMVD----------VNL

Glyma08g14390         -SREFGIMFIETSAKAGFNIKPLFRKIAAALPGMESLSSTKQEDMVD----------VNL

Glyma11g38110         -SRESGIMFIETSAKAGFNIKPLFRKIAAALPGMETLSSTKQEDMVD----------VNL

Glyma18g02040         -SRESGIMFIETSAKAGFNIKPLFRKIAAALPGMETLSSTKQEDMVD----------VNL

Glyma01g41100         -ARELNVMFIETSAKAGFNIKALFRKIAAALPGMETLSSAKQEDMVD----------VNL

Glyma11g04330         -ARELNVMFIETSAKAGFNIKALFRKIAAALPGMETLSSAKQEDMVD----------VNL

Glyma05g05860         -SRELNVMFIEASAKAGFNIKALFRKIAAALPGMETLSTTKQEDMVD----------VNL

Glyma17g16200         -SRELNVMFIEASAKAGFNIKALFRKIAAALPGMETLSTTKQEDMVD----------VNL

AtRABF1               -AEKNGMFFIETSAKTADNINQLFEEIGKRLPRPAPSS----------------------

Glyma20g32320         -AEKNDMFFIETSAKTADNINELFEEIAKRLPRP----SVS-------------------

Glyma10g35230         -AEKNGMFFIETSAKTADNINELFEDIVDYATSKLPNDVLAA------------------

Glyma11g33100         -AEENGLFFMETSAKTASNVNDIFYEIAKRLPRAQPAQNPAGMVLVD-------------

Glyma18g05120         -AEENGLFFMETSAKTASNVNDIFYEIAKRLPRAQPAQNPAGMVLVD-------------

Glyma05g35400         -AKENGLSFLETSAKTAQNVNELFYEIGKIISHKP-----SKVFW---------------

Glyma15g01780         -AQENGMFYMETSAKTAENINELFYEIAKRLARALPPK-PTGMNLNS-------------

Glyma13g43600         ------------------------------------------------------------

AtROP11               ---------------KKQKSNHGCLSNVLCGRIVTRH-----------------

Glyma04g35110         ----------------RKKKPRGCFLNVLCGRNIVRLK----------------

Glyma06g19630         ----------------RKKKPRGCFLNVLCRRNIVRLK----------------

Glyma05g01920         -----------------KKPRRGCLLNVICGRNIVRFK----------------

Glyma17g09980         ----------------KKKPRRGCLLSVHFFHIITTPARETFLLVKRDRSLSVH

Glyma07g09250         ---------------KRHRRSGCSFVSIMCGGCAA-------------------

Glyma09g32530         ---------------KRHRRSGCSFVSIMCGGCAA-------------------

Glyma11g11510         ---------------KRKGQKACSIL----------------------------

Glyma12g03660         ---------------KRKGQKACSIL----------------------------

Glyma04g02530         ---------------KRKTQKACSIL----------------------------

Glyma06g02580         ---------------KRKAQKACSIL----------------------------

Glyma04g02540         ---------------KRKAQKACSIL----------------------------

Glyma02g05160         ---------------KSKAQKACSIL----------------------------

Glyma16g23340         ---------------KSKAQKACSIL----------------------------

AtROP1                ---------------KSKAQKACSIL----------------------------

Glyma11g08380         ---------------KGKAQKACSIL----------------------------

Glyma01g36880         ---------------KGKAQKACSIL----------------------------

Glyma07g32440         ---------------PRKK-KTCPFL----------------------------

Glyma13g24140         ---------------PRKK-RTCTFL----------------------------

Glyma12g14090         ---------------GKKKNTPCVFL----------------------------

Glyma13g36900         ----------------RKKNRTCVFL----------------------------

Glyma12g33560         ----------------RKKNRTCVFL----------------------------

Glyma02g41170         ------------------------------------------------------

Glyma14g39540         ------------------------------------------------------

Glyma05g22480         ------------------------------------------------------

Glyma01g40210         ------------------------------------------------------

Glyma11g05080         ------------------------------------------------------

Glyma10g28910         ------------------------------------------------------

Glyma20g38360         ------------------------------------------------------

Glyma19g41670         ------------------------------------------------------

Glyma03g39110         ------------------------------------------------------

AtSARA1b              ------------------------------------------------------

Glyma17g03520         ------------------------------------------------------

Glyma07g37080         ------------------------------------------------------

Glyma07g37070         ------------------------------------------------------

Glyma17g03540         ------------------------------------------------------

Glyma09g04290         ------------------------------------------------------

Glyma15g15330         ------------------------------------------------------

Glyma15g11090         ------------------------------------------------------

Glyma13g27940         ------------------------------------------------------

Glyma01g38270         ------------------------------------------------------

Glyma11g07330         ------------------------------------------------------

Glyma20g35410         ------------------------------------------------------

Glyma10g32200         ------------------------------------------------------

Glyma20g35430         ------------------------------------------------------

Glyma12g02110         ------------------------------------------------------

Glyma11g09790         ------------------------------------------------------

AtARFB1c              ------------------------------------------------------

Glyma01g43910         ------------------------------------------------------

Glyma11g01380         ------------------------------------------------------

Glyma13g01270         ------------------------------------------------------

Glyma17g07390         ------------------------------------------------------

Glyma11g05580         ------------------------------------------------------

Glyma01g39700         ------------------------------------------------------

Glyma09g03540         ------------------------------------------------------

AtARFA1a              ------------------------------------------------------

Glyma19g00200         ------------------------------------------------------

Glyma05g08700         ------------------------------------------------------

Glyma01g03650         ------------------------------------------------------

Glyma02g01260         ------------------------------------------------------

Glyma10g01310         ------------------------------------------------------

Glyma19g40690         ------------------------------------------------------

Glyma20g22680         ------------------------------------------------------

Glyma02g04040         ------------------------------------------------------

Glyma08g39360         ------------------------------------------------------

Glyma18g19420         ------------------------------------------------------

Glyma13g09260         KKNIF---KQKPPQSDAS-SSGCCSW----------------------------

Glyma14g26690         KKNIF---KQKPPLSDAS-SSGCCSW----------------------------

Glyma08g16680         KKNIF---KDRPPQSDAS-ASSCC------------------------------

Glyma04g39030         KKNIF---KDKPSQTNAT-SSCC-------------------------------

Glyma06g15950         KKNIF---KDKPSQSDAT-SSCC-------------------------------

Glyma10g34120         KRQKQ---KHI---YETSQSAGCCS-----------------------------

Glyma03g34330         KRSVL---KPKQE-SQASQNGGCCS-----------------------------

Glyma19g37020         KRSVL---KPKQE-SQASQNGGCCS-----------------------------

Glyma10g06780         KRNIL---KQQQEQPQASEFGGCCS-----------------------------

Glyma13g20970         KRNIL---KQQ-QQPQASEFGGCCS-----------------------------

AtRABE1a              KINQS---DQGAGTSQATQKSACCGT----------------------------

Glyma13g40870         KINNQ---LDHATAGEVAQKSACCG-----------------------------

Glyma15g04560         KIDNQ---KDQATAGEVAQKSACCG-----------------------------

Glyma11g15120         KINQD---QS-GGAGQAAQKSACCG-----------------------------

Glyma12g07070         KINQD---QS-GGAGQAAQKSACCG-----------------------------

Glyma02g10450         KINQP---DQAATGGLAAQKSACCGS----------------------------

Glyma18g52450         KINQP---DQTATGGLAAQKSACCGS----------------------------

Glyma10g43590         KINQP---DQAASGGQPAQKSACCGS----------------------------

Glyma20g23210         KINQP---DQATSGGQPAQKSACCGS----------------------------

Glyma07g13890         ------------------------------------------------------

Glyma16g00340         QM----------KGQPIPQKSNCCG-----------------------------

Glyma05g05260         QI----------RGQPVNQKAGCCST----------------------------

Glyma17g15550         QI----------RGQPVNQKAGCCST----------------------------

Glyma03g26090         QI----------RGQPVGQKSGCCSS----------------------------

Glyma09g37860         QI----------RGQPVAQKGGCCSS----------------------------

Glyma18g48610         QI----------RGQPVAQKGGCCSS----------------------------

Glyma09g30820         EIHIA------DEVTATKQAKYCCS-----------------------------

Glyma07g11420         EIHIA------DEVTATKQAKYCCS-----------------------------

Glyma05g33970         EIHIA------DEVTATKQTSTCCSR----------------------------

Glyma08g05800         EIHIA------DEVTATKQSSTCCSR----------------------------

Glyma09g01950         ----IPGPSG-GRDGPSASAGGCCS-----------------------------

Glyma15g12880         ----IPGPSG-GRDGPSASAGGCCS-----------------------------

Glyma05g24120         ----PQGQSG-ARDGTVSARGGCCS-----------------------------

Glyma19g07230         ----PQGQPG-ARDGTVSARGGCCS-----------------------------

Glyma10g31470         KTVVLQGEGDVE---AAQSKKGCCSS----------------------------

Glyma20g36100         KTVVLQGEGEGDGEADAQSKKRCCSS----------------------------

Glyma08g45920         RVSLVN--GAGSK-----QGPSCCSR----------------------------

Glyma08g47610         RVSLVN--NGAATSKQNQTYFSCCSR----------------------------

Glyma18g53870         RVSLVN--NGASTSKQNQPYFSCCSR----------------------------

Glyma09g00610         KIKV---PSQEPECQNAKKRFNCCSIL---------------------------

Glyma12g36760         KIKV---PSQEPECQNAKKRFNCCSIL---------------------------

Glyma12g28660         TITVG---GA---PEPNTNKPSCCTSS---------------------------

Glyma16g00350         TITVG---G----PQSNASKPSCCTSS---------------------------

Glyma11g14360         TINVG---DA---SGN--TKRGCCST----------------------------

Glyma12g06280         TINVG---DA---SGN--TKRGCCSA----------------------------

Glyma18g03760         TINVS---NM---SGSVEKKSACCSN----------------------------

Glyma02g41940         TINVS---NM---AGNAGGNRSCCSN----------------------------

Glyma14g07040         TINVS---NM---SSNA-GNRSCCSN----------------------------

AtRABA1a              TINVK-------EDGSVLKRMGCCSN----------------------------

Glyma12g34000         TINVK-------DDSSVLKKIGCCSN----------------------------

Glyma13g36530         TINVK-------DDSSVLKKIGCCSN----------------------------

Glyma12g35970         KIDLK-------NDVSALKRVGCCSS----------------------------

Glyma13g34410         KIDLK-------NDVSALKRVGCCSS----------------------------

Glyma12g33550         TIVIG---TK-DDDVSAVKKSGCCST----------------------------

Glyma13g36910         TIVIG---TK-DDDVSAVKKSGCCST----------------------------

Glyma10g08020         TINVG---SR-D-DASAVKKDGCCSA----------------------------

Glyma13g21850         TINVG---SR-D-DVSAVKKDGCCSA----------------------------

Glyma06g43830         TINVG---SR-D-DVSAVKKSGCCSA----------------------------

Glyma12g14070         TINVG---SR-D-DVSAVKKSGCCSA----------------------------

Glyma07g32420         TINIG---SR-D-DVSAVKKSGCCSA----------------------------

Glyma13g24160         TINVG---SR-D-DVSAVKKSGCCSA----------------------------

Glyma07g05860         KVDII--LGPELEISEMKKLSSCSC-----------------------------

Glyma16g02460         KVDII--LGPELEISEMKKLSSCSC-----------------------------

Glyma03g42030         KIDVI--SGAELEITDMKKLSSCSC-----------------------------

Glyma19g44730         KIDVI--SGAELEIAEMKKLSSCSC-----------------------------

Glyma11g38010         QII-V--PGTAQEIPK--R-SMCCQ-----------------------------

Glyma18g01910         KII-V--PGPAQEIPK--R-SMCCQ-----------------------------

Glyma05g31020         KII-V--PGPAQEIPA--KRNMCCQSS---------------------------

Glyma08g14230         KII-G--INPLQL-------NIKCKDLLKD---IPYSNLVILQIV---------

Glyma11g17460         RII-V--PNQEIYNGGKK--GGCCFAS---------------------------

Glyma02g29900         KII-V--PSQDINAGEKK--GGCC------------------------------

Glyma10g12110         KII-V--PSQEINAGEKKGKGGCC------------------------------

Glyma05g08260         VIDIA--------TQQLNEEEICRAAAQP----LPDDEDDLFE-----------

AtRAN1                HIDIA--------DQQKNEAELLQAAAQP----LPDDDDDIFE-----------

Glyma04g07350         QIDLA--------AQQQHEAELLAAASQP----LPDDDDDQFE-----------

Glyma06g07400         QIDLA--------AQQQHEAELLAAASQP----LPDDDDDQFE-----------

Glyma04g07360         QIDLA--------AQQQHEAELLAAASQP----LPDDDDESFE-----------

Glyma04g07370         QIDLA--------AQQQHEAELLAAASQP----LPDDDDESFE-----------

Glyma06g07410         QIDLA--------AQQQHEAELLAAASQP----LPDDDDESFE-----------

Glyma06g07420         LIDLA--------AQQQHEAELLAAASQP----LPDDDDESFE-----------

Glyma05g32520         ---FKER-----PPQSDASTSSCC------------------------------

Glyma07g00660         -IDVGGG-----GRQQRSTGCEC-------------------------------

Glyma08g21940         -IDVGGG-----GRQQRSTGCEC-------------------------------

Glyma11g12630         -IDVGNS------SQPRATGCEC-------------------------------

Glyma12g04830         -IDVGNS------SQPRATGCEC-------------------------------

Glyma20g31150         -PEAAVP------ENEQRSGCAC-------------------------------

Glyma10g36420         -PEAAVP------ENEQRSGCAC-------------------------------

Glyma05g31810         -SEA-VS------EAEQRSGCAC-------------------------------

Glyma08g15080         ------------------------------------------------------

Glyma05g31200         KPTVNSS-----QTEQQGGGCSC-------------------------------

Glyma08g14390         KPTVNSS-----QTEQQGGGCSC-------------------------------

Glyma11g38110         KPTVNSS-----QTEQQGGGCSC-------------------------------

Glyma18g02040         KPTVNSS-----QAEQQGGGCSC-------------------------------

Glyma01g41100         KSTTGSA-----QSQPQPSGCAC-------------------------------

Glyma11g04330         KSTNGSA-----QSQPQSSGCAC-------------------------------

Glyma05g05860         RS-SGSH-----DSQPQSGGCSC-------------------------------

Glyma17g16200         RS-SGSH-----DSQPQSGGCSC-------------------------------

AtRABF1               ------------------------------------------------------

Glyma20g32320         ------------------------------------------------------

Glyma10g35230         ------------------------------------------------------

Glyma11g33100         ------------RPAEGTRAASCCS-----------------------------

Glyma18g05120         ------------RPAEGTRAASCCS-----------------------------

Glyma05g35400         ---------------ARGSISYEL------------------------------

Glyma15g01780         ------------DIQDRGRNYFCCSA----------------------------

Glyma13g43600         ------------------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 8
AtRABG1       ---------------------------------MEKTKLKIILLGDSGVGKTSLLKRYND

AtRABG2       -----------------------------MDSLKNRTLLKVIVLGDSGVGKTSLMNQYVY

AtRABG3c      ------------------------------MASRRRVLLKVIILGDSGVGKTSLMNQFVN

AtRABG3d      ------------------------------MSSRRRVLLKVIILGDSGVGKTSLMNQFVN

AtRABG3e      ------------------------------MPSRRRTLLKVIILGDSGVGKTSLMNQYVN

AtRABG3f      ------------------------------MPSRRRTLLKVIILGDSGVGKTSLMNQYVN

AtRABG3a      ------------------------------MATRRRTLLKVIVLGDSGVGKTSLMNQYVH

AtRABG3b      ------------------------------MSTRRRTLLKVIILGDSGVGKTSLMNQYVN

AtRABC1       -------------------------MGSSSGQPEFDYLFKVLLIGDSGVGKSSLLLSFTS

AtRABC2a      -------------------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLVSFIS

AtRABC2b      -------------------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLLSFIS

AtRABE1d      -----------------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFSD

AtRABE1e      -----------------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFSD

AtRABE1a      -----------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSD

AtRABE1c      -----------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSD

AtRABD1       ------------------------------MSNEYDYLFKLLLIGDSSVGKSCLLLRFAD

AtRABD2a      ------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFSD

AtRABD2b      ------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFAD

AtRABD2c      ------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFAD

AtRABB1a      --------------------------------MSYAYRFKYIIIGDTGVGKSCLLLKFTD

AtRABB1b      --------------------------------MSYDYLFKYIIIGDTGVGKSCLLLQFTD

AtRABB1c      --------------------------------MSYAYLFKYIIIGDTGVGKSCLLLQFTD

AtRABA6a      -------------------------MAEDTYEEECDYLFKAVLIGDSAVGKSNLLSRFSK

AtRABA6b      -------------------------MAEESYDEECDYLFKAVLIGDSAVGKSNLLSRFSR

AtRABA5a      ------------------------MAFYSEDDKSEDYLFKIVLIGDSAVGKSNLLARFAR

AtRABA5b      --------------------------MGKEDDRGEEYLFKIVLIGDSAVGKSNLLSRFSR

AtRABA5c      --------------------------MSDDDERGEEYLFKIVIIGDSAVGKSNLLTRYAR

AtRABA5d      --------------------------MSSDDEGGEEYLFKIVIIGDSAVGKSNLLSRYAR

AtRABA5e      --------------------------MSSDDEGREEYLFKIVVIGDSAVGKSNLLSRYAR

AtRABA3       ----------MNEEMSGESPENNKHVKKPTMPEKIDYVFKVVVIGDSAVGKTQLLSRFTH

AtRABA4a      ----------MT-----------SGGGYGDPSQKIDYVFKVVLIGDSAVGKSQILARYAR

AtRABA4b      ----------MA-----------GGGGYGGASGKVDYVFKVVLIGDSAVGKSQLLARFAR

AtRABA4c      -----------------------MSKFQSNFNQKIDYVFKVVLIGDSAVGKSQLLARFSR

AtRABA4d      -----------------------MSNLYGDYNQKIDYVFKVVLIGDSAVGKTQLLARFAR

AtRABA1e      -------------------------MGAYRADDDYDYLFKLVLIGDSGVGKSNLLSRFTR

AtRABA1f      -------------------------MAAYRADDEYDYLFKVVLIGDSGVGKSNLLSRFTR

AtRABA1g      -------------------------MAAYRADDDYDFLYKVVLIGDSGVGKSNLLSRFTR

AtRABA1h      -------------------------MGTYKAEDDYDYLFKVVLTGDSGVGKSNLLSRFTR

AtRABA1i      -------------------------MGAYRAEDDYDYLFKVVLTGDSGVGKSNLLSRFTR

AtRABA1a      -------------------------MAGYRADEEYDYLFKLVLIGDSGVGKSNLLSRFTK

AtRABA1b      -------------------------MAGYRVEDDYDYLFKVVLIGDSGVGKSNLLSRFTK

AtRABA1c      -------------------------MAGYRADDEYDYLFKVVLIGDSGVGKSNLLSRFTK

AtRABA1d      -------------------------MAGYRADDDYDYLFKVVLIGDSGVGKSNLLSRFTR

AtRABA2a      --------------------------MARRPDEEYDYLFKVVLIGDSGVGKSNLLSRFTR

AtRABA2b      --------------------------MANRIDHEYDYLFKIVLIGDSGVGKSNILSRFTR

AtRABA2c      --------------------------MTHRVDQEYDYLFKIVLIGDSGVGKSNILSRFTR

AtRABA2d      --------------------------MAHRVEQDYDYLFKIVLIGDSGVGKTNILSRFTR

AtRABH1a      -------------------------------MGDLGKGYKLVFLGDQGVGKTSIITCFMY

AtRABH1c      -------------------------MA----SVSPLAKFKLVFLGDQSVGKTSIITRFMY

AtRABH1b      -------------------------MA----PVSALAKYKLVFLGDQSVGKTSIITRFMY

AtRABH1d      -------------------------MA----SVSPLAKYKLVFLGDQSVGKTSIITRFMY

AtRABH1e      -------------------------MA----SVSPLAKYKLVFLGDQSVGKTSIITRFMY

AtRABF1       MGCASSLPDRNSGTLSGLSNSENA-VP----ADAKNLRVKLVLLGDSGVGKSCIVLRFVR

AtRABF2a      -----------------------M-AS----SGNKNINAKLVLLGDVGAGKSSLVLRFVK

AtRABF2b      -----------------------M-AA----AGNKSINAKLVLLGDVGAGKSSLVLRFVK

                                                     * :. ** ..**: ::  :  

AtRABG1       KDFKQLHNSTIYVDLVTK-EICI-----------------AERQVILQIW-------DTA

AtRABG2       KKFNKQYKATIGADFVTK-ELHI-----------------DEKSVTLQIW-------DTA

AtRABG3c      RKFSNQYKATIGADFLTK-EVQI-----------------DDRIFTLQIW-------DTA

AtRABG3d      RKFSNQYKATIGADFLTK-EVQI-----------------DDRIFTLQIW-------DTA

AtRABG3e      KKFSNQYKATIGADFLTK-EVQF-----------------EDRLFTLQIW-------DTA

AtRABG3f      KKFSNQYKATIGADFLTK-EVQF-----------------EDRLFTLQIW-------DTA

AtRABG3a      KKFSMQYKATIGADFVTK-ELQI-----------------GEKLVTLQIW-------DTA

AtRABG3b      NKFSQQYKATIGADFVTK-ELQI-----------------DDRLVTLQIW-------DTA

AtRABC1       NTFD-DLSPTIGVDFKVK-YLTI-----------------GEKKLKLAIW-------DTA

AtRABC2a      SSVE-DLAPTIGVDFKIK-QLTV-----------------GGKRLKLTIW-------DTA

AtRABC2b      SSVE-DLAPTIGVDFKIK-QMKV-----------------RGKRLKLTIW-------DTA

AtRABE1d      DTFTTSFITTIGIDFKIR-TVEL-----------------DGKRIKLQIW-------DTA

AtRABE1e      DTFTTSFITTIGIDFKIR-TVEL-----------------DGKRIKLQIW-------DTA

AtRABE1a      GSFTTSFITTIGIDFKIR-TIEL-----------------DGKRIKLQIW-------DTA

AtRABE1c      GSFTTSFITTIGIDFKIR-TIEL-----------------DGKRIKLQIW-------DTA

AtRABD1       DAYIDSYISTIGVDFKIR-TIEQ-----------------DGKTIKLQIW-------DTA

AtRABD2a      DSYVESYISTIGVDFKIR-TVEQ-----------------DGKTIKLQIW-------DTA

AtRABD2b      DSYLDSYISTIGVDFKIR-TVEQ-----------------DGKTIKLQIW-------DTA

AtRABD2c      DSYLDSYISTIGVDFKIR-TVEQ-----------------DGKTIKLQIW-------DTA

AtRABB1a      KRFQAVHDLTIGVEFGAK-TITI-----------------DNKPIKLQIW-------DTA

AtRABB1b      KRFQPVHDLTIGVEFGAR-MVTV-----------------DGRPIKLQIW-------DTA

AtRABB1c      KRFQPVHDLTIGVEFGAR-MITI-----------------DNKPIKLQIW-------DTA

AtRABA6a      DEFRFDSKPTIGVEFAYR-NVHV-----------------GDKIIKAQIW-------DTA

AtRABA6b      DEFRLDSKPTIGVDFAYR-NVRV-----------------GDKTIKAQIW-------DTA

AtRABA5a      DEFYPNSKSTIGVEFQTQ-KMDI-----------------NGKEIKAQIW-------DTA

AtRABA5b      DEFDTNSKATIGVEFQTQ-LVEI-----------------EGKEVKAQIW-------DTA

AtRABA5c      NEFNPNSKATIGVEFQTQ-SMLI-----------------DGKEVKAQIW-------DTA

AtRABA5d      NEFNAHSKATIGVEFQTQ-NMEI-----------------EGKEVKAQIW-------DTA

AtRABA5e      NEFSANSKATIGVEFQTQ-SMEI-----------------EGKEVKAQIW-------DTA

AtRABA3       NEFCYDSKSTIGVEFQTR-TITL-----------------RGKLVKAQIW-------DTA

AtRABA4a      DEFSLDSKATIGVEFQTR-TLVI-----------------DHKSVKAQIW-------DTA

AtRABA4b      DEFSMDSKATIGVEFQTR-TLSI-----------------EQKSIKAQIW-------DTA

AtRABA4c      NEFSIESKATIGVEFQTR-TLEI-----------------DRKTIKAQIW-------DTA

AtRABA4d      NEFSVDSKATIGVEFQTK-TLVI-----------------DNKTVKAQIW-------DTA

AtRABA1e      NEFSIESKSTIGVEFATR-SVHV-----------------DEKIIKAQLW-------DTA

AtRABA1f      NEFSLESKSTIGVEFATR-SIHV-----------------DDKIVKAQIW-------DTA

AtRABA1g      NEFSLESKSTIGVEFATR-SIHV-----------------DEKIVKAQIW-------DTA

AtRABA1h      NDFSHDSRSTIGVEFATRRGIQV-----------------DDKIVKAQIW-------DTA

AtRABA1i      NDFSHDSRATIGVEFATR-SIQC-----------------DDKIVKAQIW-------DTA

AtRABA1a      NEFNLESKSTIGVEFATK-TTKV-----------------EGKVVKAQIW-------DTA

AtRABA1b      NEFNLESKSTIGVEFATR-TLKV-----------------DGKVVKAQIW-------DTA

AtRABA1c      NEFSLESKSTIGVEFATR-SLNV-----------------DDKVIKAQIW-------DTA

AtRABA1d      NEFSLESKSTIGVEFATR-SLNV-----------------NEKVIKAQIW-------DTA

AtRABA2a      NEFCLESKSTIGVEFATR-TLQV-----------------EGRTVKAQIW-------DTA

AtRABA2b      NEFCLESKSTIGVEFATR-TLQVISLLSLSLNLDNFPPDQFGKTVKAQIW-------DTA

AtRABA2c      NEFCLESKSTIGVEFATR-TTQV-----------------EGKTIKAQIW-------DTA

AtRABA2d      NEFCLESKSTIGVEFATR-TLQV-----------------EGKTVKAQIW-------DTA

AtRABH1a      GKFDTSYQATIGIDFLSK-TTRY----------------ED-RTFRLQLWYKKLSLGDTA

AtRABH1c      DKFDTTYQPTIGIDFLSK-TMYL----------------ED-RTVRLQLW-------DTA

AtRABH1b      DKFDNTYQATIGIDFLSK-TMYL----------------ED-RTVRLQLW-------DTA

AtRABH1d      DKFDTTYQATIGIDFLSK-TMYL----------------ED-RTVRLQLW-------DTA

AtRABH1e      DKFDTTYQATIGIDFLSK-TMYL----------------ED-RTVRLQLW-------DTA

AtRABF1       GQFDATSKVTVGASFLSQ-TIAL----------------QDSTTVKFEIW-------DTA

AtRABF2a      DQFVEFQESTIGAAFFSQ-TLAV----------------ND-ATVKFEIW-------DTA

AtRABF2b      DQFVEFQESTIGAAFFSQ-TLAV----------------ND-ATVKFEIW-------DTA

                       *:   :  :                          .   :*       ***

AtRABG1       GQERFKSLPSRFYRDTDCCVLVYDVNTLKTFESID-NWHDEFIK-----------QANPE

AtRABG2       GQERFQSLGAAFYRGADCCVLVYDVNNLKSFETLN-NWHTEFLK-----------QANPM

AtRABG3c      GQERFQSLGVAFYRGADCCVLVNDVNVMKSFENLN-NWREEFLI-----------QASPS

AtRABG3d      GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-NWREEFLI-----------QASPS

AtRABG3e      GQERFQSLGVAFYRGADCCVLVYDVNSAKSFEDLN-NWREEFLI-----------QASPS

AtRABG3f      GQERFQSLGVAFYRGADCCVLVYDVNSMKSFENLN-NWREEFLI-----------QASPS

AtRABG3a      GQERFQSLGAAFYRGADCCALVYDVNVLRSFDNLE-TWHEEFLKQAWNIGMWTIAEASPS

AtRABG3b      GQERFQSLGVAFYRGADCCVLVYDVNHLKSFESLD-NWHNEFLT-----------RASPR

AtRABC1       GQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDL-----------YS---

AtRABC2a      GQERFRTLTSSYYRGAQGIILVYDVTRRETFTNLVDVWGKEIEL-----------YS---

AtRABC2b      GQEKFRTLTSSYFRGSQGIILVYDVTKRETFLNLADIWAKEIEL-----------YS---

AtRABE1d      GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ-----------HA---

AtRABE1e      GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ-----------HA---

AtRABE1a      GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ-----------HA---

AtRABE1c      GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ-----------HA---

AtRABD1       GQERFRTITSSYYRGAHGIIIVYDCTEMESFNNVK-QWLSEIDR-----------YA---

AtRABD2a      GQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDR-----------YA---

AtRABD2b      GQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR-----------YA---

AtRABD2c      GQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR-----------YA---

AtRABB1a      GQESFRSVTRSYYRGRAGTLLVYDITRRETFNHLA-SWLEEARQ-----------HA---

AtRABB1b      GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ-----------HA---

AtRABB1c      GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ-----------HA---

AtRABA6a      GQERFRAITSSYYRGALGALLIYDITRRTTFDNIK-KWLFELRD-----------FA---

AtRABA6b      GQERFRAITSSYYRGALGALLIYDITRRITFKNIE-KWLSELRG-----------FS---

AtRABA5a      GQERFRAVTSAYYRGAVGALLVYDISRRQTFHSIG-RWLNELHT-----------HS---

AtRABA5b      GQERFRAVTSAYYRGAFGALIVYDITRGDTFESVK-RWLQELNT-----------HC---

AtRABA5c      GQERFRAVTSAYYRGAVGALVVYDITRSSTFENVG-RWLDELNT-----------HS---

AtRABA5d      GQERFRAVTSAYYRGAVGALVVYDISRRSTFESVG-RWLDELKT-----------HS---

AtRABA5e      GQERFRAVTSAYYRGAVGALVVYDITRRTTFESVG-RWLDELKI-----------HS---

AtRABA3       GQERYRAVTSAYYRGALGAMVVYDITKRLSFDHVA-RWVEELRA-----------HA---

AtRABA4a      GQERYRAVTSAYYRGAVGAMLVYDITRRQTFDHIP-RWLEELRA-----------HA---

AtRABA4b      GQERYRAVTSAYYRGAVGAMLVYDMTKRETFEHIP-RWLEELRA-----------HA---

AtRABA4c      GQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHVA-RWLEELRG-----------HA---

AtRABA4d      GQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMA-KWLEELRG-----------HA---

AtRABA1e      GQERYRAITSAYYRGAVGALLVYDITRHITFENVE-RWLKELRD-----------HT---

AtRABA1f      GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD-----------HT---

AtRABA1g      GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD-----------HT---

AtRABA1h      GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD-----------HT---

AtRABA1i      GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD-----------HT---

AtRABA1a      GQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRG-----------HT---

AtRABA1b      GQERYRAITSAYYRGAVGALLVYDVTRRATFENVD-RWLKELKN-----------HT---

AtRABA1c      GQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-TWLKELRN-----------HT---

AtRABA1d      GQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-RWLRELRD-----------HT---

AtRABA2a      GQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRD-----------HA---

AtRABA2b      GQERYRAITSAYYRGAVGALLVYDITKRQTFENVL-RWLRELRD-----------HA---

AtRABA2c      GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD-----------HA---

AtRABA2d      GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD-----------HA---

AtRABH1a      GQERFKSLVPSYIRDSSVAVIVYDVASKQSFINTS-KWIEEVRA-----------ER---

AtRABH1c      GQERFRSLIPSYIRDSSVAIVVYDVSNRQTFLNTS-KWIEDVHR-----------ER---

AtRABH1b      GQERFRSLIPSYIRDSSVAVIVYDVASRQSFLNTT-KWIDEVRT-----------ER---

AtRABH1d      GQERFRSLIPSYIRDSSVAVVVYDVANRLSFLNTS-KWIEEVRN-----------ER---

AtRABH1e      GQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTS-KWIEDVRT-----------ER---

AtRABF1       GQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQK-----------H----

AtRABF2a      GQERYHSLAPMYYRGAAAAIIVFDITNQASFERAK-KWVQELQA-----------Q----

AtRABF2b      GQERYHSLAPMYYRGAAAAIIVFDVTNQASFERAK-KWVQELQA-----------Q----

              *** : ::   : *.     :  *     :*      *  :                   

AtRABG1       TPTKFPFVLMGNKTDVNNGKPRVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFLEIA

AtRABG2       EPETFPFVLIGNKTDVDGGNSRVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVA

AtRABG3c      DPENFPFVVLGNKTDVDGGKSRVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFECIA

AtRABG3d      DPENFPFVVLGNKTDVDGGKSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFECIT

AtRABG3e      DPENFPFVVIGNKIDVDGGSSRVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFLCIT

AtRABG3f      DPENFPFVLIGNKVDVDDGNSRVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIA

AtRABG3a      DPKTFPFIVLGNKIDVDGGSSRVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFLTIA

AtRABG3b      DPMAFPFILLGNKVDIDGGNSRVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFLCIT

AtRABC1       TNQDCIKMLVGNKVDKE--SERAVSKKEGIDF-AREYGCLFLECSAKTRVNVEQCFEELV

AtRABC2a      TNQECVRMLVGNKVDRE--SERGVSREEGIAL-AKELNCMFLECSARTRQNVEQCFEELA

AtRABC2b      TNHDCIKMLVGNKVDRE--SERKVSREEGMAL-AKDLNCLFHECSARTRENVNGCFEELA

AtRABE1d      -SDNVNKILVGNKADMDE-SKRAVPTAKGQAL-ADEYGIKFFETSAKTNLNVENVFMSIA

AtRABE1e      -SDSVNKILVGNKADMDE-SKRAVPTSKGQAL-ADEYGIKFFETSAKTNQNVEQVFLSIA

AtRABE1a      -SDSVNKILVGNKADMDE-SKRAVPKSKGQAL-ADEYGMKFFETSAKTNLNVEEVFFSIA

AtRABE1c      -SDNVNKILVGNKADMDE-SKRAVPTAKGQAL-ADEYGIKFFETSAKTNLNVEEVFFSIG

AtRABD1       -NESVCKLLIGNKNDMVE-S-KVVSTETGRAL-ADELGIPFLETSAKDSINVEQAFLTIA

AtRABD2a      -SDNVNKLLVGNKSDLTE-N-RAIPYETAKAF-ADEIGIPFMETSAKDATNVEQAFMAMS

AtRABD2b      -SENVNKLLVGNKNDLTS-Q-KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMT

AtRABD2c      -SENVNKLLVGNKCDLTS-Q-KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMT

AtRABB1a      -SENMTTMLIGNKCDLE--DKRTVSTEEGEQF-AREHGLIFMEASAKTAHNVEEAFVETA

AtRABB1b      -NPNMSIMLIGNKCDLA--HKRAVSKEEGQQF-AKEHGLLFLEASARTAQNVEEAFIETA

AtRABB1c      -NANMTIMLIGNKCDLA--HRRAVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFIKTA

AtRABA6a      -NPETVVVLVGNKSDLR--QSREVEEDEGKTL-AESEGLYFLETSALENVNVEEAFLVMI

AtRABA6b      -SPETVVVLVGNKSDLG--QSREVEEEEGKTL-AESEGLYFLETSALENQNVEEAFLSMI

AtRABA5a      -DMNVVTILVGNKSDLK--DLREVSTAEGKAL-AEAQGLFFMETSALDSSNVAAAFETVV

AtRABA5b      -DTAVAQMLVGNKCDLE--DIRAVSVEEGKAL-AEEEGLFFMETSALDATNVDKAFEIVI

AtRABA5c      -DTTVAKMLIGNKCDLE--SIRAVSVEEGKSL-AESEGLFFMETSALDSTNVKTAFEMVI

AtRABA5d      -DTTVARMLVGNKCDLE--SIRAVSVEEGKAL-AETEGLFFMETSALDSTNVKTAFEMVI

AtRABA5e      -DTTVARMLVGNKCDLE--NIRAVSVEEGKAL-AEEEGLFFVETSALDSTNVKTAFEMVI

AtRABA3       -DDSAVIMLVGNKADLSV-GKRAVPTEDAVEF-AETQRLFFSEVSALSGGNVDEAFFRLL

AtRABA4a      -DKNIVIILIGNKSDLV--DQRAIPTEDAKEF-AEKEGLFFLETSAFNATNVESAFSTVL

AtRABA4b      -DKNIVIILIGNKSDLE--DQRAVPTEDAKEF-AEKEGLFFLETSALNATNVENSFNTLM

AtRABA4c      -DKNIVIMLIGNKTDLG--TLRAVPTEDAKEF-AQRENLFFMETSALDSNNVEPSFLTVL

AtRABA4d      -DKNIVIMLIGNKCDLG--SLRAVPTEDAQEF-AQRENLFFMETSALEATNVETAFLTIL

AtRABA1e      -DANVVIMLVGNKADLR--HLRAVPTEEARSF-SERENMFFMETSALDATNVEQAFTHVL

AtRABA1f      -DANIVIMFVGNKADLR--HLRAVSTEDAKAF-AERENTFFMETSALESMNVENAFTEVL

AtRABA1g      -EANIVIMLVGNKADLR--HLRAVSTEDAKAF-AERENTFFMETSALEALNVENAFTEVL

AtRABA1h      -DANTVIMLVGNKADLN--HLRAISTEEVKDF-AERENTFFMETSALEAINVENAFTEVL

AtRABA1i      -DANIVIMLVGNKADLR--HLRAISTEEAKAF-AERENTFFMETSALEAVNVDNAFTEVL

AtRABA1a      -DPNIVVMLIGNKCDLR--HLVAVKTEEAKAF-AERESLYFMETSALDATNVENAFTEVL

AtRABA1b      -DPNIVVMLVGNKSDLR--HLLAVPTEDGKSY-AEQESLCFMETSALEATNVEDAFAEVL

AtRABA1c      -DPNIVVMLVGNKSDLR--HLVAVQTEDAKSF-AEKESLYFMETSALEATNVENAFAEVL

AtRABA1d      -DPNIVVMLVGNKSDLR--HLVAVQTEDAKSF-AENESLYFMETSALESTNVENAFSEVL

AtRABA2a      -DSNIVIMLIGNKTDLK--HLRAVATEDAQSY-AEKEGLSFIETSALEALNVEKAFQTIL

AtRABA2b      -DSNIVIMMAGNKSDLN--HLRSVADEDGRSL-AEKEGLSFLETSALEATNIEKAFQTIL

AtRABA2c      -DSNIVIMMAGNKSDLN--HLRSVAEEDGQSL-AEKEGLSFLETSALEATNVEKAFQTIL

AtRABA2d      -DSNIVIMMAGNKADLN--HLRSVAEEDGQTL-AETEGLSFLETSALEATNVEKAFQTVL

AtRABH1a      GS-YVIIVLVGNKTDLV--NKRQVSIEEGENK-AREFGALFMETSAKAGFNIKPLFCKIT

AtRABH1c      GQSNVIIVLVGNKTDLV--EKRQVSISEGEDK-GKEYGVMFIETSAKENFNIKALFRKIA

AtRABH1b      GS-DVIVVLVGNKTDLV--DKRQVSIEEAEAK-ARELNVMFIETSAKAGFNIKALFRKIA

AtRABH1d      AG-DVIIVLVGNKTDLV--EKRQVSIEEGDSK-GREYGVMFIETSAKAGFNIKPLFRKIA

AtRABH1e      GS-DVIIVLVGNKTDLV--DKRQVSIEEGDNK-ARDYGVIFIETSAKAGFNIKPLFRKIA

AtRABF1       GSPDIVMALVGNKADLH--EKREVPTEDGMEL-AEKNGMFFIETSAKTADNINQLFEEIG

AtRABF2a      GNPNMVMALAGNKADLL--DARKVSAEEAEIY-AQENSLFFMETSAKTATNVKDIFYEIA

AtRABF2b      GNPNMVMALAGNKSDLL--DARKVTAEDAQTY-AQENGLFFMETSAKTATNVKEIFYEIA

                      . *** *        :         .      : * **    *:   *    

AtRABG1       KKALTNERQID-----DM----------------E----RYRSVVPTI----EKE--TPR

AtRABG2       HIALSNERKQS-----ND----------------IYPRGQYHDSVTDI----I--DPDQS

AtRABG3c      KNALKNEPEEE-----------------------VYLPD-----TIDV----AGARQQRS

AtRABG3d      KNAFKNEPEEE-----------------------PYLPD-----TIDV----AGGQQQRS

AtRABG3e      TNAMKSGEEEE-----------------------MYLPD-----TIDV----GTSNPQRS

AtRABG3f      KDALKSGEEEE-----------------------LYLPD-----TIDV----GTSNQQRS

AtRABG3a      KTALANEHEQD-----------------------IYFQG-----IPDA----VTENEPKG

AtRABG3b      KLALANERDQD-----------------------IYFQP-----DTGS----VPE---QR

AtRABC1       LKILETPSLT----AEGSSG------------------GKKNIFKQN----PAQTTSTSS

AtRABC2a      LKIMEVPSLL----EEGSSA------------------VKRNILKQK----PEHQTNTQS

AtRABC2b      LKIMEVPSLL----EEGSSS------------------VKRKP---------DY-RAHQG

AtRABE1d      KDIKQRLTETD-------TK--------------AEPQGIKI--TKQDTA--ASSSTAEK

AtRABE1e      KDIKQRLTESD-------TK--------------AEPQGIKI--TKQDANKASSSSTNEK

AtRABE1a      KDIKQRLADTD-------AR--------------AEPQTIKI--NQSDQGAGT-SQATQK

AtRABE1c      RDIKQRLSDTD-------SR--------------AEPATIKI--SQTDQAAGA-GQATQK

AtRABD1       GEIKKKMGSQT-------NA-----------NKTSGPGTVQM--KG--------QPIQQN

AtRABD2a      ASIKERMASQP-------AG-----------N-NARPPTVQI--RG--------QPVAQK

AtRABD2b      AAIKTRMASQP-------AG-----------G--AKPPTVQI--RG--------QPVNQQ

AtRABD2c      AAIKTRMASQP-------AG-----------G--SKPPTVQI--RG--------QPVNQQ

AtRABB1a      ATIYKRI--QDGVVDEANEP------------------G----ITPGPFGGKDASSSQQR

AtRABB1b      AKILQNI--QDGVFDVSNES-----------SGIKIGYG----RTQGAAGGRDGTIS-QG

AtRABB1c      ATIYKKI--QDGVFDVSNES-----------YGIKVGYG----GIPGPSGGRDGSTS-QG

AtRABA6a      GRIHEVV--TQRIASENKSNGAATPHINGNGNGTVLPVGKEIVNIHEVTATQ--PLLSSS

AtRABA6b      GRIHEVL--TQKIVLDNRLNGDGNN----ESNGAVVPPGKEIAESPISIRSGFTAMGIIA

AtRABA5a      KEIYNIL--SRKVMSSQELNK--------QDPA-SLSN--GKKVVIP----SDGQGEFKK

AtRABA5b      REIFNNV--SRKLLNSDAYKA--------EL---SV-N--RVSLVNNQ---DGSESSWRN

AtRABA5c      REIYSNI--SRKQLNSDSYKE--------EL---TV-N--RVSLVKNE---NEGT---KT

AtRABA5d      RDIYTNI--SRKQLNSDTYKT--------EL---SMKN--RVSLVKDD---NKSSTQGFG

AtRABA5e      LDIYNNV--SRKQLNSDTYKD--------EL---TV-N--RVSLVKDD---NSASKQSSG

AtRABA3       EEIFSRVVVSRKAMESDG-------------GATVKLDGSRIDVISGS---DLETSNIKE

AtRABA4a      TEIFNIV--NKKSLAASEDQE--------NGNPGSLA-GKKIDIVPGP---GQVIP-NKS

AtRABA4b      TQIYNTV--NKKNLASEG--D--------SNNPGSLA-GKKI-LIPGS---GQEIP-AKT

AtRABA4c      TEIYRIV--SKKNLVANEEGE--------SGGDSSLLQGTKI-VVA-----GEETE-SKG

AtRABA4d      TEIYRII--SKKSLTADDD-D--------ADGNSSLLKGTRI-IIP-----SEQES-GKR

AtRABA1e      TQIYRVM--SRKALDGTGDP------------M-SLPKGQTIDIGN-K---DDVTA-VKS

AtRABA1f      SQIYRVV--SRKALDIGDDP------------A-ALPKGQTINVGS-K---DDVSA-VKK

AtRABA1g      SQIYRVA--SKKALDIGDDH------------T-TLPKGQSINVGS-K---DDVSE-VKK

AtRABA1h      TQIYRVV--SKKALDAGDDP------------TTALPKGQMINVGS-R---DDVSA-VKK

AtRABA1i      TQIYRVV--SKKALEAGDDP------------TTALPKGQMINVGG-R---DDISA-VKK

AtRABA1a      TQIHKIV--SKRSVDGGGES------------ADLPGKGETINVK------EDGSV-LKR

AtRABA1b      TQIYRIT--SKKQVEAGEDG------------NASVPKGEKIEVK------NDVSA-LKK

AtRABA1c      TQIHHIV--SKKAMEAASES------------ANVPSKGDKIDIG------KDVSA-VKK

AtRABA1d      TQIYHVV--SKKAMEAGEDS------------GNVPSKGEKIDV--------DVSA-VKK

AtRABA2a      SEVYRII--SKKSISSDQTTA--------N-ANIKEGQ--TIDVA------ATSES-NAK

AtRABA2b      SEIYHII--SKKALAAQEAA------------GNLPGQGTAINIS------D-SSA-TNR

AtRABA2c      GEIYHII--SKKALAAQEAAA--------A-NSAIPGQGTTINVD------D-TSG-GAK

AtRABA2d      AEIYHII--SKKALAAQEAAA--------A-NSAIPGQGTTINVE------D-TSG-AGK

AtRABH1a      SALQGNEAVSW-TKQEDL----------------VDVNLKPLMF-S-SQANHQQ-----E

AtRABH1c      AALPGVDSYSLATKSDDM----------------VDVNLKTTS--N-SSQGEQQGGAGGG

AtRABH1b      AALPGMETLSS-TKQEDM----------------VDVNLKSSNA-N-ASLAQQQ-----S

AtRABH1d      AALPGMESYSN-TKNEDM----------------VDVNLKPTS--N-SSQGDQQ-----G

AtRABH1e      AALPGMETLSS-TKQEDM----------------VDVNLKTSS--N-SAQGEQQ-----R

AtRABF1       KRLPRPAPSS--------------------------------------------------

AtRABF2a      KRLPRVQPAENPTG---M----------------VLPN--------------GPGATAVS

AtRABF2b      RRLPRVQPTENPTG---M----------------VLPD--------------RAMDRAVS

AtRABG1       SRCSC-------------------------------------------------------

AtRABG2       RGCAC-------------------------------------------------------

AtRABG3c      TGCEC-------------------------------------------------------

AtRABG3d      TGCEC-------------------------------------------------------

AtRABG3e      TGCEC-------------------------------------------------------

AtRABG3f      TGCEC-------------------------------------------------------

AtRABG3a      GGCAC-------------------------------------------------------

AtRABG3b      GGCAC-------------------------------------------------------

AtRABC1       SYCCSS------------------------------------------------------

AtRABC2a      G-CCS-------------------------------------------------------

AtRABC2b      R-CCSS------------------------------------------------------

AtRABE1d      SACCSYV-----------------------------------------------------

AtRABE1e      SACCSYV-----------------------------------------------------

AtRABE1a      SACCGT------------------------------------------------------

AtRABE1c      SACCGT------------------------------------------------------

AtRABD1       NGGCCGQ-----------------------------------------------------

AtRABD2a      NGCCST------------------------------------------------------

AtRABD2b      SGCCSS------------------------------------------------------

AtRABD2c      SGCCSS------------------------------------------------------

AtRABB1a      RGCCG-------------------------------------------------------

AtRABB1b      GGCCG-------------------------------------------------------

AtRABB1c      GGCCG-------------------------------------------------------

AtRABA6a      SNCCFK------------------------------------------------------

AtRABA6b      SSTIFKSGDSKSSSSYYQLPAERRRAHEEAIVNATIDLIARELDALFPPKLGDTSSADPP

AtRABA5a      GGCCSS------------------------------------------------------

AtRABA5b      PSCCSR------------------------------------------------------

AtRABA5c      FSCCSR------------------------------------------------------

AtRABA5d      FSCCSSS-----------------------------------------------------

AtRABA5e      FSCCSST-----------------------------------------------------

AtRABA3       QASCSC------------------------------------------------------

AtRABA4a      NMCCNS------------------------------------------------------

AtRABA4b      STCCTSS-----------------------------------------------------

AtRABA4c      KGCCGTS-----------------------------------------------------

AtRABA4d      GGCCGKS-----------------------------------------------------

AtRABA1e      SGCCSG------------------------------------------------------

AtRABA1f      VGCCSN------------------------------------------------------

AtRABA1g      VGCCSS------------------------------------------------------

AtRABA1h      SGCCAT------------------------------------------------------

AtRABA1i      PGCCSA------------------------------------------------------

AtRABA1a      MGCCSN------------------------------------------------------

AtRABA1b      LGCCSN------------------------------------------------------

AtRABA1c      GGCCSN------------------------------------------------------

AtRABA1d      TGCCSN------------------------------------------------------

AtRABA2a      KPCCSSS-----------------------------------------------------

AtRABA2b      KGCCST------------------------------------------------------

AtRABA2c      RACCSS------------------------------------------------------

AtRABA2d      RGCCST------------------------------------------------------

AtRABH1a      SNCSC-------------------------------------------------------

AtRABH1c      GGCSC-------------------------------------------------------

AtRABH1b      GGCSC-------------------------------------------------------

AtRABH1d      GACSC-------------------------------------------------------

AtRABH1e      GGCAC-------------------------------------------------------

AtRABF1       ------------------------------------------------------------

AtRABF2a      SSCCA-------------------------------------------------------

AtRABF2b      SSCCA-------------------------------------------------------

AtRABG1       -----------------------------------------

AtRABG2       -----------------------------------------

AtRABG3c      -----------------------------------------

AtRABG3d      -----------------------------------------

AtRABG3e      -----------------------------------------

AtRABG3f      -----------------------------------------

AtRABG3a      -----------------------------------------

AtRABG3b      -----------------------------------------

AtRABC1       -----------------------------------------

AtRABC2a      -----------------------------------------

AtRABC2b      -----------------------------------------

AtRABE1d      -----------------------------------------

AtRABE1e      -----------------------------------------

AtRABE1a      -----------------------------------------

AtRABE1c      -----------------------------------------

AtRABD1       -----------------------------------------

AtRABD2a      -----------------------------------------

AtRABD2b      -----------------------------------------

AtRABD2c      -----------------------------------------

AtRABB1a      -----------------------------------------

AtRABB1b      -----------------------------------------

AtRABB1c      -----------------------------------------

AtRABA6a      -----------------------------------------

AtRABA6b      NEIDPTKRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

AtRABA5a      -----------------------------------------

AtRABA5b      -----------------------------------------

AtRABA5c      -----------------------------------------

AtRABA5d      -----------------------------------------

AtRABA5e      -----------------------------------------

AtRABA3       -----------------------------------------

AtRABA4a      -----------------------------------------

AtRABA4b      -----------------------------------------

AtRABA4c      -----------------------------------------

AtRABA4d      -----------------------------------------

AtRABA1e      -----------------------------------------

AtRABA1f      -----------------------------------------

AtRABA1g      -----------------------------------------

AtRABA1h      -----------------------------------------

AtRABA1i      -----------------------------------------

AtRABA1a      -----------------------------------------

AtRABA1b      -----------------------------------------

AtRABA1c      -----------------------------------------

AtRABA1d      -----------------------------------------

AtRABA2a      -----------------------------------------

AtRABA2b      -----------------------------------------

AtRABA2c      -----------------------------------------

AtRABA2d      -----------------------------------------

AtRABH1a      -----------------------------------------

AtRABH1c      -----------------------------------------

AtRABH1b      -----------------------------------------

AtRABH1d      -----------------------------------------

AtRABH1e      -----------------------------------------

AtRABF1       -----------------------------------------

AtRABF2a      -----------------------------------------

AtRABF2b      -----------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 9
AtRABG1             ----------------------------------------------------MEKTKLKI

AtRABG2             --------------------------------------------MD----SLKNRTLLKV

LOC_Os01g12730      ---------------------------------------------M----ASRRRMLLKV

AtRABG3c            ---------------------------------------------M----ASRRRVLLKV

AtRABG3d            ---------------------------------------------M----SSRRRVLLKV

LOC_Os05g44050      ---------------------------------------------M----ASRRRTLLKV

AtRABG3e            ---------------------------------------------M----PSRRRTLLKV

AtRABG3f            ---------------------------------------------M----PSRRRTLLKV

AtRABG3a            ---------------------------------------------M----ATRRRTLLKV

AtRABG3b            ---------------------------------------------M----STRRRTLLKV

LOC_Os01g51700      --------------------------------------------MS----TSRRRTLLKV

LOC_Os05g46000      --------------------------------------------MA----SSRRRTLLKV

AtRABC1             --------------------------------------------MGSSSGQPEFDYLFKV

AtRABC2a            --------------------------------------------MGSSSGQSGYDLSFKI

AtRABC2b            --------------------------------------------MGSSSGQSGYDLSFKI

AtRABA6a            --------------------------------------------MAEDTYEEECDYLFKA

AtRABA6b            --------------------------------------------MAEESYDEECDYLFKA

LOC_Os07g44040      -------------------------------------------MAYDGDEEQSQDYLFKI

AtRABA5a            -------------------------------------------MAFYSEDDKSEDYLFKI

LOC_Os08g41340      --------------------------------------------MGDESEGETEEYLFKV

AtRABA5b            --------------------------------------------MGKED-DRGEEYLFKI

AtRABA5c            --------------------------------------------MSDDD-ERGEEYLFKI

AtRABA5d            --------------------------------------------MSSDD-EGGEEYLFKI

AtRABA5e            --------------------------------------------MSSDD-EGREEYLFKI

AtRABA3             -----------------------------MNEEMSGESPENNKHVKKPTMPEKIDYVFKV

LOC_Os06g50060      --------------------------------------------------MEEEDYVFKV

LOC_Os09g35860      ---------------------------------MV--AEEEVVVVWEGEKEGEIDYVFKV

AtRABA4d            ------------------------------------------MSNLYGDYNQKIDYVFKV

LOC_Os09g10940      ----------------------------------M-----SRGGGSYGEVGQKIDYVFKV

AtRABA4c            ------------------------------------------MSKFQSNFNQKIDYVFKV

LOC_Os10g23100      -----------------------------------------------MAGGEKVDYVFKV

AtRABA4a            ----------------------------------------MTSGGGYGDPSQKIDYVFKV

AtRABA4b            ----------------------------------------MAGGGGYGGASGKVDYVFKV

LOC_Os01g47730      ---------------------------------MA-----AAAAAAGYRAEEEYDYLFKV

AtRABA1e            --------------------------------------------MGAYRADDDYDYLFKL

LOC_Os05g48980      ---------------------------------------------MAYRADDDYDYLFKV

LOC_Os09g15790      ---------------------------------------------MAYRAEDDYDYLFKV

AtRABA1f            --------------------------------------------MAAYRADDEYDYLFKV

AtRABA1g            --------------------------------------------MAAYRADDDYDFLYKV

AtRABA1h            --------------------------------------------MGTYKAEDDYDYLFKV

AtRABA1i            --------------------------------------------MGAYRAEDDYDYLFKV

AtRABA1a            --------------------------------------------MAGYRADEEYDYLFKL

AtRABA1b            --------------------------------------------MAGYRVEDDYDYLFKV

LOC_Os01g54590      ----------------------------------M-----AAGGGGGYRAEDDYDYLFKT

LOC_Os05g44070      ----------------------------------------MSAAAGGYRAEDDYDYLFKV

LOC_Os06g35814      -------------------------------------------MAAGYRAEDDYDYLFKV

AtRABA1c            --------------------------------------------MAGYRADDEYDYLFKV

AtRABA1d            --------------------------------------------MAGYRADDDYDYLFKV

LOC_Os05g20050      ---------------------------------------------MGGRVDHEYSYLFKM

AtRABA2b            ---------------------------------------------MANRIDHEYDYLFKI

LOC_Os01g62950      ---------------------------------------------MAHRVDNEYDYLFKI

LOC_Os03g60870      ---------------------------------------------MAHRVDNEYDYLFKI

AtRABA2c            ---------------------------------------------MTHRVDQEYDYLFKI

AtRABA2d            ---------------------------------------------MAHRVEQDYDYLFKI

LOC_Os03g62600      ----------------------------------M-----ARRPAPWEQGGDEYDYLFKI

LOC_Os05g01480      -------------------------------------------MAGTRRAEEEYDYLFKV

AtRABA2a            ---------------------------------------------MARRPDEEYDYLFKV

LOC_Os07g09680      ------------------------------------------MAGAPSRSRGDFDHLIKL

AtRABE1d            ------------------------------------------MAVAPARARSDYDYLIKL

AtRABE1e            ------------------------------------------MAVAPARARSDYDYLIKL

LOC_Os03g60530      ------------------------------------------MAAPPARARADYDYLIKL

LOC_Os07g13530      ------------------------------------------MAAPPARARADYDYLIKL

AtRABE1a            ------------------------------------------MAAPPARARADYDYLIKL

AtRABE1c            ------------------------------------------MAAPPARARADYDYLIKL

AtRABD1             -------------------------------------------------MSNEYDYLFKL

LOC_Os05g01490      -------------------------------------------------MSIEYDYLFKL

LOC_Os02g43690      ------------------------------------------------------------

LOC_Os01g37800      -------------------------------------------------MNPEYDYLFKL

AtRABD2b            -------------------------------------------------MNPEYDYLFKL

AtRABD2c            -------------------------------------------------MNPEYDYLFKL

LOC_Os01g08450      MWSSRWLLLLAQVNTSLLVKVIPSVRQRGPKRAFASTVAGHCHQPPRCHPPPPCDYLFKL

AtRABD2a            -------------------------------------------------MNPEYDYLFKL

LOC_Os02g21710      ------------------------------------------------------------

AtRABB1a            ---------------------------------------------------MSYAYRFKY

LOC_Os04g39440      -----------------------------------------------------MTVLLLC

AtRABB1b            ---------------------------------------------------MSYDYLFKY

LOC_Os02g37420      ---------------------------------------------------MSYAYLFKY

AtRABB1c            ---------------------------------------------------MSYAYLFKY

AtRABH1a            --------------------------------------------------MGDLGKGYKL

LOC_Os03g09140      -------------------------------------------MAP----VVSALAKYKL

AtRABH1c            --------------------------------------------MA----SVSPLAKFKL

LOC_Os07g31370      --------------------------------------------MA----PVSALAKYKL

AtRABH1b            --------------------------------------------MA----PVSALAKYKL

AtRABH1d            --------------------------------------------MA----SVSPLAKYKL

AtRABH1e            --------------------------------------------MA----SVSPLAKYKL

LOC_Os03g05740      ------------MG---CSSSVPARSTGGLN-----NISNDNS--A----TDSKDLRAKL

AtRABF1             ------------MG---CASSLPDRNSGTLS-----GLSNSENAVP----ADAKNLRVKL

LOC_Os06g47260      ----------------------------------------------------MLSRPSWW

AtRABF2a            -------------------------------------------MAS----SGNKNINAKL

AtRABF2b            -------------------------------------------MAA----AGNKSINAKL

LOC_Os03g46390      ------------------------------------------MAAN----AGNKIRNAKL

LOC_Os12g43550      ------------------------------------------MAAN----PGNKIRNAKL

AtRABG1             ILL------GDSGVGKTSLLKRYNDKDFKQLHNSTIYVDLVTK-EICI------------

AtRABG2             IVL------GDSGVGKTSLMNQYVYKKFNKQYKATIGADFVTK-ELHI------------

LOC_Os01g12730      IIL------GDSGVGKTSLMNQYVNKKFSNQYKATIGADFLTK-EVQI------------

AtRABG3c            IIL------GDSGVGKTSLMNQFVNRKFSNQYKATIGADFLTK-EVQI------------

AtRABG3d            IIL------GDSGVGKTSLMNQFVNRKFSNQYKATIGADFLTK-EVQI------------

LOC_Os05g44050      IIL------GDSGVGKTSLMNQYVNKKFSNQYKATIGADFLTK-EVQF------------

AtRABG3e            IIL------GDSGVGKTSLMNQYVNKKFSNQYKATIGADFLTK-EVQF------------

AtRABG3f            IIL------GDSGVGKTSLMNQYVNKKFSNQYKATIGADFLTK-EVQF------------

AtRABG3a            IVL------GDSGVGKTSLMNQYVHKKFSMQYKATIGADFVTK-ELQI------------

AtRABG3b            IIL------GDSGVGKTSLMNQYVNNKFSQQYKATIGADFVTK-ELQI------------

LOC_Os01g51700      IVL------GDSGVGKTSLMNQYVHKKFSQQYKATIGADFVTK-EVLI------------

LOC_Os05g46000      IVL------GDSGVGKTSLMNQYVNKKFSQQYKATIGADFVTK-EVLI------------

AtRABC1             LLI------GDSGVGKSSLLLSFTSNTFD-DLSPTIGVDFKVK-YLTI------------

AtRABC2a            LLI------GDSGVGKSSLLVSFISSSVE-DLAPTIGVDFKIK-QLTV------------

AtRABC2b            LLI------GDSGVGKSSLLLSFISSSVE-DLAPTIGVDFKIK-QMKV------------

AtRABA6a            VLI------GDSAVGKSNLLSRFSKDEFRFDSKPTIGVEFAYR-NVHV------------

AtRABA6b            VLI------GDSAVGKSNLLSRFSRDEFRLDSKPTIGVDFAYR-NVRV------------

LOC_Os07g44040      VLL------GDSSVGKSNLLARFARNEFYPNSKSTIGVEFQTQ-KLVI------------

AtRABA5a            VLI------GDSAVGKSNLLARFARDEFYPNSKSTIGVEFQTQ-KMDI------------

LOC_Os08g41340      VII------GDSAVGKSNLLSRYARNEFNLHSKATIGVEFQTQ-SMDI------------

AtRABA5b            VLI------GDSAVGKSNLLSRFSRDEFDTNSKATIGVEFQTQ-LVEI------------

AtRABA5c            VII------GDSAVGKSNLLTRYARNEFNPNSKATIGVEFQTQ-SMLI------------

AtRABA5d            VII------GDSAVGKSNLLSRYARNEFNAHSKATIGVEFQTQ-NMEI------------

AtRABA5e            VVI------GDSAVGKSNLLSRYARNEFSANSKATIGVEFQTQ-SMEI------------

AtRABA3             VVI------GDSAVGKTQLLSRFTHNEFCYDSKSTIGVEFQTR-TITL------------

LOC_Os06g50060      VVI------GDSAVGKTQLLGRFTKDEFFIDSKSTIGIEFQTR-TVEI------------

LOC_Os09g35860      VVV------GDSAVGKTQLLGRFTKDEFFLDSKSTIGVEFQTR-TLSL------------

AtRABA4d            VLI------GDSAVGKTQLLARFARNEFSVDSKATIGVEFQTK-TLVI------------

LOC_Os09g10940      VLI------GDSAVGKSQLLARFARNEFNLDSKATIGVEFQTR-TLHI------------

AtRABA4c            VLI------GDSAVGKSQLLARFSRNEFSIESKATIGVEFQTR-TLEI------------

LOC_Os10g23100      VLI------GDSAVGKSQILARFARNEFSIDSKATIGVEFQTR-TLLI------------

AtRABA4a            VLI------GDSAVGKSQILARYARDEFSLDSKATIGVEFQTR-TLVI------------

AtRABA4b            VLI------GDSAVGKSQLLARFARDEFSMDSKATIGVEFQTR-TLSI------------

LOC_Os01g47730      VLI------GDSGVGKSNLLSRFARDEFSLETRSTIGVEFATK-TVRV------------

AtRABA1e            VLI------GDSGVGKSNLLSRFTRNEFSIESKSTIGVEFATR-SVHV------------

LOC_Os05g48980      VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SIHV------------

LOC_Os09g15790      VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SIRV------------

AtRABA1f            VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SIHV------------

AtRABA1g            VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SIHV------------

AtRABA1h            VLT------GDSGVGKSNLLSRFTRNDFSHDSRSTIGVEFATRRGIQV------------

AtRABA1i            VLT------GDSGVGKSNLLSRFTRNDFSHDSRATIGVEFATR-SIQC------------

AtRABA1a            VLI------GDSGVGKSNLLSRFTKNEFNLESKSTIGVEFATK-TTKV------------

AtRABA1b            VLI------GDSGVGKSNLLSRFTKNEFNLESKSTIGVEFATR-TLKV------------

LOC_Os01g54590      VLI------GDSGVGKSNLLSRFTKNEFCLESKSTIGVEFATR-SIQV------------

LOC_Os05g44070      VLI------GDSGVGKSNLLSRFTKNEFSLESKSTIGVEFATR-SLQV------------

LOC_Os06g35814      VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SLQV------------

AtRABA1c            VLI------GDSGVGKSNLLSRFTKNEFSLESKSTIGVEFATR-SLNV------------

AtRABA1d            VLI------GDSGVGKSNLLSRFTRNEFSLESKSTIGVEFATR-SLNV------------

LOC_Os05g20050      VLI------GDSGVGKSNILSRFTRNHFSLDSKSTIGVEFATK-SLQM------------

AtRABA2b            VLI------GDSGVGKSNILSRFTRNEFCLESKSTIGVEFATR-TLQVISLLSLSLNLDN

LOC_Os01g62950      VLI------GDSGVGKSNILSRFTRNEFFLESKSTIGVEFATR-TLQI------------

LOC_Os03g60870      VLI------GDSGVGKSNILSRFTRNEFCLESKSTIGVEFATR-TLQI------------

AtRABA2c            VLI------GDSGVGKSNILSRFTRNEFCLESKSTIGVEFATR-TTQV------------

AtRABA2d            VLI------GDSGVGKTNILSRFTRNEFCLESKSTIGVEFATR-TLQV------------

LOC_Os03g62600      VLI------GDSGVGKSNLLSRFTRNSFSLDSKSTIGVEFATR-TIQV------------

LOC_Os05g01480      VLI------GDSGVGKSNLLSRFTRNEFCLESKSTIGVEFATR-TLHV------------

AtRABA2a            VLI------GDSGVGKSNLLSRFTRNEFCLESKSTIGVEFATR-TLQV------------

LOC_Os07g09680      LLI------GDSGVGKSCLLLRFSDDTFTTSFITTIGIDFKVR-TVEL------------

AtRABE1d            LLI------GDSGVGKSCLLLRFSDDTFTTSFITTIGIDFKIR-TVEL------------

AtRABE1e            LLI------GDSGVGKSCLLLRFSDDTFTTSFITTIGIDFKIR-TVEL------------

LOC_Os03g60530      LLI------GDSGVGKSCLLLRFSDGSFTTSFITTIGIDFKIR-TVEL------------

LOC_Os07g13530      LLI------GDSGVGKSCLLLRFSDGSFTTSFITTIGIDFKIR-TIEL------------

AtRABE1a            LLI------GDSGVGKSCLLLRFSDGSFTTSFITTIGIDFKIR-TIEL------------

AtRABE1c            LLI------GDSGVGKSCLLLRFSDGSFTTSFITTIGIDFKIR-TIEL------------

AtRABD1             LLI------GDSSVGKSCLLLRFADDAYIDSYISTIGVDFKIR-TIEQ------------

LOC_Os05g01490      LLI------GDSSVGKSCLLLRFADDSYIDTYISTIGVDFKIR-TIEL------------

LOC_Os02g43690      -----------------------------------------------M------------

LOC_Os01g37800      LLI------GDSGVGKSCLLLRFADDSYLESYISTIGVDFKIR-TVEQ------------

AtRABD2b            LLI------GDSGVGKSCLLLRFADDSYLDSYISTIGVDFKIR-TVEQ------------

AtRABD2c            LLI------GDSGVGKSCLLLRFADDSYLDSYISTIGVDFKIR-TVEQ------------

LOC_Os01g08450      LLI------GDSGVGKSCLLLRFADDSYLDSYISTIGVDFKIR-TVEQ------------

AtRABD2a            LLI------GDSGVGKSCLLLRFSDDSYVESYISTIGVDFKIR-TVEQ------------

LOC_Os02g21710      ------------------------------------------------------------

AtRABB1a            III------GDTGVGKSCLLLKFTDKRFQAVHDLTIGVEFGAK-TITI------------

LOC_Os04g39440      LMIDGGGGGARAGVGKSCLLLQFTDKRFQPVHDLTIGVEFGAR-MITV------------

AtRABB1b            III------GDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGAR-MVTV------------

LOC_Os02g37420      III------GDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGAR-MITI------------

AtRABB1c            III------GDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGAR-MITI------------

AtRABH1a            VFL------GDQGVGKTSIITCFMYGKFDTSYQATIGIDFLSK-TTRY------------

LOC_Os03g09140      VFL------GDQAVGKTAIITRFMYDKFDATYQATIGIDFLSK-TMYL------------

AtRABH1c            VFL------GDQSVGKTSIITRFMYDKFDTTYQPTIGIDFLSK-TMYL------------

LOC_Os07g31370      VFL------GDQSVGKTSIITRFMYDKFDNTYQATIGIDFLSK-TMYL------------

AtRABH1b            VFL------GDQSVGKTSIITRFMYDKFDNTYQATIGIDFLSK-TMYL------------

AtRABH1d            VFL------GDQSVGKTSIITRFMYDKFDTTYQATIGIDFLSK-TMYL------------

AtRABH1e            VFL------GDQSVGKTSIITRFMYDKFDTTYQATIGIDFLSK-TMYL------------

LOC_Os03g05740      VLL------GDSGVGKSCIVLRFVRGQFDPTSKVTVGASFLSQ-TLAL------------

AtRABF1             VLL------GDSGVGKSCIVLRFVRGQFDATSKVTVGASFLSQ-TIAL------------

LOC_Os06g47260      VLL------GDLGAGKTSIVVRFAKGLYYDCQESTIGAAFFSQ-VLIM------------

AtRABF2a            VLL------GDVGAGKSSLVLRFVKDQFVEFQESTIGAAFFSQ-TLAV------------

AtRABF2b            VLL------GDVGAGKSSLVLRFVKDQFVEFQESTIGAAFFSQ-TLAV------------

LOC_Os03g46390      VLL------GDVGAGKSSLVLRFVKGQFVEFQESTIGAAFFSQ-TLAV------------

LOC_Os12g43550      VLL------GDVGTGKSSLVLRFVKGQFVEFQESTIGAAFFSQ-TLAV------------

AtRABG1             -----AER-QVILQIW-------DTAGQERFKSLPSRFYRDTDCCVLVYDVNTLKTFESI

AtRABG2             -----DEK-SVTLQIW-------DTAGQERFQSLGAAFYRGADCCVLVYDVNNLKSFETL

LOC_Os01g12730      -----DDR-LFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNVTKSFERL

AtRABG3c            -----DDR-IFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVNDVNVMKSFENL

AtRABG3d            -----DDR-IFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNL

LOC_Os05g44050      -----EDR-LFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNL

AtRABG3e            -----EDR-LFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNSAKSFEDL

AtRABG3f            -----EDR-LFTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFENL

AtRABG3a            -----GEK-LVTLQIW-------DTAGQERFQSLGAAFYRGADCCALVYDVNVLRSFDNL

AtRABG3b            -----DDR-LVTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNHLKSFESL

LOC_Os01g51700      -----EDR-LVTLQIW-------DTAGQERFQSLGVAFYRGADCCVLVYDVNSNRSFDTL

LOC_Os05g46000      -----EDR-LVTLQIW-------DTAGQERFQSLGVAFYRGADCCMLVYDVNAKRSFNAL

AtRABC1             -----GEK-KLKLAIW-------DTAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNL

AtRABC2a            -----GGK-RLKLTIW-------DTAGQERFRTLTSSYYRGAQGIILVYDVTRRETFTNL

AtRABC2b            -----RGK-RLKLTIW-------DTAGQEKFRTLTSSYFRGSQGIILVYDVTKRETFLNL

AtRABA6a            -----GDK-IIKAQIW-------DTAGQERFRAITSSYYRGALGALLIYDITRRTTFDNI

AtRABA6b            -----GDK-TIKAQIW-------DTAGQERFRAITSSYYRGALGALLIYDITRRITFKNI

LOC_Os07g44040      -----DGK-EIKAQIW-------DTAGQERFRAVTSAYYRGAVGALLVYDISRRQTFDSV

AtRABA5a            -----NGK-EIKAQIW-------DTAGQERFRAVTSAYYRGAVGALLVYDISRRQTFHSI

LOC_Os08g41340      -----NGK-DVKAQIW-------DTAGQERFRAVTSAYYRGAFGALLVYDISRRSTFDNV

AtRABA5b            -----EGK-EVKAQIW-------DTAGQERFRAVTSAYYRGAFGALIVYDITRGDTFESV

AtRABA5c            -----DGK-EVKAQIW-------DTAGQERFRAVTSAYYRGAVGALVVYDITRSSTFENV

AtRABA5d            -----EGK-EVKAQIW-------DTAGQERFRAVTSAYYRGAVGALVVYDISRRSTFESV

AtRABA5e            -----EGK-EVKAQIW-------DTAGQERFRAVTSAYYRGAVGALVVYDITRRTTFESV

AtRABA3             -----RGK-LVKAQIW-------DTAGQERYRAVTSAYYRGALGAMVVYDITKRLSFDHV

LOC_Os06g50060      -----GGK-RVKAQIW-------DTAGQERYRAVTSAYYRGALGAMLVYDVTSRRSFHHA

LOC_Os09g35860      -----HRK-RVKAQIW-------DTAGQERYRAVTSAYYRGALGAMVVYDITRRRTFENV

AtRABA4d            -----DNK-TVKAQIW-------DTAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHM

LOC_Os09g10940      -----DAR-TVKAQIW-------DTAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHV

AtRABA4c            -----DRK-TIKAQIW-------DTAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHV

LOC_Os10g23100      -----DHK-SVKAQIW-------DTAGQERYRAVTSAYYRGALGALLVYDITKRQSFDHI

AtRABA4a            -----DHK-SVKAQIW-------DTAGQERYRAVTSAYYRGAVGAMLVYDITRRQTFDHI

AtRABA4b            -----EQK-SIKAQIW-------DTAGQERYRAVTSAYYRGAVGAMLVYDMTKRETFEHI

LOC_Os01g47730      -----DDR-LVKAQIW-------DTAGQERYRAITSAYYRGAVGALVVYDVTRRITFENA

AtRABA1e            -----DEK-IIKAQLW-------DTAGQERYRAITSAYYRGAVGALLVYDITRHITFENV

LOC_Os05g48980      -----DDK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALVVYDVTRHVTFENV

LOC_Os09g15790      -----DDK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALVVYDVTRHVTFENV

AtRABA1f            -----DDK-IVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENV

AtRABA1g            -----DEK-IVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENV

AtRABA1h            -----DDK-IVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENV

AtRABA1i            -----DDK-IVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENV

AtRABA1a            -----EGK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALLIYDVTRHATFENA

AtRABA1b            -----DGK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRRATFENV

LOC_Os01g54590      -----DGK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRRATFDNV

LOC_Os05g44070      -----DGK-VIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRRATFDNV

LOC_Os06g35814      -----DGK-VVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENV

AtRABA1c            -----DDK-VIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENV

AtRABA1d            -----NEK-VIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENV

LOC_Os05g20050      -----EGK-TIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDITKRQSFDNV

AtRABA2b            FPPDQFGK-TVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFENV

LOC_Os01g62950      -----EGK-TIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVFDITKRQTFDNV

LOC_Os03g60870      -----EGQ-TIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDITKKQTFENI

AtRABA2c            -----EGK-TIKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNV

AtRABA2d            -----EGK-TVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNV

LOC_Os03g62600      -----EGK-IVKAQIW-------DTAGQERYRAITSAYYRGAVGALLVYDVTKATTFENV

LOC_Os05g01480      -----EGK-IIKAQIW-------DTAGQERYRAITSAYYRGALGAVLVYDVSKPTTFDNI

AtRABA2a            -----EGR-TVKAQIW-------DTAGQERYRAITSAYYRGALGALLVYDVTKPTTFENV

LOC_Os07g09680      -----DGK-RVKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

AtRABE1d            -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

AtRABE1e            -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

LOC_Os03g60530      -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

LOC_Os07g13530      -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

AtRABE1a            -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

AtRABE1c            -----DGK-RIKLQIW-------DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNI

AtRABD1             -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIIVYDCTEMESFNNV

LOC_Os05g01490      -----DGK-TVKLQIW-------DTAGQERFRTITSSYYRGAHGIIIVYDVTDMESFNNV

LOC_Os02g43690      -----IQP-LFSAMYW-------PSCPLH-------KLIHPILCMQIVYDVTDQESFNNV

LOC_Os01g37800      -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIVVYDVTDQESFNNV

AtRABD2b            -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIVTYDVTDLESFNNV

AtRABD2c            -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIVTYDVTDLESFNNV

LOC_Os01g08450      -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIIVYDVTDQESFNNV

AtRABD2a            -----DGK-TIKLQIW-------DTAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNV

LOC_Os02g21710      --------------------------------------------MELNYAWHQGDTFDHL

AtRABB1a            -----DNK-PIKLQIW-------DTAGQESFRSVTRSYYRGRAGTLLVYDITRRETFNHL

LOC_Os04g39440      -----DSR-PVKLQIW-------DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHL

AtRABB1b            -----DGR-PIKLQIW-------DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHL

LOC_Os02g37420      -----DNK-PIKLQIW-------DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHL

AtRABB1c            -----DNK-PIKLQIW-------DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHL

AtRABH1a            -----EDR-TFRLQLWYKKLSLGDTAGQERFKSLVPSYIRDSSVAVIVYDVASKQSFINT

LOC_Os03g09140      -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAVIVYDVTDRQSFLSI

AtRABH1c            -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAIVVYDVSNRQTFLNT

LOC_Os07g31370      -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAVIVFDVASRQSFLNT

AtRABH1b            -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAVIVYDVASRQSFLNT

AtRABH1d            -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAVVVYDVANRLSFLNT

AtRABH1e            -----EDR-TVRLQLW-------DTAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNT

LOC_Os03g05740      -----EDSTIVKFEIW-------DTAGQERYAALAPLYYRGAAAAVVVYDITSPESFSKA

AtRABF1             -----QDSTTVKFEIW-------DTAGQERYSALAPLYYRGAGVAVIVYDITSPESFKKA

LOC_Os06g47260      -----DEA-TVKLDIW-------DTAGQERYHSLAPMYYRGAAAAVVVYDISSTDSYIRA

AtRABF2a            -----NDA-TVKFEIW-------DTAGQERYHSLAPMYYRGAAAAIIVFDITNQASFERA

AtRABF2b            -----NDA-TVKFEIW-------DTAGQERYHSLAPMYYRGAAAAIIVFDVTNQASFERA

LOC_Os03g46390      -----NDE-TVKFEIW-------DTAGQERYHSLAPMYYRGAAAAIVVYDITNPASFTRA

LOC_Os12g43550      -----NDE-TVKFEIW-------DTAGQERYHSLAPMYYRGAAAAIVVYDITNAASFTRA

                                                                  :        ::   

AtRABG1             D-NWHDEFIKQ-----------ANPETPTKFPFVLMGNKTDVNNGKPRVVAKEIADQWCG

AtRABG2             N-NWHTEFLKQ-----------ANPMEPETFPFVLIGNKTDVDGGNSRVVSNKRAIEWCG

LOC_Os01g12730      N-SWREEFLIQ-----------ASPSDPENFPFVVLGNKIDVDGGNSRTVSEKKAKAWCA

AtRABG3c            N-NWREEFLIQ-----------ASPSDPENFPFVVLGNKTDVDGGKSRVVTEKKAKSWCA

AtRABG3d            N-NWREEFLIQ-----------ASPSDPENFPFVVLGNKTDVDGGKSRVVSEKKAKAWCA

LOC_Os05g44050      N-NWREEFLIQ-----------ASPSDPDNFPFVLLGNKVDVDGGNSRVVSEKKAKAWCA

AtRABG3e            N-NWREEFLIQ-----------ASPSDPENFPFVVIGNKIDVDGGSSRVVSEKKARAWCA

AtRABG3f            N-NWREEFLIQ-----------ASPSDPENFPFVLIGNKVDVDDGNSRVVSEKKAKAWCA

AtRABG3a            E-TWHEEFLKQAWNIGMWTIAEASPSDPKTFPFIVLGNKIDVDGGSSRVVSDKKAADWCA

AtRABG3b            D-NWHNEFLTR-----------ASPRDPMAFPFILLGNKVDIDGGNSRVVSEKKAREWCA

LOC_Os01g51700      N-TWHDEFLNQ-----------ASPSDPKTFPFILLGNKIDVDGGKSRVVSEKKAMEWCS

LOC_Os05g46000      N-TWHDEFLTQ-----------ASPSDPKHFPFILLGNKIDIDAGNRRAIPEKKAKEWCV

AtRABC1             SDIWAKEIDLY-----------S---TNQDCIKMLVGNKVDKESE--RAVSKKEGIDFA-

AtRABC2a            VDVWGKEIELY-----------S---TNQECVRMLVGNKVDRESE--RGVSREEGIALA-

AtRABC2b            ADIWAKEIELY-----------S---TNHDCIKMLVGNKVDRESE--RKVSREEGMALA-

AtRABA6a            K-KWLFELRDF-----------A----NPETVVVLVGNKSDLRQS--REVEEDEGKTLA-

AtRABA6b            E-KWLSELRGF-----------S----SPETVVVLVGNKSDLGQS--REVEEEEGKTLA-

LOC_Os07g44040      G-RWLNELHTH-----------S----DMNVVTILVGNKTDLKHA--REVSTAEGKALA-

AtRABA5a            G-RWLNELHTH-----------S----DMNVVTILVGNKSDLKDL--REVSTAEGKALA-

LOC_Os08g41340      G-RWLQELNTH-----------S----DTTVAKMLVGNKCDLDNI--REVPVEEGKALA-

AtRABA5b            K-RWLQELNTH-----------C----DTAVAQMLVGNKCDLEDI--RAVSVEEGKALA-

AtRABA5c            G-RWLDELNTH-----------S----DTTVAKMLIGNKCDLESI--RAVSVEEGKSLA-

AtRABA5d            G-RWLDELKTH-----------S----DTTVARMLVGNKCDLESI--RAVSVEEGKALA-

AtRABA5e            G-RWLDELKIH-----------S----DTTVARMLVGNKCDLENI--RAVSVEEGKALA-

AtRABA3             A-RWVEELRAH-----------A----DDSAVIMLVGNKADLSVGK-RAVPTEDAVEFA-

LOC_Os06g50060      A-RWLHDLRAH-----------A----DNSIVVMLIGNKADLSHA--RAVAADEAAAFA-

LOC_Os09g35860      A-RWVEELRAH-----------A----DGSTVVALIGNKADMPAGR-REVAADEAARFA-

AtRABA4d            A-KWLEELRGH-----------A----DKNIVIMLIGNKCDLGSL--RAVPTEDAQEFA-

LOC_Os09g10940      A-RWLEELRGH-----------A----DKNIVIMLIGNKSDLGTL--RVVPTEDAKEFA-

AtRABA4c            A-RWLEELRGH-----------A----DKNIVIMLIGNKTDLGTL--RAVPTEDAKEFA-

LOC_Os10g23100      P-RWLEELRGH-----------A----DKNIVIMLVGNKSDLEDE--RAVSTEDAKEFA-

AtRABA4a            P-RWLEELRAH-----------A----DKNIVIILIGNKSDLVDQ--RAIPTEDAKEFA-

AtRABA4b            P-RWLEELRAH-----------A----DKNIVIILIGNKSDLEDQ--RAVPTEDAKEFA-

LOC_Os01g47730      E-RWLKELRDH-----------T----DANIVVMLVGNKADLRHL--RAVPAEDARAFA-

AtRABA1e            E-RWLKELRDH-----------T----DANVVIMLVGNKADLRHL--RAVPTEEARSFS-

LOC_Os05g48980      E-RWMRELKDH-----------T----DANIVIMLVGNKADLRHL--RAVSTEDAKAFA-

LOC_Os09g15790      E-RWLKELRDH-----------T----DANIVIMLVGNKADLRHL--RAVSVEDAKGFA-

AtRABA1f            E-RWLKELRDH-----------T----DANIVIMFVGNKADLRHL--RAVSTEDAKAFA-

AtRABA1g            E-RWLKELRDH-----------T----EANIVIMLVGNKADLRHL--RAVSTEDAKAFA-

AtRABA1h            E-RWLKELRDH-----------T----DANTVIMLVGNKADLNHL--RAISTEEVKDFA-

AtRABA1i            E-RWLKELRDH-----------T----DANIVIMLVGNKADLRHL--RAISTEEAKAFA-

AtRABA1a            A-RWLRELRGH-----------T----DPNIVVMLIGNKCDLRHL--VAVKTEEAKAFA-

AtRABA1b            D-RWLKELKNH-----------T----DPNIVVMLVGNKSDLRHL--LAVPTEDGKSYA-

LOC_Os01g54590      A-RWLKELRDH-----------T----DPSIVVMLVGNKSDLRHL--VAVSTEDGKEYA-

LOC_Os05g44070      G-RWLRELRDH-----------T----DPSIVCMLIGNKSDLRHL--VAVSTEDGKEFA-

LOC_Os06g35814      E-RWLKELRDH-----------T----DPNIVVMLVGNKSDLRHL--VAVQTDEGKAFA-

AtRABA1c            E-TWLKELRNH-----------T----DPNIVVMLVGNKSDLRHL--VAVQTEDAKSFA-

AtRABA1d            E-RWLRELRDH-----------T----DPNIVVMLVGNKSDLRHL--VAVQTEDAKSFA-

LOC_Os05g20050      H-RWLRELRDH-----------A----DSSIVIMMVGNKSDLIHL--RAVSEDEGKALA-

AtRABA2b            L-RWLRELRDH-----------A----DSNIVIMMAGNKSDLNHL--RSVADEDGRSLA-

LOC_Os01g62950      Q-RWLRELRDH-----------A----DANIVVMMVGNKSDLNHL--RSVPEEDGHAFS-

LOC_Os03g60870      Q-RWLRELRDH-----------A----DSNIVIMMVGNKSDLNHL--RSVPEEDGQALA-

AtRABA2c            L-RWLRELRDH-----------A----DSNIVIMMAGNKSDLNHL--RSVAEEDGQSLA-

AtRABA2d            L-RWLRELRDH-----------A----DSNIVIMMAGNKADLNHL--RSVAEEDGQTLA-

LOC_Os03g62600      K-RWLKELRDH-----------A----DSNIVVMLIGNKIDLKHL--RSVSLEDATSFA-

LOC_Os05g01480      S-RWLKELRDH-----------A----DANIRIMLVGNKTDLKHL--RAVATDDAHKFA-

AtRABA2a            S-RWLKELRDH-----------A----DSNIVIMLIGNKTDLKHL--RAVATEDAQSYA-

LOC_Os07g09680      R-NWIRNIEQH-----------A----SDNVNKILVGNKVDMDT-K-RVVSTAQGQKLA-

AtRABE1d            R-NWMKNIEQH-----------A----SDNVNKILVGNKADMDESK-RAVPTAKGQALA-

AtRABE1e            R-NWMKNIEQH-----------A----SDSVNKILVGNKADMDESK-RAVPTSKGQALA-

LOC_Os03g60530      R-NWIRNIEQH-----------A----SDNVNKILVGNKADMDESK-RAVPTSKGQALA-

LOC_Os07g13530      R-NWIRNIEQH-----------A----SDNVNKILVGNKADMDESK-RAVPTSKGQALA-

AtRABE1a            R-NWIRNIEQH-----------A----SDSVNKILVGNKADMDESK-RAVPKSKGQALA-

AtRABE1c            R-NWIRNIEQH-----------A----SDNVNKILVGNKADMDESK-RAVPTAKGQALA-

AtRABD1             K-QWLSEIDRY-----------A----NESVCKLLIGNKNDMVES--KVVSTETGRALA-

LOC_Os05g01490      K-QWLSEIDRY-----------A----SDSVCKLLVGNKCDLVDS--KVVDTEEAKAFA-

LOC_Os02g43690      K-QWLNEIDRY-----------A----SDNVNKLLVGNKSDLTAN--KVVSSETAKAFA-

LOC_Os01g37800      K-QWLNEIDRY-----------A----SENVNKLLVGNKCDLAEN--RVVSYEAGKALA-

AtRABD2b            K-QWLNEIDRY-----------A----SENVNKLLVGNKNDLTSQ--KVVSTETAKAFA-

AtRABD2c            K-QWLNEIDRY-----------A----SENVNKLLVGNKCDLTSQ--KVVSTETAKAFA-

LOC_Os01g08450      K-QWLNEIDRY-----------A----SDNVNKLLVGNKSDLTAN--KVVSSETAKAFA-

AtRABD2a            K-QWLSEIDRY-----------A----SDNVNKLLVGNKSDLTEN--RAIPYETAKAFA-

LOC_Os02g21710      T-TWIEEARRL-----------G--VGGAKLTICFIGNKCDLSDR--RAVSYEEGEQFA-

AtRABB1a            A-SWLEEARQH-----------A----SENMTTMLIGNKCDLEDK--RTVSTEEGEQFA-

LOC_Os04g39440      A-SWLEDARQH-----------A----NANMTIMLVGNKSDLSHR--RAVSYEEGEQFA-

AtRABB1b            A-SWLEDARQH-----------A----NPNMSIMLIGNKCDLAHK--RAVSKEEGQQFA-

LOC_Os02g37420      A-SWLEDARQH-----------A----NANMTVMLIGNKCDLSHR--RAVSYEEGEQFA-

AtRABB1c            A-SWLEDARQH-----------A----NANMTIMLIGNKCDLAHR--RAVSTEEGEQFA-

AtRABH1a            S-KWIEEVRAE-----------R---GS-YVIIVLVGNKTDLVNK--RQVSIEEGENKA-

LOC_Os03g09140      S-KWIEEVNTQ-----------R---GG-DVIIVLVGNKTDLVDK--RQISTDEGEAKA-

AtRABH1c            S-KWIEDVHRE-----------R---GQSNVIIVLVGNKTDLVEK--RQVSISEGEDKG-

LOC_Os07g31370      S-KWIEEVRTE-----------R---GS-DVIIVLVGNKTDLVDK--RQVSIEEGEGKA-

AtRABH1b            T-KWIDEVRTE-----------R---GS-DVIVVLVGNKTDLVDK--RQVSIEEAEAKA-

AtRABH1d            S-KWIEEVRNE-----------R---AG-DVIIVLVGNKTDLVEK--RQVSIEEGDSKG-

AtRABH1e            S-KWIEDVRTE-----------R---GS-DVIIVLVGNKTDLVDK--RQVSIEEGDNKA-

LOC_Os03g05740      Q-YWVKELQKH---------------GSPDIIMVLVGNKADLHEN--RHVSSQEAQEYA-

AtRABF1             Q-YWVKELQKH---------------GSPDIVMALVGNKADLHEK--REVPTEDGMELA-

LOC_Os06g47260      R-KWVDELQRQ---------------GNPHLVMALVGNKVDLEEK--RQVGTQEAMEYA-

AtRABF2a            K-KWVQELQAQ---------------GNPNMVMALAGNKADLLDA--RKVSAEEAEIYA-

AtRABF2b            K-KWVQELQAQ---------------GNPNMVMALAGNKSDLLDA--RKVTAEDAQTYA-

LOC_Os03g46390      K-KWVQELQAQ---------------GNSSTVVALAGNKADLLET--RQVQIEEAKTYA-

LOC_Os12g43550      K-KWVQELQAQ---------------GNPNTIMALAGNKADMVEA--RQVPAEEAKTYA-

                       *  :                           . *** *        :          

AtRABG1             SKGNIVYFETSAKAKINVEEAFLEIAKKALTNERQ-------IDDM--------------

AtRABG2             SKGNIPYHETSAKEDTNIDEAFLSVAHIALSNERK-------QSND--------------

LOC_Os01g12730      SKGNIPYFETSAKEGFNVEAAFECIARNAIKNEPE-------EE----------------

AtRABG3c            SKGNIPYFETSAKDGVNVDAAFECIAKNALKNEPE-------EE----------------

AtRABG3d            SKGNIPYFETSAKEGFNVDAAFECITKNAFKNEPE-------EE----------------

LOC_Os05g44050      SKGNIPYFETSAKDGTNVEEAFQCIVKNALKNEPE-------EE----------------

AtRABG3e            SKGNIPYYETSAKVGTNVEDAFLCITTNAMKSGEE-------EE----------------

AtRABG3f            SKGNIPYFETSAKVGTNVEEAFQCIAKDALKSGEE-------EE----------------

AtRABG3a            SNGNIPYFETSAKDDFNVDEAFLTIAKTALANEHE-------QD----------------

AtRABG3b            EKGNIVYFETSAKEDYNVDDSFLCITKLALANERD-------QD----------------

LOC_Os01g51700      SKGNIPYFETSAKEDRNVDSAFLSVAKLALEHERD-------QD----------------

LOC_Os05g46000      SKGNIPYFETSAKDDYNVDSAFLCIAKLALEHEHD-------QD----------------

AtRABC1             REYGCLFLECSAKTRVNVEQCFEELVLKILETP--SLTAEGS------------------

AtRABC2a            KELNCMFLECSARTRQNVEQCFEELALKIMEVP--SLLEEGS------------------

AtRABC2b            KDLNCLFHECSARTRENVNGCFEELALKIMEVP--SLLEEGS------------------

AtRABA6a            ESEGLYFLETSALENVNVEEAFLVMIGRIHEVV--TQRIASENKSN--G-----------

AtRABA6b            ESEGLYFLETSALENQNVEEAFLSMIGRIHEVL--TQKIVLDNRLN--G-----------

LOC_Os07g44040      ESQGLFFMETSALDSSNVAEAFQTVVKEIYGIL--SRKVFQSQEQK--------------

AtRABA5a            EAQGLFFMETSALDSSNVAAAFETVVKEIYNIL--SRKVMSSQELN--------------

LOC_Os08g41340      EAEGLFFMETSALDSTNVRTAFEIVIKEIYSNV--SRKILNSDSYK--------------

AtRABA5b            EEEGLFFMETSALDATNVDKAFEIVIREIFNNV--SRKLLNSDAYK--------------

AtRABA5c            ESEGLFFMETSALDSTNVKTAFEMVIREIYSNI--SRKQLNSDSYK--------------

AtRABA5d            ETEGLFFMETSALDSTNVKTAFEMVIRDIYTNI--SRKQLNSDTYK--------------

AtRABA5e            EEEGLFFVETSALDSTNVKTAFEMVILDIYNNV--SRKQLNSDTYK--------------

AtRABA3             ETQRLFFSEVSALSGGNVDEAFFRLLEEIFSRVVVSRKAMES------------------

LOC_Os06g50060      EDQGLFFSEASALSGDNVEEAFLGLLREIHAIV--SRRSLLEMDGI-NG-----------

LOC_Os09g35860      EEQGLFFSEASALSGDNVDRAFLTLLEEIFAVV--SRRALELDEARRMR-----------

AtRABA4d            QRENLFFMETSALEATNVETAFLTILTEIYRII--SKKSLTADD-D--------------

LOC_Os09g10940      ERENLFFMETSALESTNVENAFMTVLTEIYRIV--SKKNLVANEEV--------------

AtRABA4c            QRENLFFMETSALDSNNVEPSFLTVLTEIYRIV--SKKNLVANEEG--------------

LOC_Os10g23100      EKENLFFLETSALQATNVENAFQTVLSEIFKIH--SKKNMAADPKA--------------

AtRABA4a            EKEGLFFLETSAFNATNVESAFSTVLTEIFNIV--NKKSLAASEDQ--------------

AtRABA4b            EKEGLFFLETSALNATNVENSFNTLMTQIYNTV--NKKNLASEG----------------

LOC_Os01g47730      EAHGTFSMETSALEATNVEGAFTEVLAQIYRVV--SRNALDIGDDP--------------

AtRABA1e            ERENMFFMETSALDATNVEQAFTHVLTQIYRVM--SRKALDGTGDP--------------

LOC_Os05g48980      EKENTFFMETSALESMNVENAFTEVLTQIYHVV--SKKALDIGDDP--------------

LOC_Os09g15790      ERESTFFMETSALESMNVESAFTEVLTQIYRVV--SKKALDIGDDP--------------

AtRABA1f            ERENTFFMETSALESMNVENAFTEVLSQIYRVV--SRKALDIGDDP--------------

AtRABA1g            ERENTFFMETSALEALNVENAFTEVLSQIYRVA--SKKALDIGDDH--------------

AtRABA1h            ERENTFFMETSALEAINVENAFTEVLTQIYRVV--SKKALDAGDDP--------------

AtRABA1i            ERENTFFMETSALEAVNVDNAFTEVLTQIYRVV--SKKALEAGDDP--------------

AtRABA1a            ERESLYFMETSALDATNVENAFTEVLTQIHKIV--SKRSVDGGGES--------------

AtRABA1b            EQESLCFMETSALEATNVEDAFAEVLTQIYRIT--SKKQVEAGEDG--------------

LOC_Os01g54590      EAESLYFMETSALDATNVENAFAEVLTQIYQTV--SKKTVEASDDG--------------

LOC_Os05g44070      EAESMYFMETSALDATNVDNAFAEVLTQIYQIV--NKKPVEAPEDG--------------

LOC_Os06g35814      ERESLYFMETSALESTNVENAFAEVLTQIYRIV--SKRSVEAGDDA--------------

AtRABA1c            EKESLYFMETSALEATNVENAFAEVLTQIHHIV--SKKAMEAASES--------------

AtRABA1d            ENESLYFMETSALESTNVENAFSEVLTQIYHVV--SKKAMEAGEDS--------------

LOC_Os05g20050      EKEGLFFLETSAMEAVNVEEAFQTIITEVYGIV--NRKALAAKEAA--------------

AtRABA2b            EKEGLSFLETSALEATNIEKAFQTILSEIYHII--SKKALAAQEAA--------------

LOC_Os01g62950      EKEGLSFLETSALEAINVEKAFHTVLSEIHQIV--SKKALAAQESA--------------

LOC_Os03g60870      EKEGLSFLETSALEALNVEKAFQTILKDIHQII--SKKALAAQEAA--------------

AtRABA2c            EKEGLSFLETSALEATNVEKAFQTILGEIYHII--SKKALAAQEAA--------------

AtRABA2d            ETEGLSFLETSALEATNVEKAFQTVLAEIYHII--SKKALAAQEAA--------------

LOC_Os03g62600      EREGLSFVETSALDATNVDKAFQTVLTEIYRII--SKKALAADEAG--------------

LOC_Os05g01480      EAEGLSYIETSALEATNVEEAFQLILGDIYRAI--SKKPVASDEGG--------------

AtRABA2a            EKEGLSFIETSALEALNVEKAFQTILSEVYRII--SKKSISSDQTT--------------

LOC_Os07g09680      DEYGMKFFETSAKTNQNVEQVFFTIARDIKQRL--TETVAAA------------------

AtRABE1d            DEYGIKFFETSAKTNLNVENVFMSIAKDIKQRL--TETDT-K------------------

AtRABE1e            DEYGIKFFETSAKTNQNVEQVFLSIAKDIKQRL--TESDT-K------------------

LOC_Os03g60530      DEYGIKFFETSAKTNLNVEQVFFSIARDIKQRL--SETDS-K------------------

LOC_Os07g13530      DEYGIKFFETSAKTNLNVEQVFFSIARDIKQRL--AETDS-K------------------

AtRABE1a            DEYGMKFFETSAKTNLNVEEVFFSIAKDIKQRL--ADTDA-R------------------

AtRABE1c            DEYGIKFFETSAKTNLNVEEVFFSIGRDIKQRL--SDTDS-R------------------

AtRABD1             DELGIPFLETSAKDSINVEQAFLTIAGEIKKKM--GSQTNANK-----------------

LOC_Os05g01490      ESLGISFLETSAKESINVEEAFLTMSSDIKKRM--ATQPAVER-----------------

LOC_Os02g43690      DEMGIPFMETSAKNATNVEQAFMAMAASIKDRM--ASQPAAAN-----------------

LOC_Os01g37800      DEIGIPFLETSAKDATNVEKAFMTMAGEIKNRM--ASQPATNA-----------------

AtRABD2b            DELGIPFLETSAKNATNVEEAFMAMTAAIKTRM--ASQPAGG------------------

AtRABD2c            DELGIPFLETSAKNATNVEEAFMAMTAAIKTRM--ASQPAGG------------------

LOC_Os01g08450      DEMGIPFMETSAKNATNVEQAFMAMAASIKDRM--ASQPAASN-----------------

AtRABD2a            DEIGIPFMETSAKDATNVEQAFMAMSASIKERM--ASQPAGNN-----------------

LOC_Os02g21710      KQNALLFIEASAKAAHNVNEAFTLTARAMCHKV--EDAWVCLM-----------------

AtRABB1a            REHGLIFMEASAKTAHNVEEAFVETAATIYKRI--QDGVVDEA-----------------

LOC_Os04g39440      KEHGLIFMEASAKTAQNVEEAFVKTAGAIYKKI--QDGVFDLS-----------------

AtRABB1b            KEHGLLFLEASARTAQNVEEAFIETAAKILQNI--QDGVFDVS-----------------

LOC_Os02g37420      KEHGLVFMEASAKTAQNVEEAFIKTAGTIYKKI--QDGVFDVS-----------------

AtRABB1c            KEHGLIFMEASAKTAQNVEEAFIKTAATIYKKI--QDGVFDVS-----------------

AtRABH1a            REFGALFMETSAKAGFNIKPLFCKITSALQGNEAVS--W-TKQEDLVDV----NLK----

LOC_Os03g09140      QEHGAMFMETSAKAGFNIKPLFRKIAASLPGMEALS--S-AKQEDMVDI----NLR----

AtRABH1c            KEYGVMFIETSAKENFNIKALFRKIAAALPGVDSYS--LATKSDDMVDV----NLK----

LOC_Os07g31370      KDLGVMFIETSAKAGFNIKALFRKIAAALPGMETLS--S-AKQEDMVDV----NLK----

AtRABH1b            RELNVMFIETSAKAGFNIKALFRKIAAALPGMETLS--S-TKQEDMVDV----NLK----

AtRABH1d            REYGVMFIETSAKAGFNIKPLFRKIAAALPGMESYS--N-TKNEDMVDV----NLK----

AtRABH1e            RDYGVIFIETSAKAGFNIKPLFRKIAAALPGMETLS--S-TKQEDMVDV----NLK----

LOC_Os03g05740      EKNNMVFIETSAKTADNINQVFEEIAKRLPRPTAS-------------------------

AtRABF1             EKNGMFFIETSAKTADNINQLFEEIGKRLPRPAPSS------------------------

LOC_Os06g47260      ERNGLFFIETSAKTSQNVTELFYELGWSKCDLTALP--GWFSTTAGAAA-----------

AtRABF2a            QENSLFFMETSAKTATNVKDIFYEIAK---------------------------------

AtRABF2b            QENGLFFMETSAKTATNVKEIFYEIAR---------------------------------

LOC_Os03g46390      QENGLFFMETSAKTATNVNDIFYEI-----------------------------------

LOC_Os12g43550      QENGLFFMETSAKTAINVNDVFHEIGEFRSQIISAV--DFCTPTELVGYLVYKNVHSLLL

                            * **    *:   *                                      

AtRABG1             ------------------------ERYRSVV------PTI----EKETPRSRCSC-----

AtRABG2             ------------------------IYPRGQYHDS--VTDI----IDPDQSRGCAC-----

LOC_Os01g12730      ------------------------IYLPDTIDV----GGA----GRQQRSSGCEC-----

AtRABG3c            ------------------------VYLPDTIDV----AGA-----RQQRSTGCEC-----

AtRABG3d            ------------------------PYLPDTIDV----AGG-----QQQRSTGCEC-----

LOC_Os05g44050      ------------------------LYVPDTVDV----VGG----NRAQRSSGCC------

AtRABG3e            ------------------------MYLPDTIDV----GTS-----NPQRSTGCEC-----

AtRABG3f            ------------------------LYLPDTIDV----GTS-----NQQRSTGCEC-----

AtRABG3a            ------------------------IYFQGIPDA----VTE-----NEPKGGGCAC-----

AtRABG3b            ------------------------IYFQP---D----TGS-----VPEQRGGCAC-----

LOC_Os01g51700      ------------------------IYFQTVVPD----PVP-----EAEQRSGCAC-----

LOC_Os05g46000      ------------------------IYFKTV-AQ----PAP-----DTEHTSGCAC-----

AtRABC1             -------------------------SGGKKNI-FKQNPA------QTTSTSSSYCCSS--

AtRABC2a            -------------------------SAVKRNI-LKQKPE------HQTNTQSG-CCS---

AtRABC2b            -------------------------SSVKRKP------D------Y-RAHQGR-CCSS--

AtRABA6a            -----------AATPHINGNGNGTVLPVGKEIVN--IHEVTATQ--PLLSSSSNCCFK--

AtRABA6b            -----------DGNN----ESNGAVVPPGKEIAE--SPISIRSGFTAMGIIASSTIFKSG

LOC_Os07g44040      -------------------R-SEQSLSNGKPVML--S-DS-----NEPTSGGRWCCSS--

AtRABA5a            -------------------KQDPASLSNGKKVVI--P-SD-----GQGEFKKGGCCSS--

LOC_Os08g41340      -------------------AE--LSL-NRVSIEG--DSKD-----DQKQSNRFGCC----

AtRABA5b            -------------------AE--LSV-NRVSLVN--NQDG-----SESSWRNPSCCSR--

AtRABA5c            -------------------EE--LTV-NRVSLVK--NENE-----GT---KTFSCCSR--

AtRABA5d            -------------------TE--LSMKNRVSLVK--DDNK-----SSTQGFGFSCCSSS-

AtRABA5e            -------------------DE--LTV-NRVSLVK--DDNS-----ASKQSSGFSCCSST-

AtRABA3             -------------------DGGATVKLDGSRIDV--I-SGSD--LETSNIKEQASCSC--

LOC_Os06g50060      -----------DAAA----NANAALMLRGTKLSL--SDELSI--METSAIKRVSRCSCS-

LOC_Os09g35860      -----------DGGA----GGGEVLSLKGTTLD-----VGSI--METSAMKKSSQCSCS-

AtRABA4d            --------------D----ADGNSSLLKGTRI-I--IPSEQ----ESGK--RGGCCGKS-

LOC_Os09g10940      --------------D----SSGNSSLLKGTKI-V--VPGQE----PAPP--TKASCCMS-

AtRABA4c            --------------E----SGGDSSLLQGTKI-V--VAGEE----TESK--GKGCCGTS-

LOC_Os10g23100      -------------------NGAAPSL-AGKKV-V--VPGPA----QEIPK--SKCCSSM-

AtRABA4a            --------------E----NGNPGSL-AGKKIDI--VPGPG----QVIPNKSNMCCNS--

AtRABA4b            --------------D----SNNPGSL-AGKKI-L--IPGSG----QEIPAKTSTCCTSS-

LOC_Os01g47730      -------------------A----APPRGRTIDV--SAKDD----AVTPVNSSGCCSS--

AtRABA1e            -------------------M----SLPKGQTIDI--GNKDD-----VTAVKSSGCCSG--

LOC_Os05g48980      -------------------A----APPKGQTINV--GGKDD-----VSAVKKSACCSSA-

LOC_Os09g15790      -------------------A----APPRGQTINV--GGKDD-----VSAVKKSGCCSS--

AtRABA1f            -------------------A----ALPKGQTINV--GSKDD-----VSAVKKVGCCSN--

AtRABA1g            -------------------T----TLPKGQSINV--GSKDD-----VSEVKKVGCCSS--

AtRABA1h            -------------------T---TALPKGQMINV--GSRDD-----VSAVKKSGCCAT--

AtRABA1i            -------------------T---TALPKGQMINV--GGRDD-----ISAVKKPGCCSA--

AtRABA1a            -------------------A---DLPGKGETINV--KE-------DGSVLKRMGCCSN--

AtRABA1b            -------------------N---ASVPKGEKIEV--KN-------DVSALKKLGCCSN--

LOC_Os01g54590      -------------------S---NAPIKGEKINV--KD-------DVSALKRIGCCSN--

LOC_Os05g44070      -------------------S---AGPGKGEKINV--KD-------DVSAMKRVGCCSN--

LOC_Os06g35814      -------------------G---SGPGKGEKINI--KD-------DVSAVKKGGCCSG--

AtRABA1c            -------------------A---NVPSKGDKIDI--GK-------DVSAVKKGGCCSN--

AtRABA1d            -------------------G---NVPSKGEKIDV-----------DVSAVKKTGCCSN--

LOC_Os05g20050      -------------------AASAPLPSQGKTISI--DSA-------AG-NTKRACCSA--

AtRABA2b            -------------------G---NLPGQGTAINI--SDS-------SA-TNRKGCCST--

LOC_Os01g62950      -------------------ST-NGRSMQGTTINV--AEA-------PA-ATKGSCCSS--

LOC_Os03g60870      -------------------G--SGPPTQGTTINV--TDS-------AV-NTKRGCCSS--

AtRABA2c            -------------------AANSAIPGQGTTINV--DDT-------SG-GAKRACCSS--

AtRABA2d            -------------------AANSAIPGQGTTINV--EDT-------SG-AGKRGCCST--

LOC_Os03g62600      -------------------AG-AGAVREGQSIQV--SAT-------DSSSFTSRCCSF--

LOC_Os05g01480      -------------------AGAAGGVKEGKTINV--AAG-------DANSEKKQCCST--

AtRABA2a            -------------------A--NANIKEGQTIDV--AAT-------SESNAKKPCCSSS-

LOC_Os07g09680      ------------------------AEPPTIQI--SRQE--PDQAA--ASSRWSACCNT--

AtRABE1d            ------------------------AEPQGIKI--TKQD--TA--ASSSTAEKSACCSYV-

AtRABE1e            ------------------------AEPQGIKI--TKQD--ANKASSSSTNEKSACCSYV-

LOC_Os03g60530      ------------------------PEDRTIKI--K-SE--G-EA-EAAAAQKSACCGS--

LOC_Os07g13530      ------------------------TEDRTIKI--NKPE--G-DA-EATTLQKSACCGS--

AtRABE1a            ------------------------AEPQTIKI--NQSD--QGAG-TSQATQKSACCGT--

AtRABE1c            ------------------------AEPATIKI--SQTD--QAAG-AGQATQKSACCGT--

AtRABD1             -----------------------TSGPGTVQM--KGQP--IQQ-----NN--GGCCGQ--

LOC_Os05g01490      ------------------------KPTVHIHM--RGQP--IQQ-----QNSSSSCCSS--

LOC_Os02g43690      ------------------------ARPPTVQI--RGQP--VNQ-----KT---SCCSS--

LOC_Os01g37800      ------------------------SKPATVQM--RGQP--VAQ-----QS---SCCS---

AtRABD2b            ------------------------AKPPTVQI--RGQP--VNQ-----QS---GCCSS--

AtRABD2c            ------------------------SKPPTVQI--RGQP--VNQ-----QS---GCCSS--

LOC_Os01g08450      ------------------------ARPPTVQI--RGQP--VNQ-----KT---SCCSS--

AtRABD2a            ------------------------ARPPTVQI--RGQP--VAQ-----KN---GCCST--

LOC_Os02g21710      ------------------------RKFDP-------------------------------

AtRABB1a            ------------------------NEPG-------ITPGPFGGKDASSSQQRRGCCG---

LOC_Os04g39440      ------------------------NEANGIKLGYT-VPGQSGGAGSSS-SQGGGCCSS--

AtRABB1b            ------------------------NESSGIKIGYGRTQGAAGGRDGTI-SQGGGCCG---

LOC_Os02g37420      ------------------------NESYGIKVGYA-VPNASGGGAGSS-SQGGGCCG---

AtRABB1c            ------------------------NESYGIKVGYGGIPGPSGGRDGST-SQGGGCCG---

AtRABH1a            ----------PLMFSSQ------AN---------------------HQQESNCSC-----

LOC_Os03g09140      ----------PAASGQIPSGAEAQE---------------------EQKAGGCSC-----

AtRABH1c            ----------TTS-NSS-QGEQQGG---------------------AGGGGGCSC-----

LOC_Os07g31370      ----------SSNANSS-QSQA--------------------------QAGGCSC-----

AtRABH1b            ----------SSNANAS-LAQQ--------------------------QSGGCSC-----

AtRABH1d            ----------PTS-NSS-QGDQ--------------------------QGGACSC-----

AtRABH1e            ----------TSS-NSA-QGEQ--------------------------QRGGCAC-----

LOC_Os03g05740      ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

LOC_Os06g47260      --------------TTAAAGHGGSVAPADAPLPT--P-E-------IRHP----------

AtRABF2a            ---------------RLPRVQ-PAENPTGMVLPN--GPG-------ATAVSSS-CCA---

AtRABF2b            ---------------RLPRVQ-PTENPTGMVLPD--RAM-------DRAVSSS-CCA---

LOC_Os03g46390      -------------AKRLLQGQPAQNPQAGMVLSQ--RPN-------ERLVSSASCCS---

LOC_Os12g43550      LISKRICILNLISAKRLLQGQQAQDTPAGMVLNQ--RPA-------ERMVSSSSCCS---

AtRABG1             ------------------------------------------------------------

AtRABG2             ------------------------------------------------------------

LOC_Os01g12730      ------------------------------------------------------------

AtRABG3c            ------------------------------------------------------------

AtRABG3d            ------------------------------------------------------------

LOC_Os05g44050      ------------------------------------------------------------

AtRABG3e            ------------------------------------------------------------

AtRABG3f            ------------------------------------------------------------

AtRABG3a            ------------------------------------------------------------

AtRABG3b            ------------------------------------------------------------

LOC_Os01g51700      ------------------------------------------------------------

LOC_Os05g46000      ------------------------------------------------------------

AtRABC1             ------------------------------------------------------------

AtRABC2a            ------------------------------------------------------------

AtRABC2b            ------------------------------------------------------------

AtRABA6a            ------------------------------------------------------------

AtRABA6b            DSKSSSSYYQLPAERRRAHEEAIVNATIDLIARELDALFPPKLGDTSSADPPNEIDPTKR

LOC_Os07g44040      ------------------------------------------------------------

AtRABA5a            ------------------------------------------------------------

LOC_Os08g41340      ------------------------------------------------------------

AtRABA5b            ------------------------------------------------------------

AtRABA5c            ------------------------------------------------------------

AtRABA5d            ------------------------------------------------------------

AtRABA5e            ------------------------------------------------------------

AtRABA3             ------------------------------------------------------------

LOC_Os06g50060      ------------------------------------------------------------

LOC_Os09g35860      ------------------------------------------------------------

AtRABA4d            ------------------------------------------------------------

LOC_Os09g10940      ------------------------------------------------------------

AtRABA4c            ------------------------------------------------------------

LOC_Os10g23100      ------------------------------------------------------------

AtRABA4a            ------------------------------------------------------------

AtRABA4b            ------------------------------------------------------------

LOC_Os01g47730      ------------------------------------------------------------

AtRABA1e            ------------------------------------------------------------

LOC_Os05g48980      ------------------------------------------------------------

LOC_Os09g15790      ------------------------------------------------------------

AtRABA1f            ------------------------------------------------------------

AtRABA1g            ------------------------------------------------------------

AtRABA1h            ------------------------------------------------------------

AtRABA1i            ------------------------------------------------------------

AtRABA1a            ------------------------------------------------------------

AtRABA1b            ------------------------------------------------------------

LOC_Os01g54590      ------------------------------------------------------------

LOC_Os05g44070      ------------------------------------------------------------

LOC_Os06g35814      ------------------------------------------------------------

AtRABA1c            ------------------------------------------------------------

AtRABA1d            ------------------------------------------------------------

LOC_Os05g20050      ------------------------------------------------------------

AtRABA2b            ------------------------------------------------------------

LOC_Os01g62950      ------------------------------------------------------------

LOC_Os03g60870      ------------------------------------------------------------

AtRABA2c            ------------------------------------------------------------

AtRABA2d            ------------------------------------------------------------

LOC_Os03g62600      ------------------------------------------------------------

LOC_Os05g01480      ------------------------------------------------------------

AtRABA2a            ------------------------------------------------------------

LOC_Os07g09680      ------------------------------------------------------------

AtRABE1d            ------------------------------------------------------------

AtRABE1e            ------------------------------------------------------------

LOC_Os03g60530      ------------------------------------------------------------

LOC_Os07g13530      ------------------------------------------------------------

AtRABE1a            ------------------------------------------------------------

AtRABE1c            ------------------------------------------------------------

AtRABD1             ------------------------------------------------------------

LOC_Os05g01490      ------------------------------------------------------------

LOC_Os02g43690      ------------------------------------------------------------

LOC_Os01g37800      ------------------------------------------------------------

AtRABD2b            ------------------------------------------------------------

AtRABD2c            ------------------------------------------------------------

LOC_Os01g08450      ------------------------------------------------------------

AtRABD2a            ------------------------------------------------------------

LOC_Os02g21710      ------------------------------------------------------------

AtRABB1a            ------------------------------------------------------------

LOC_Os04g39440      ------------------------------------------------------------

AtRABB1b            ------------------------------------------------------------

LOC_Os02g37420      ------------------------------------------------------------

AtRABB1c            ------------------------------------------------------------

AtRABH1a            ------------------------------------------------------------

LOC_Os03g09140      ------------------------------------------------------------

AtRABH1c            ------------------------------------------------------------

LOC_Os07g31370      ------------------------------------------------------------

AtRABH1b            ------------------------------------------------------------

AtRABH1d            ------------------------------------------------------------

AtRABH1e            ------------------------------------------------------------

LOC_Os03g05740      ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

LOC_Os06g47260      ------------------------------------------------------------

AtRABF2a            ------------------------------------------------------------

AtRABF2b            ------------------------------------------------------------

LOC_Os03g46390      ------------------------------------------------------------

LOC_Os12g43550      ------------------------------------------------------------

AtRABG1             ---------------------------------

AtRABG2             ---------------------------------

LOC_Os01g12730      ---------------------------------

AtRABG3c            ---------------------------------

AtRABG3d            ---------------------------------

LOC_Os05g44050      ---------------------------------

AtRABG3e            ---------------------------------

AtRABG3f            ---------------------------------

AtRABG3a            ---------------------------------

AtRABG3b            ---------------------------------

LOC_Os01g51700      ---------------------------------

LOC_Os05g46000      ---------------------------------

AtRABC1             ---------------------------------

AtRABC2a            ---------------------------------

AtRABC2b            ---------------------------------

AtRABA6a            ---------------------------------

AtRABA6b            DEETELRFCEFMNEGACKESFTALKNCVDEAQK

LOC_Os07g44040      ---------------------------------

AtRABA5a            ---------------------------------

LOC_Os08g41340      ---------------------------------

AtRABA5b            ---------------------------------

AtRABA5c            ---------------------------------

AtRABA5d            ---------------------------------

AtRABA5e            ---------------------------------

AtRABA3             ---------------------------------

LOC_Os06g50060      ---------------------------------

LOC_Os09g35860      ---------------------------------

AtRABA4d            ---------------------------------

LOC_Os09g10940      ---------------------------------

AtRABA4c            ---------------------------------

LOC_Os10g23100      ---------------------------------

AtRABA4a            ---------------------------------

AtRABA4b            ---------------------------------

LOC_Os01g47730      ---------------------------------

AtRABA1e            ---------------------------------

LOC_Os05g48980      ---------------------------------

LOC_Os09g15790      ---------------------------------

AtRABA1f            ---------------------------------

AtRABA1g            ---------------------------------

AtRABA1h            ---------------------------------

AtRABA1i            ---------------------------------

AtRABA1a            ---------------------------------

AtRABA1b            ---------------------------------

LOC_Os01g54590      ---------------------------------

LOC_Os05g44070      ---------------------------------

LOC_Os06g35814      ---------------------------------

AtRABA1c            ---------------------------------

AtRABA1d            ---------------------------------

LOC_Os05g20050      ---------------------------------

AtRABA2b            ---------------------------------

LOC_Os01g62950      ---------------------------------

LOC_Os03g60870      ---------------------------------

AtRABA2c            ---------------------------------

AtRABA2d            ---------------------------------

LOC_Os03g62600      ---------------------------------

LOC_Os05g01480      ---------------------------------

AtRABA2a            ---------------------------------

LOC_Os07g09680      ---------------------------------

AtRABE1d            ---------------------------------

AtRABE1e            ---------------------------------

LOC_Os03g60530      ---------------------------------

LOC_Os07g13530      ---------------------------------

AtRABE1a            ---------------------------------

AtRABE1c            ---------------------------------

AtRABD1             ---------------------------------

LOC_Os05g01490      ---------------------------------

LOC_Os02g43690      ---------------------------------

LOC_Os01g37800      ---------------------------------

AtRABD2b            ---------------------------------

AtRABD2c            ---------------------------------

LOC_Os01g08450      ---------------------------------

AtRABD2a            ---------------------------------

LOC_Os02g21710      ---------------------------------

AtRABB1a            ---------------------------------

LOC_Os04g39440      ---------------------------------

AtRABB1b            ---------------------------------

LOC_Os02g37420      ---------------------------------

AtRABB1c            ---------------------------------

AtRABH1a            ---------------------------------

LOC_Os03g09140      ---------------------------------

AtRABH1c            ---------------------------------

LOC_Os07g31370      ---------------------------------

AtRABH1b            ---------------------------------

AtRABH1d            ---------------------------------

AtRABH1e            ---------------------------------

LOC_Os03g05740      ---------------------------------

AtRABF1             ---------------------------------

LOC_Os06g47260      ---------------------------------

AtRABF2a            ---------------------------------

AtRABF2b            ---------------------------------

LOC_Os03g46390      ---------------------------------

LOC_Os12g43550      ---------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 10
Solyc03g118820      MSSIAAISKESSWLWFH--IYMDDSFDEECDYLFKSVL-VGDSAVGKSNLLSRFARDQFQ

AtRABA6a            --------------------MAEDTYEEECDYLFKAVL-IGDSAVGKSNLLSRFSKDEFR

AtRABA6b            --------------------MAEESYDEECDYLFKAVL-IGDSAVGKSNLLSRFSRDEFR

AtRABA5a            -------------------MAFYSEDDKSEDYLFKIVL-IGDSAVGKSNLLARFARDEFY

Solyc05g054150      -------------------MAHNSEEEKKEDYLFKIVL-IGDSAVGKSNLLARFARDEFY

Solyc11g012460      -------------------MAFRSEETQTEDYLFKIVL-IGDSAVGKSNLLARFARDEFY

AtRABA5b            ---------------------MGKEDDRGEEYLFKIVL-IGDSAVGKSNLLSRFSRDEFD

Solyc09g056340      -------------------------MEEEQEYLFKIVV-IGDSAVGKSNLLSRFARDEFD

Solyc09g097900      ---------------------MDSSDDDVEEYLFKIVI-IGDSAVGKSNLLSRYARDEFN

Solyc09g098170      ---------------------MDSSDDEGEEYLFKIVI-IGDSAVGKSNLLTRYARNEFN

AtRABA5c            ---------------------MSDDDERGEEYLFKIVI-IGDSAVGKSNLLTRYARNEFN

AtRABA5d            ---------------------MSSDDEGGEEYLFKIVI-IGDSAVGKSNLLSRYARNEFN

AtRABA5e            ---------------------MSSDDEGREEYLFKIVV-IGDSAVGKSNLLSRYARNEFS

Solyc03g006270      --------------------MGAYRADEDYDYLFKVVL-IGDSGVGKSNLLSRFTKNEFS

Solyc10g008840      --------------------MGTYRSEEDYDYLFKVVL-IGDSGVGKSNLLSRFTKNEFS

AtRABA1e            --------------------MGAYRADDDYDYLFKLVL-IGDSGVGKSNLLSRFTRNEFS

AtRABA1h            --------------------MGTYKAEDDYDYLFKVVL-TGDSGVGKSNLLSRFTRNDFS

AtRABA1i            --------------------MGAYRAEDDYDYLFKVVL-TGDSGVGKSNLLSRFTRNDFS

Solyc12g014080      -------------------MAGGYRAEDDYDYLFKLVL-IGDSGVGKSNLLSRFSRNEFN

AtRABA1g            --------------------MAAYRADDDYDFLYKVVL-IGDSGVGKSNLLSRFTRNEFS

Solyc12g010790      --------------------MGAYRSDDDYDYLFKVVL-IGDSGVGKSNLLSRFTRSEFS

Solyc07g053480      --------------------MGAYRADDDYDYLFKVVL-IGDSGVGKSNLLSRFSRNEFS

AtRABA1f            --------------------MAAYRADDEYDYLFKVVL-IGDSGVGKSNLLSRFTRNEFS

AtRABA1a            --------------------MAGYRADEEYDYLFKLVL-IGDSGVGKSNLLSRFTKNEFN

AtRABA1b            --------------------MAGYRVEDDYDYLFKVVL-IGDSGVGKSNLLSRFTKNEFN

Solyc07g055290      --------------------MAGYRGDDEYDYLFKLVL-IGDSGVGKSNLLSRFTKNEFN

Solyc02g072180      --------------------MAGYRAEDDYDYLFKVVL-IGDSGVGKSNLLSRFTRNEFS

AtRABA1c            --------------------MAGYRADDEYDYLFKVVL-IGDSGVGKSNLLSRFTKNEFS

AtRABA1d            --------------------MAGYRADDDYDYLFKVVL-IGDSGVGKSNLLSRFTRNEFS

AtRABA2a            ---------------------MARRPDEEYDYLFKVVL-IGDSGVGKSNLLSRFTRNEFC

Solyc01g103380      ---------------------MARRAEEEYDYLFKVVL-IGDSGVGKSNLLSRFTRNEFL

Solyc10g045550      ---------------------MARRADEEYDYLFKIVL-IGDSGVGKSNLLSRFTRNEFC

Solyc03g079900      --------------------MMAYKVDHEYDYLFKIVL-IGDSGVGKSNILSRFTRNEFC

Solyc05g052900      ---------------------MAYKVDHEYDYLFKIVL-IGDSGVGKSNILSRFTRNEFC

AtRABA2b            ---------------------MANRIDHEYDYLFKIVL-IGDSGVGKSNILSRFTRNEFC

AtRABA2c            ---------------------MTHRVDQEYDYLFKIVL-IGDSGVGKSNILSRFTRNEFC

AtRABA2d            ---------------------MAHRVEQDYDYLFKIVL-IGDSGVGKTNILSRFTRNEFC

Solyc06g005810      ---------------------MGNRVDHEYDYLFKIVL-IGDSGVGKSNILSRFTRNEFC

Solyc06g076450      ---------------------MANKMDHEYDYLFKIVV-IGDSGVGKSNILSRFTRNEFC

AtRABA4b            --------------MAG--GGGYGGASGKVDYVFKVVL-IGDSAVGKSQLLARFARDEFS

AtRABA4a            --------------MTS--GGGYGDPSQKIDYVFKVVL-IGDSAVGKSQILARYARDEFS

Solyc04g012180      ----------------M--ASGYGDSSQKIDYVFKVVL-IGDSAVGKSQILARFSRNEFS

Solyc11g010100      --------------MAS--GGGYGDASQKIDYVFKVVL-IGDSAVGKSQILARFARNEFS

Solyc01g086850      ---------------MS--KLYGGDFNQKIDYVFKAVL-IGDSAVGKSQLLARFSRNEFS

AtRABA4c            ----------------M--SKFQSNFNQKIDYVFKVVL-IGDSAVGKSQLLARFSRNEFS

Solyc10g050030      -----------------------------------------MYELVNSQLWARFSRNKFS

AtRABA4d            ---------------MS--NLY-GDYNQKIDYVFKVVL-IGDSAVGKTQLLARFARNEFS

Solyc03g064020      ---------------MS--NLY-GDYNQKIDYVFKIVL-TGDSAVGKSQLLARFARNEFN

Solyc10g079030      --------------MSS--NLYADHYNQKIDYVFKIVL-IGDSAVGKSQLLARFARNEFS

Solyc01g096220      MN--QEMS-GFEDQMKR--VNGVHHNEDKIDYVFKVVV-IGDSAVGKTQVLSRFAKNEFC

AtRABA3             MN--EEMS-GESPENNK--HVKKPTMPEKIDYVFKVVV-IGDSAVGKTQLLSRFTHNEFC

AtRABG1             ----------------------------MEKTKLKIIL-LGDSGVGKTSLLKRYNDKDFK

Solyc04g051680      -------------------------MSQPLRSLLKVIV-LGDCGVGKTSLVNQYVFKKFR

AtRABG2             ------------------------MDSLKNRTLLKVIV-LGDSGVGKTSLMNQYVYKKFN

AtRABG3e            -------------------------MPSRRRTLLKVII-LGDSGVGKTSLMNQYVNKKFS

Solyc01g109520      -------------------------MPSRRRTLLKVII-LGDSGVGKTSLMNQYVNKKFS

AtRABG3f            -------------------------MPSRRRTLLKVII-LGDSGVGKTSLMNQYVNKKFS

Solyc03g120750      -------------------------MASRRRMLLKVII-LGDSGVGKTSLMNQYVNRKFS

AtRABG3c            -------------------------MASRRRVLLKVII-LGDSGVGKTSLMNQFVNRKFS

AtRABG3d            -------------------------MSSRRRVLLKVII-LGDSGVGKTSLMNQFVNRKFS

AtRABG3b            -------------------------MSTRRRTLLKVII-LGDSGVGKTSLMNQYVNNKFS

Solyc04g072060      -------------------------MSIRRRTLLKVIV-LGDSGVGKTSLMNQYVHKKFS

AtRABG3a            -------------------------MATRRRTLLKVIV-LGDSGVGKTSLMNQYVHKKFS

Solyc06g060210      ---------------------------MSYNYMFKFII-VGETGVGKTCLLYQLTSARFK

AtRABB1a            ---------------------------MSYAYRFKYII-IGDTGVGKSCLLLKFTDKRFQ

Solyc07g056150      ---------------------------MVYTLPLGLIRSTDILGVGKSCLLLQFTDKRFQ

AtRABB1c            ---------------------------MSYAYLFKYI-IIGDTGVGKSCLLLQFTDKRFQ

Solyc10g007700      ---------------------------MSYAYLFKYI-IIGDTGVGKSCLLLQFTDKRFQ

Solyc12g011130      ---------------------------MSYAYLFKYI-IIGDTGVGKSCLLLQFTDKRFQ

Solyc02g093530      ---------------------------MSYDYLFKYII-IGDTGVGKSCLLLQFTDKRFQ

AtRABB1b            ---------------------------MSYDYLFKYII-IGDTGVGKSCLLLQFTDKRFQ

Solyc11g008020      ---------------MGSRKNQSVGFSNSYDYSFKILL-VGDSGVGKSSLLLTFISHHLF

Solyc04g064510      ---------------ME-----PSSSSPEFDYLFKLLL-IGDSGVGKSSLLLSFTSD-AF

AtRABC1             ---------------MG-----SSSGQPEFDYLFKVLL-IGDSGVGKSSLLLSFTSN-TF

Solyc09g008460      ---------------MGPSTATTGQSNSSYDLSFKILL-IGDSGVGKSSLLVSFISN-AV

Solyc10g086310      -----------------------MQNSSSYDLSFKILL-IGDSGVGKSSLLLSFISN-AV

AtRABC2a            ---------------MG-----SSSGQSGYDLSFKILL-IGDSGVGKSSLLVSFISS-SV

AtRABC2b            ---------------MG-----SSSGQSGYDLSFKILL-IGDSGVGKSSLLLSFISS-SV

AtRABE1a            ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

Solyc10g086350      ------------------MAAPPARARADYDHLIKLLL-IGDSGVGKSCLLLRFSDGSFT

AtRABE1c            ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

Solyc11g073050      ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

Solyc09g010370      ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

Solyc04g011360      ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

Solyc06g005350      ------------------MAAPPARARADYDYLIKLLL-IGDSGVGKSCLLLRFSDGSFT

AtRABE1d            ------------------MAVAPARARSDYDYLIKLLL-IGDSGVGKSCLLLRFSDDTFT

AtRABE1e            ------------------MAVAPARARSDYDYLIKLLL-IGDSGVGKSCLLLRFSDDTFT

AtRABD2b            -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFADDSYL

AtRABD2c            -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFADDSYL

Solyc01g090170      -------------------------MNTEYDYLFKLLL-IGDSGVGKSCLLLRFADDTYQ

AtRABD2a            -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFSDDSYV

Solyc05g052070      -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFADDSYL

Solyc05g053940      -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFADDTYL

Solyc08g078070      -------------------------MNPEYDYLFKLLL-IGDSGVGKSCLLLRFADDSYL

Solyc01g103370      -------------------------MSNEYDYLFKLLL-IGDSSVGKSCLLLRFADDSYV

AtRABD1             -------------------------MSNEYDYLFKLLL-IGDSSVGKSCLLLRFADDAYI

AtRABH1a            --------------------------MGDLGKGYKLVF-LGDQGVGKTSIITCFMYGKFD

AtRABH1c            ------------------------MASVSPLAKFKLVF-LGDQSVGKTSIITRFMYDKFD

Solyc01g088560      ------------------------MAPVSALAKYKLVF-LGDQSVGKTSIITRFMYDKFD

AtRABH1b            ------------------------MAPVSALAKYKLVF-LGDQSVGKTSIITRFMYDKFD

AtRABH1d            ------------------------MASVSPLAKYKLVF-LGDQSVGKTSIITRFMYDKFD

Solyc03g078570      ------------------------MSVVSSLAKYKLVF-LGDQSVGKTSIITRFMYDKFD

Solyc05g051570      ------------------------MAAVSPLAKYKLVF-LGDQSVGKTSIITRFMYDKFD

AtRABH1e            ------------------------MASVSPLAKYKLVF-LGDQSVGKTSIITRFMYDKFD

Solyc11g008430      MGCASSAADRNSGRAAGLNP-DNGGAYDPKNLKVKLVL-LGDSGVGKSCIVLRFVRGQFD

AtRABF1             MGCASSLPDRNSGTLSGLSNSENAVPADAKNLRVKLVL-LGDSGVGKSCIVLRFVRGQFD

Solyc02g036450      -----------------------MAATAHNNLNAKLVL-LGDMGAGKSSLVIRFVKGQFL

Solyc02g081380      -----------------------MASTGHTNLNAKLVL-LGDMGAGKSSLVIRFIKGQFL

Solyc02g069370      -----------------------MATSGNKNMNAKLVL-LGDVGAGKSSLVLRFVKGQFI

AtRABF2a            -----------------------MASSGNKNINAKLVL-LGDVGAGKSSLVLRFVKDQFV

AtRABF2b            -----------------------MAAAGNKSINAKLVL-LGDVGAGKSSLVLRFVKDQFV

                                                                  :: :          

Solyc03g118820      FDSKPTIGVEFAYK-NIRV-----------------GD-KLIKAQIW-------DTAGQE

AtRABA6a            FDSKPTIGVEFAYR-NVHV-----------------GD-KIIKAQIW-------DTAGQE

AtRABA6b            LDSKPTIGVDFAYR-NVRV-----------------GD-KTIKAQIW-------DTAGQE

AtRABA5a            PNSKSTIGVEFQTQ-KMDI-----------------NG-KEIKAQIW-------DTAGQE

Solyc05g054150      PNSKSTIGVEFQTQ-KINI-----------------NG-KEVKAQIW-------DTAGQE

Solyc11g012460      PNSKSTIGVEFQTQ-KLDI-----------------NG-KEVKAQIW-------DTAGQE

AtRABA5b            TNSKATIGVEFQTQ-LVEI-----------------EG-KEVKAQIW-------DTAGQE

Solyc09g056340      HNSKATIGVEFQTQ-VVEV-----------------DG-KEIKAQVW-------DTAGQE

Solyc09g097900      LHSKATIGVEFQTQ-VLEI-----------------NG-KEVKAQIW-------DTAGQE

Solyc09g098170      LHSKATIGVEFQTQ-TLEI-----------------DG-KEVKAQIW-------DTAGQE

AtRABA5c            PNSKATIGVEFQTQ-SMLI-----------------DG-KEVKAQIW-------DTAGQE

AtRABA5d            AHSKATIGVEFQTQ-NMEI-----------------EG-KEVKAQIW-------DTAGQE

AtRABA5e            ANSKATIGVEFQTQ-SMEI-----------------EG-KEVKAQIW-------DTAGQE

Solyc03g006270      QESKSTIGVEFATR-TIHV-----------------DD-KIIKAQIW-------DTAGQE

Solyc10g008840      QQSKSTIGVEFATR-TIHV-----------------DD-KIVKAQIW-------DTAGQE

AtRABA1e            IESKSTIGVEFATR-SVHV-----------------DE-KIIKAQLW-------DTAGQE

AtRABA1h            HDSRSTIGVEFATRRGIQV-----------------DD-KIVKAQIW-------DTAGQE

AtRABA1i            HDSRATIGVEFATR-SIQC-----------------DD-KIVKAQIW-------DTAGQE

Solyc12g014080      LESKSTIGVEFATR-SIKV-----------------DD-KIVKAQIW-------DTAGQE

AtRABA1g            LESKSTIGVEFATR-SIHV-----------------DE-KIVKAQIW-------DTAGQE

Solyc12g010790      LESKSTIGVEFATR-SIRV-----------------DD-KVVKAQIW-------DTAGQE

Solyc07g053480      LESKSTIGVEFATR-SIHV-----------------ED-KVVKAQIW-------DTAGQE

AtRABA1f            LESKSTIGVEFATR-SIHV-----------------DD-KIVKAQIW-------DTAGQE

AtRABA1a            LESKSTIGVEFATK-TTKV-----------------EG-KVVKAQIW-------DTAGQE

AtRABA1b            LESKSTIGVEFATR-TLKV-----------------DG-KVVKAQIW-------DTAGQE

Solyc07g055290      LESKSTIGVEFATK-SLNI-----------------DG-KVIKAQIW-------DTAGQE

Solyc02g072180      LESKSTIGVEFATK-SLTV-----------------DS-KVIKAQIW-------DTAGQE

AtRABA1c            LESKSTIGVEFATR-SLNV-----------------DD-KVIKAQIW-------DTAGQE

AtRABA1d            LESKSTIGVEFATR-SLNV-----------------NE-KVIKAQIW-------DTAGQE

AtRABA2a            LESKSTIGVEFATR-TLQV-----------------EG-RTVKAQIW-------DTAGQE

Solyc01g103380      LESKSTIGVEFATR-TLQV-----------------EG-RTVKAQIW-------DTAGQE

Solyc10g045550      LESKSTIGVEFATR-TLKV-----------------EG-RTIKSQIW-------DTAGQE

Solyc03g079900      LESKSTIGVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQE

Solyc05g052900      LESKSTIGVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQE

AtRABA2b            LESKSTIGVEFATR-TLQVISLLSLSLNLDNFPPDQFG-KTVKAQIW-------DTAGQE

AtRABA2c            LESKSTIGVEFATR-TTQV-----------------EG-KTIKAQIW-------DTAGQE

AtRABA2d            LESKSTIGVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQE

Solyc06g005810      LESKSTIGVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQE

Solyc06g076450      LESKSTIGVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQE

AtRABA4b            MDSKATIGVEFQTR-TLSI-----------------EQ-KSIKAQIW-------DTAGQE

AtRABA4a            LDSKATIGVEFQTR-TLVI-----------------DH-KSVKAQIW-------DTAGQE

Solyc04g012180      LDSKATIGVEFQTR-TLVI-----------------QH-KSVKAQIW-------DTAGQE

Solyc11g010100      LDSKATIGVEFQTR-TLVI-----------------QH-KSVKAQIW-------DTAGQE

Solyc01g086850      LDSKATIGVEFQTR-TLEI-----------------DN-KTIKAQIW-------DTAGQE

AtRABA4c            IESKATIGVEFQTR-TLEI-----------------DR-KTIKAQIW-------DTAGQE

Solyc10g050030      LDSKPTIQVEFQTK-TLHV-----------------DN-KTIKSQTW-------DTAGQE

AtRABA4d            VDSKATIGVEFQTK-TLVI-----------------DN-KTVKAQIW-------DTAGQE

Solyc03g064020      LDSKATIGVEFQTK-TLII-----------------DN-RTVKAQIW-------DTAGQE

Solyc10g079030      LDSKATIGVEFQTK-TLLV-----------------DN-KTVKAQIW-------DTAGQE

Solyc01g096220      FDSKSTIGVEFQTR-TVSM-----------------QS-KVVKAQIW-------DTAGQE

AtRABA3             YDSKSTIGVEFQTR-TITL-----------------RG-KLVKAQIW-------DTAGQE

AtRABG1             QLHNSTIYVDLVTK-EICI-----------------AE-RQVILQIW-------DTAGQE

Solyc04g051680      EQYKATIGADFATK-ELEI-----------------GE-RVVTLQIW-------DTAGQE

AtRABG2             KQYKATIGADFVTK-ELHI-----------------DE-KSVTLQIW-------DTAGQE

AtRABG3e            NQYKATIGADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQE

Solyc01g109520      NQYKATIGADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQE

AtRABG3f            NQYKATIGADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQE

Solyc03g120750      NQYKATIGADFLTK-EVQF-----------------ED-RLYTLQIW-------DTAGQE

AtRABG3c            NQYKATIGADFLTK-EVQI-----------------DD-RIFTLQIW-------DTAGQE

AtRABG3d            NQYKATIGADFLTK-EVQI-----------------DD-RIFTLQIW-------DTAGQE

AtRABG3b            QQYKATIGADFVTK-ELQI-----------------DD-RLVTLQIW-------DTAGQE

Solyc04g072060      QQYKATIGADFVTK-ELQI-----------------DD-RLVTLQIW-------DTAGQE

AtRABG3a            MQYKATIGADFVTK-ELQI-----------------GE-KLVTLQIW-------DTAGQE

Solyc06g060210      PVYEVTIGAEFGSR-TITV-----------------DQ-KPIKLQIW-------DTAGQE

AtRABB1a            AVHDLTIGVEFGAK-TITI-----------------DN-KPIKLQIW-------DTAGQE

Solyc07g056150      PVHDLTIGVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQE

AtRABB1c            PVHDLTIGVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQE

Solyc10g007700      PVHDLTIGVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQE

Solyc12g011130      PVHDLTIGVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQE

Solyc02g093530      PVHDLTIGVEFGAR-MVTI-----------------DG-KPIKLQIW-------DTAGQE

AtRABB1b            PVHDLTIGVEFGAR-MVTV-----------------DG-RPIKLQIW-------DTAGQE

Solyc11g008020      QDLSPTVGVDFKIR-MLTV-----------------GS-KRLKLTIW-------DTAGQE

Solyc04g064510      EDLSPTIGVDFKVK-HVTL-----------------GG-KKLKLAIW-------DTAGQE

AtRABC1             DDLSPTIGVDFKVK-YLTI-----------------GE-KKLKLAIW-------DTAGQE

Solyc09g008460      DDLAPTIGVDFKIK-TLTV-----------------SG-KKLKLTIW-------DTAGQE

Solyc10g086310      DDVTPTIGVDFKIK-TLTV-----------------GG-KRLKLTIW-------DTAGQE

AtRABC2a            EDLAPTIGVDFKIK-QLTV-----------------GG-KRLKLTIW-------DTAGQE

AtRABC2b            EDLAPTIGVDFKIK-QMKV-----------------RG-KRLKLTIW-------DTAGQE

AtRABE1a            TSFITTIGIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQE

Solyc10g086350      TSFITTIGIDFKIK-TVEL-----------------DG-KRIKLQIW-------DTAGQE

AtRABE1c            TSFITTIGIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQE

Solyc11g073050      TSFITTIGIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQE

Solyc09g010370      TSFITTIGIDFKIR-TIEL-----------------DS-KRIKLQIW-------DTAGQE

Solyc04g011360      TSFITTIGIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQE

Solyc06g005350      TNFITTIGIDFKIR-TIEL-----------------KG-KRIKLQIW-------DTAGQE

AtRABE1d            TSFITTIGIDFKIR-TVEL-----------------DG-KRIKLQIW-------DTAGQE

AtRABE1e            TSFITTIGIDFKIR-TVEL-----------------DG-KRIKLQIW-------DTAGQE

AtRABD2b            DSYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

AtRABD2c            DSYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

Solyc01g090170      ESYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

AtRABD2a            ESYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

Solyc05g052070      DSYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

Solyc05g053940      ESYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

Solyc08g078070      ESYISTIGVDFKIR-TVDQ-----------------DG-KTIKLQIW-------DTAGQE

Solyc01g103370      DSYISTIGVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQE

AtRABD1             DSYISTIGVDFKIR-TIEQ-----------------DG-KTIKLQIW-------DTAGQE

AtRABH1a            TSYQATIGIDFLSK-TTRY-----------------ED-RTFRLQLWYKKLSLGDTAGQE

AtRABH1c            TTYQPTIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

Solyc01g088560      NTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

AtRABH1b            NTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

AtRABH1d            TTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

Solyc03g078570      TTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

Solyc05g051570      TTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

AtRABH1e            TTYQATIGIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQE

Solyc11g008430      PTSKVTVGASFLSQ-TIAL-----------------QDSTTVKFEIW-------DTAGQE

AtRABF1             ATSKVTVGASFLSQ-TIAL-----------------QDSTTVKFEIW-------DTAGQE

Solyc02g036450      EFQESTIGAAFFSS-TVSV-----------------NN-STVKFEIW-------DTAGQE

Solyc02g081380      EFQESTIGAAFFSS-TLAV-----------------NN-ATVKFEIW-------DTAGQE

Solyc02g069370      EFQESTIGAAFFSQ-TVAV-----------------ND-ATVKFEIW-------DTAGQE

AtRABF2a            EFQESTIGAAFFSQ-TLAV-----------------ND-ATVKFEIW-------DTAGQE

AtRABF2b            EFQESTIGAAFFSQ-TLAV-----------------ND-ATVKFEIW-------DTAGQE

                         *:   :                                   *       ******

Solyc03g118820      RFRAITSSYYRGALGALLVYDITRRTTFENL-RKWLHELREY-----------GN----S

AtRABA6a            RFRAITSSYYRGALGALLIYDITRRTTFDNI-KKWLFELRDF-----------AN----P

AtRABA6b            RFRAITSSYYRGALGALLIYDITRRITFKNI-EKWLSELRGF-----------SS----P

AtRABA5a            RFRAVTSAYYRGAVGALLVYDISRRQTFHSI-GRWLNELHTH-----------SD----M

Solyc05g054150      RFRAVTSAYYRGAVGALLVYDISRRLTFDNI-DRWLNELQTH-----------SD----M

Solyc11g012460      RFRAVTSAYYRGAVGALLVYDISRRLTFENI-GRWLNELQTH-----------SD----M

AtRABA5b            RFRAVTSAYYRGAFGALIVYDITRGDTFESV-KRWLQELNTH-----------CD----T

Solyc09g056340      RFRAVTSAYYRGAVGALIVYDISRSTTFENI-KRWLDELNTH-----------CD----T

Solyc09g097900      RFRAVTSAYYRGAFGALLVYDISRRSTFESV-TRWLDELNTH-----------CD----T

Solyc09g098170      RFRAVTSAYYRGAFGALVVYDISRRTTFDSI-PRWLDELKTH-----------SD----T

AtRABA5c            RFRAVTSAYYRGAVGALVVYDITRSSTFENV-GRWLDELNTH-----------SD----T

AtRABA5d            RFRAVTSAYYRGAVGALVVYDISRRSTFESV-GRWLDELKTH-----------SD----T

AtRABA5e            RFRAVTSAYYRGAVGALVVYDITRRTTFESV-GRWLDELKIH-----------SD----T

Solyc03g006270      RYRAITSAYYRGAVGALLVYDITRHVTFENV-ARWLKELRDH-----------TD----Q

Solyc10g008840      RYRAITSAYYRGAVGALLVYDITRHVTFENV-ARWLKELRDH-----------TD----Q

AtRABA1e            RYRAITSAYYRGAVGALLVYDITRHITFENV-ERWLKELRDH-----------TD----A

AtRABA1h            RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TD----A

AtRABA1i            RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TD----A

Solyc12g014080      RYRAITSAYYRGAVGALVVYDITRHVTFENV-ERWLKELRDH-----------TD----Q

AtRABA1g            RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TE----A

Solyc12g010790      RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TD----S

Solyc07g053480      RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TD----S

AtRABA1f            RYRAITSAYYRGAVGALLVYDVTRHVTFENV-ERWLKELRDH-----------TD----A

AtRABA1a            RYRAITSAYYRGAVGALLIYDVTRHATFENA-ARWLRELRGH-----------TD----P

AtRABA1b            RYRAITSAYYRGAVGALLVYDVTRRATFENV-DRWLKELKNH-----------TD----P

Solyc07g055290      RYRAITSAYYRGAVGALLVYDVTRHVTFENV-NRWLKELRDH-----------TD----P

Solyc02g072180      RYRAITSAYYRGAVGALLVYDVTRHSTFENV-ERWLKELRDH-----------TD----P

AtRABA1c            RYRAITSAYYRGAVGALLVYDVTRHSTFENV-ETWLKELRNH-----------TD----P

AtRABA1d            RYRAITSAYYRGAVGALLVYDVTRHSTFENV-ERWLRELRDH-----------TD----P

AtRABA2a            RYRAITSAYYRGALGALLVYDVTKPTTFENV-SRWLKELRDH-----------AD----S

Solyc01g103380      RYRAITSAYYRGALGALLVYDVTKPTTFENV-SRWLKELRDH-----------AD----S

Solyc10g045550      RYRAITSAYYRGALGALLVYDVTKPISFENV-SRWLKELRDH-----------AD----S

Solyc03g079900      RYRAITSAYYRGAVGALLVYDITKRQTFENV-HRWLRELRDH-----------AD----S

Solyc05g052900      RYRAITSAYYRGAVGALLVYDITKRQTFENV-TRWLRELRDH-----------AD----S

AtRABA2b            RYRAITSAYYRGAVGALLVYDITKRQTFENV-LRWLRELRDH-----------AD----S

AtRABA2c            RYRAITSAYYRGAVGALLVYDITKRQTFDNV-LRWLRELRDH-----------AD----S

AtRABA2d            RYRAITSAYYRGAVGALLVYDITKRQTFDNV-LRWLRELRDH-----------AD----S

Solyc06g005810      RYRAITSAYYRGAVGALLVYDITKGQTFDNV-QRWLRELRDH-----------AD----S

Solyc06g076450      RYRAITSAYYRGAVGALLVYDITKRQTFDNV-LRWLRELRDH-----------AD----S

AtRABA4b            RYRAVTSAYYRGAVGAMLVYDMTKRETFEHI-PRWLEELRAH-----------AD----K

AtRABA4a            RYRAVTSAYYRGAVGAMLVYDITRRQTFDHI-PRWLEELRAH-----------AD----K

Solyc04g012180      RYRAVTSAYYRGAVGAMLVYDITKRQTFDHI-PRWLEELRAH-----------AD----R

Solyc11g010100      RYRAVTSAYYRGAVGALLVYDITKRQTFDHI-PRWLEELRAH-----------AD----K

Solyc01g086850      RYRAVTSAYYRGAVGAMLVYDITKRQSFDHI-ARWLEELRGH-----------AD----K

AtRABA4c            RYRAVTSAYYRGAVGAMLVYDITKRQSFDHV-ARWLEELRGH-----------AD----K

Solyc10g050030      MYRAVTNAYYRGVVGTMLVYDLTKRQ----------------------------------

AtRABA4d            RYRAVTSAYYRGAVGAMLVYDMTKRQSFDHM-AKWLEELRGH-----------AD----K

Solyc03g064020      RYRAVTSAYYRGAVGAMLVYDLTKRQSFDHM-ARWLEELRGH-----------AD----K

Solyc10g079030      RYRAVTSAYYRGAVGAMLVYDLTKRQSFDHM-ARWLEELRGH-----------AD----K

Solyc01g096220      RYRAVTSAYYRGALGAMLVYDITKRQTFDHV-ARWVEELRAH-----------AD----S

AtRABA3             RYRAVTSAYYRGALGAMVVYDITKRLSFDHV-ARWVEELRAH-----------AD----D

AtRABG1             RFKSLPSRFYRDTDCCVLVYDVNTLKTFESI-DNWHDEFIKQ-----------ANPETPT

Solyc04g051680      RFHSLGVAFYRGADCCILVYDVNVPKSFETL-QHWHEEFIKQ-----------ADLTEPE

AtRABG2             RFQSLGAAFYRGADCCVLVYDVNNLKSFETL-NNWHTEFLKQ-----------ANPMEPE

AtRABG3e            RFQSLGVAFYRGADCCVLVYDVNSAKSFEDL-NNWREEFLIQ-----------ASPSDPE

Solyc01g109520      RFQSLGVAFYRGADCCVLVYDVNSMKSFENL-NNWREEFLIQ-----------ASPSDPE

AtRABG3f            RFQSLGVAFYRGADCCVLVYDVNSMKSFENL-NNWREEFLIQ-----------ASPSDPE

Solyc03g120750      RFQSLGVAFYRGADCCVLVYDVNVMKSFENL-NNWREEFLIQ-----------ASPSDPE

AtRABG3c            RFQSLGVAFYRGADCCVLVNDVNVMKSFENL-NNWREEFLIQ-----------ASPSDPE

AtRABG3d            RFQSLGVAFYRGADCCVLVYDVNVMKSFDNL-NNWREEFLIQ-----------ASPSDPE

AtRABG3b            RFQSLGVAFYRGADCCVLVYDVNHLKSFESL-DNWHNEFLTR-----------ASPRDPM

Solyc04g072060      RFQSLGVAFYRGADCCVLVYDVNVMRSFDNL-DNWHEEFLKQ-----------ANPPDPK

AtRABG3a            RFQSLGAAFYRGADCCALVYDVNVLRSFDNL-ETWHEEFLKQAWNIGMWTIAEASPSDPK

Solyc06g060210      KFRSLTRYFYRGAVGALLVYDVTKRQTFQQL-PNWLEDLRKH-----------GD---EK

AtRABB1a            SFRSVTRSYYRGRAGTLLVYDITRRETFNHL-ASWLEEARQH-----------AS---EN

Solyc07g056150      SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---AN

AtRABB1c            SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---AN

Solyc10g007700      SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---AN

Solyc12g011130      SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---AN

Solyc02g093530      SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---PN

AtRABB1b            SFRSITRSYYRGAAGALLVYDITRRETFNHL-ASWLEDARQH-----------AN---PN

Solyc11g008020      RFGALTSSYYRGAHGIILVYDVTRRETFTNLSETWAKDIKSY-----------ST---NP

Solyc04g064510      RFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDLY-----------ST---NQ

AtRABC1             RFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDLY-----------ST---NQ

Solyc09g008460      RFRTLTSSYYRGAQGIILVYDVTRRETFTNLSDVWAKEVELY-----------SN---NQ

Solyc10g086310      KFRTLTSSYFRGAQGIILVYDVTRRDTFTNLSDVWAKEVELY-----------CT---NE

AtRABC2a            RFRTLTSSYYRGAQGIILVYDVTRRETFTNLVDVWGKEIELY-----------ST---NQ

AtRABC2b            KFRTLTSSYFRGSQGIILVYDVTKRETFLNLADIWAKEIELY-----------ST---NH

AtRABE1a            RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DS

Solyc10g086350      RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DN

AtRABE1c            RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DN

Solyc11g073050      RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DN

Solyc09g010370      RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DN

Solyc04g011360      RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWIRNIEQH-----------AS---DN

Solyc06g005350      RFRTITTAYYRGAMGILLVYDVTDESSFNNI-TNWIRNIELH-----------AS---NN

AtRABE1d            RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWMKNIEQH-----------AS---DN

AtRABE1e            RFRTITTAYYRGAMGILLVYDVTDESSFNNI-RNWMKNIEQH-----------AS---DS

AtRABD2b            RFRTITSSYYRGAHGIIVTYDVTDLESFNNV-KQWLNEIDRY-----------AS---EN

AtRABD2c            RFRTITSSYYRGAHGIIVTYDVTDLESFNNV-KQWLNEIDRY-----------AS---EN

Solyc01g090170      RFRTITSSYYRGAHGIIVVYDVTDQESFNNV-KQWLSEIDRY-----------AT---PN

AtRABD2a            RFRTITSSYYRGAHGIIIVYDVTDEESFNNV-KQWLSEIDRY-----------AS---DN

Solyc05g052070      RFRTITSSYYRGAHGIIIVYDITDQESFNNV-KQWLSEIDRY-----------AS---EN

Solyc05g053940      RFRTITSSYYRGAHGIIVVYDVTDQESFNNV-KQWLSEIDRY-----------AS---DN

Solyc08g078070      RFRTITSSYYRGAHGIIVVYDVTDQESFNNV-KQWLSEIDRY-----------AS---DN

Solyc01g103370      RFRTITSSYYRGAHGIIIVYDVTEMESFNNV-KQWLNEIDRY-----------AN---ES

AtRABD1             RFRTITSSYYRGAHGIIIVYDCTEMESFNNV-KQWLSEIDRY-----------AN---ES

AtRABH1a            RFKSLVPSYIRDSSVAVIVYDVASKQSFINT-SKWIEEVRAE-----------RG----S

AtRABH1c            RFRSLIPSYIRDSSVAIVVYDVSNRQTFLNT-SKWIEDVHRE-----------RG---QS

Solyc01g088560      RFRSLIPSYIRDSSVAVIVYDVASRQSFLNT-SKWIEEVRTE-----------RG----S

AtRABH1b            RFRSLIPSYIRDSSVAVIVYDVASRQSFLNT-TKWIDEVRTE-----------RG----S

AtRABH1d            RFRSLIPSYIRDSSVAVVVYDVANRLSFLNT-SKWIEEVRNE-----------RA----G

Solyc03g078570      RFRSLIPSYIRDSSVAVIVYDVANRQSFLNT-SKWIEEVRTE-----------RG----S

Solyc05g051570      RFRSLIPSYIRDSSVAVIVFDVANRQSFLNT-SKWIEEVRTE-----------RG----T

AtRABH1e            RFRSLIPSYIRDSSVAVIVYDVANRQSFLNT-SKWIEDVRTE-----------RG----S

Solyc11g008430      RYAALAPLYYRGAAVAVVVYDITSPESFAKA-QYWVKELQKH------------G---SP

AtRABF1             RYSALAPLYYRGAGVAVIVYDITSPESFKKA-QYWVKELQKH------------G---SP

Solyc02g036450      RYHSLAPMYYRGAAAAIIVYDITSTDSFARA-KKWVQELQKQ------------G---NP

Solyc02g081380      RYHSLAPMYYRGAAAAIIVYDITSSDSFAKA-KKWVQELQKQ------------G---NS

Solyc02g069370      RYHSLAPMYYRGAAAAIIVYDITNQASFDRA-KKWVQELQAQ------------G---NP

AtRABF2a            RYHSLAPMYYRGAAAAIIVFDITNQASFERA-KKWVQELQAQ------------G---NP

AtRABF2b            RYHSLAPMYYRGAAAAIIVFDVTNQASFERA-KKWVQELQAQ------------G---NP

                     : ::   : *.     :  *                                       

Solyc03g118820      DMVIVLVGNKSDLSNSS--RQVNIEDGQSLAQVE-GLSFLETSAMENLNVEEAFLQMINK

AtRABA6a            ETVVVLVGNKSDLRQ-S--REVEEDEGKTLAESE-GLYFLETSALENVNVEEAFLVMIGR

AtRABA6b            ETVVVLVGNKSDLGQ-S--REVEEEEGKTLAESE-GLYFLETSALENQNVEEAFLSMIGR

AtRABA5a            NVVTILVGNKSDLK-DL--REVSTAEGKALAEAQ-GLFFMETSALDSSNVAAAFETVVKE

Solyc05g054150      NVVIILVGNKSDLK-DA--REVTTAEGKALAEAK-GLFFIETSALDSSNVTSAFQTVVRE

Solyc11g012460      NVVTILVGNKSDLK-DA--REVTTAEGKSLAEAQ-GLFFIETSALDSSNVTAAFQTVVKE

AtRABA5b            AVAQMLVGNKCDLE-DI--RAVSVEEGKALAEEE-GLFFMETSALDATNVDKAFEIVIRE

Solyc09g056340      TVARMLVGNKCDLE-NI--RDVSVEDGKNLAEEE-GLFFIETSALDSTNVKTAFEIVIRE

Solyc09g097900      TVAKMLVGNKCDLD-NI--RDVSIEEGAKLAEAE-GLFFMETSALDSTNVNKAFEIVIRE

Solyc09g098170      TVARILVGNKCDLE-NI--RAVSVEEGKSLAESE-GMFFMETSALDSTNVNKAFEIVIRE

AtRABA5c            TVAKMLIGNKCDLE-SI--RAVSVEEGKSLAESE-GLFFMETSALDSTNVKTAFEMVIRE

AtRABA5d            TVARMLVGNKCDLE-SI--RAVSVEEGKALAETE-GLFFMETSALDSTNVKTAFEMVIRD

AtRABA5e            TVARMLVGNKCDLE-NI--RAVSVEEGKALAEEE-GLFFVETSALDSTNVKTAFEMVILD

Solyc03g006270      NIVVMLVGNKADLR-HL--RAVPTGESSGFAERE-NTFFMETSALEALNVENAFTEVLTQ

Solyc10g008840      SIVVMLVGNKADLR-HL--RAVPTDESKGFAERE-NTFFMETSALEALNVENAFTEVLTQ

AtRABA1e            NVVIMLVGNKADLR-HL--RAVPTEEARSFSERE-NMFFMETSALDATNVEQAFTHVLTQ

AtRABA1h            NTVIMLVGNKADLN-HL--RAISTEEVKDFAERE-NTFFMETSALEAINVENAFTEVLTQ

AtRABA1i            NIVIMLVGNKADLR-HL--RAISTEEAKAFAERE-NTFFMETSALEAVNVDNAFTEVLTQ

Solyc12g014080      NIVIMLVGNKADLR-HL--RAVSTEDAKAFAERE-STFYMETSALESLNVENAFTEVLTE

AtRABA1g            NIVIMLVGNKADLR-HL--RAVSTEDAKAFAERE-NTFFMETSALEALNVENAFTEVLSQ

Solyc12g010790      SIVIMLVGNKADLR-HL--RAVSTEDAQAFAEKE-STFFMETSALESMNVESAFTEVLTQ

Solyc07g053480      NIVIMLVGNKADLR-HL--RAVSTEDAKAFAEKE-STFFMETSALESMNVENAFTEVLTQ

AtRABA1f            NIVIMFVGNKADLR-HL--RAVSTEDAKAFAERE-NTFFMETSALESMNVENAFTEVLSQ

AtRABA1a            NIVVMLIGNKCDLR-HL--VAVKTEEAKAFAERE-SLYFMETSALDATNVENAFTEVLTQ

AtRABA1b            NIVVMLVGNKSDLR-HL--LAVPTEDGKSYAEQE-SLCFMETSALEATNVEDAFAEVLTQ

Solyc07g055290      NIVVMLLGNKSDLR-HL--VAVSTEEAKSLAERE-ALYFMETSALEATNVENAFTEALTQ

Solyc02g072180      NIVVMLVGNKSDLR-HL--VAVSTEDGKSFAEKE-SLYYMETSALESTNVENAFAEVLTQ

AtRABA1c            NIVVMLVGNKSDLR-HL--VAVQTEDAKSFAEKE-SLYFMETSALEATNVENAFAEVLTQ

AtRABA1d            NIVVMLVGNKSDLR-HL--VAVQTEDAKSFAENE-SLYFMETSALESTNVENAFSEVLTQ

AtRABA2a            NIVIMLIGNKTDLK-HL--RAVATEDAQSYAEKE-GLSFIETSALEALNVEKAFQTILSE

Solyc01g103380      NIVIMLIGNKTDLK-HL--RAVATEDAQSFAEKE-GLSFIETSALEATNVEKSFQTILSE

Solyc10g045550      NIVIMLIGNKTDLK-HL--RAVATEDAQSYAERE-GLSFIETSALEATNVEKAFQMNLSE

Solyc03g079900      NIVIMMAGNKSDLN-HL--RAIPDHDARLLAEKE-GLSFLETSALEALNVEKAFQTILLD

Solyc05g052900      NIVIMLAGNKSDLN-HL--RSIPELDARGLAEKE-GLSFLETSALEAYNVEKAFQTILLD

AtRABA2b            NIVIMMAGNKSDLN-HL--RSVADEDGRSLAEKE-GLSFLETSALEATNIEKAFQTILSE

AtRABA2c            NIVIMMAGNKSDLN-HL--RSVAEEDGQSLAEKE-GLSFLETSALEATNVEKAFQTILGE

AtRABA2d            NIVIMMAGNKADLN-HL--RSVAEEDGQTLAETE-GLSFLETSALEATNVEKAFQTVLAE

Solyc06g005810      NIVIMMAGNKSDLN-HL--RAVSEQDGQNLAEKE-GLSFLETSALEAVNVDKAFQTILTE

Solyc06g076450      NIVIIMAGNKSDLR-HL--RAVSEQDGQALAEKE-GLSFLETSALEAFNVDKAFHTILTD

AtRABA4b            NIVIILIGNKSDLE-DQ--RAVPTEDAKEFAEKE-GLFFLETSALNATNVENSFNTLMTQ

AtRABA4a            NIVIILIGNKSDLV-DQ--RAIPTEDAKEFAEKE-GLFFLETSAFNATNVESAFSTVLTE

Solyc04g012180      NIVIILIGNKTDLK-DQ--RAVPTEDAKEFAQKE-GLFFLETSALEATNVEDAFSTVLTE

Solyc11g010100      NIVIMLIGNKTDLE-DQ--RAVPTEDAKEFAQKE-GLFFLETSAMEATNIEDAFLTVLTE

Solyc01g086850      NIVIMLVGNKTDLG-SL--RAVPTEDAKEFAEKE-NLFFIETSALESTNVDTAFVNVLTE

AtRABA4c            NIVIMLIGNKTDLG-TL--RAVPTEDAKEFAQRE-NLFFMETSALDSNNVEPSFLTVLTE

Solyc10g050030      ------------------------------------------------------------

AtRABA4d            NIVIMLIGNKCDLG-SL--RAVPTEDAQEFAQRE-NLFFMETSALEATNVETAFLTILTE

Solyc03g064020      NIVIMLIGNKCDLG-SL--RAIPIEDAQEFAERE-NLFFMETSALESTNVETAFMSILKE

Solyc10g079030      NIVIMLIANKCDLG-SL--RAVPVEDAQEFAERE-NLFFMETSALQSTNVEGAFMTILTE

Solyc01g096220      SIVIMLIGNKADLV-DS--RAVPTEDAVEFAERQ-GLFFSETSALSGHNVESAFFKLLQE

AtRABA3             SAVIMLVGNKADLSVGK--RAVPTEDAVEFAETQ-RLFFSEVSALSGGNVDEAFFRLLEE

AtRABG1             KFPFVLMGNKTDVN-NGKPRVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFLEIAKK

Solyc04g051680      KFPFVLIGNKVDLE-YGSTEIVSEKQAREWCGCRGNIQNFMTSAKEDYNVDAAFLCAAQL

AtRABG2             TFPFVLIGNKTDVD-GGNSRVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVAHI

AtRABG3e            NFPFVVIGNKIDVD-GGSSRVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFLCITTN

Solyc01g109520      NFPFVVLGNKVDVD-GGNSRVVSEKKARAWCASKGNIPYFETSAKEGTNVEEAFQCIAKN

AtRABG3f            NFPFVLIGNKVDVD-DGNSRVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIAKD

Solyc03g120750      NFPFVVLGNKIDVD-GGNSRVVSEKKAKAWCASKG-IPYFETSAKEGFNVDAAFQCIAKN

AtRABG3c            NFPFVVLGNKTDVD-GGKSRVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFECIAKN

AtRABG3d            NFPFVVLGNKTDVD-GGKSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFECITKN

AtRABG3b            AFPFILLGNKVDID-GGNSRVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFLCITKL

Solyc04g072060      TFPFILLGNKIDID-GGNSRVVSEKKAKEWCTSKG-IPYFETSAKEDINVDAAFLSIAKT

AtRABG3a            TFPFIVLGNKIDVD-GGSSRVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFLTIAKT

Solyc06g060210      -LTVMVVGNKCDLD-EE-TRAVSKEEGEEFAKRN-KCLFMEVSARTAKNVEAAFGSAAEE

AtRABB1a            -MTTMLIGNKCDLE-D--KRTVSTEEGEQFAREH-GLIFMEASAKTAHNVEEAFVETAAT

Solyc07g056150      -MTIMLIGNKCDLA-H--RRAVSTEEGEQFAKEN-GLIFMEASAKTAQNVEEAFIRTAST

AtRABB1c            -MTIMLIGNKCDLA-H--RRAVSTEEGEQFAKEH-GLIFMEASAKTAQNVEEAFIKTAAT

Solyc10g007700      -MTIMLIGNKCDLA-H--RRAVSTEEGEQFAKEN-GLIFMEASAKTAQNVEEAFIKTAST

Solyc12g011130      -MSIMLIGNKCDLA-H--RRAVSTEEGEQFAKEN-GLIFMEASAKTAQNVEEAFIKTAST

Solyc02g093530      -MTIMLVGNKSDLS-H--RRAVSKEEGEQFAKEN-GLLFLEASARTAQSVEEAFIQTAAK

AtRABB1b            -MSIMLIGNKCDLA-H--KRAVSKEEGQQFAKEH-GLLFLEASARTAQNVEEAFIETAAK

Solyc11g008020      ECIKMLVGNKVDRD-SE--RAVTREEGLAFAKEH-NCLFLECSARTRENVQLCFKDLTLK

Solyc04g064510      ECIKMLVGNKVDKE-SE--RVVSKKEGIDFAREY-GCLFIECSAKTRVNVEQCFEELVLK

AtRABC1             DCIKMLVGNKVDKE-SE--RAVSKKEGIDFAREY-GCLFLECSAKTRVNVEQCFEELVLK

Solyc09g008460      DCVKMLVGNKVDRE-SE--RAVTREEGIALAKEL-GGLFLECSAKTRENVQNCFEELALK

Solyc10g086310      DCVKMLVGNKVDRE-SE--RVVRREEGVALAKEL-GSLFLECSAKTRANVEQCFEELTLK

AtRABC2a            ECVRMLVGNKVDRE-SE--RGVSREEGIALAKEL-NCMFLECSARTRQNVEQCFEELALK

AtRABC2b            DCIKMLVGNKVDRE-SE--RKVSREEGMALAKDL-NCLFHECSARTRENVNGCFEELALK

AtRABE1a            -VNKILVGNKADMD-ES-KRAVPKSKGQALADEY-GMKFFETSAKTNLNVEEVFFSIAKD

Solyc10g086350      -VNKILVGNKADMD-ES-KRAVPTSKGQALADEY-GIKFFETSAKTNMNVQEAFFSIARD

AtRABE1c            -VNKILVGNKADMD-ES-KRAVPTAKGQALADEY-GIKFFETSAKTNLNVEEVFFSIGRD

Solyc11g073050      -VNKILVGNKADMD-ES-KRAVPTAKGQALADEY-GIKFFETSAKTNLNVEQVFFSIARD

Solyc09g010370      -VNKILVGNKADMD-ES-KRAVPTSKGQALADEY-GIKFFETSAKTNMNVEEVFFSIARD

Solyc04g011360      -VNKILVGNKADMD-ES-KRAVPTSKGQALADEY-GIKFFETSAKTNLNVEEVFFSIGKD

Solyc06g005350      -VNKILVGNKTDMD-ES-KRAVPTSKG---------------------------------

AtRABE1d            -VNKILVGNKADMD-ES-KRAVPTAKGQALADEY-GIKFFETSAKTNLNVENVFMSIAKD

AtRABE1e            -VNKILVGNKADMD-ES-KRAVPTSKGQALADEY-GIKFFETSAKTNQNVEQVFLSIAKD

AtRABD2b            -VNKLLVGNKNDLT-SQ--KVVSTETAKAFADEL-GIPFLETSAKNATNVEEAFMAMTAA

AtRABD2c            -VNKLLVGNKCDLT-SQ--KVVSTETAKAFADEL-GIPFLETSAKNATNVEEAFMAMTAA

Solyc01g090170      -VNKILVGNKSDLV-AS--RVVSYETAKAFADEI-GIPFLETSAKDASNVEESFMAMTAA

AtRABD2a            -VNKLLVGNKSDLT-EN--RAIPYETAKAFADEI-GIPFMETSAKDATNVEQAFMAMSAS

Solyc05g052070      -VNKLLVGNKSDLN-DN--RAVSYDTAKAFADEI-GIPFMEASAKSATNVEQAFMAMAAE

Solyc05g053940      -VNKILVGNKADLT-AN--RVVSYETAKAFADEI-GIPFLETSAKDATNVEQAFMAMTGA

Solyc08g078070      -VNKLLVGNKCDLT-AQ--KVVSTETAQAFADEI-GIPFMETSAKNATNVEQAFMAMAAS

Solyc01g103370      -VCKLLVGNKCDLV-EN--KVVDTQMGKALADEL-GIPFLETSAKDSINVEQAFLTMAGE

AtRABD1             -VCKLLIGNKNDMV-ES--KVVSTETGRALADEL-GIPFLETSAKDSINVEQAFLTIAGE

AtRABH1a            YVIIVLVGNKTDLV-NK--RQVSIEEGENKAREF-GALFMETSAKAGFNIKPLFCKITSA

AtRABH1c            NVIIVLVGNKTDLV-EK--RQVSISEGEDKGKEY-GVMFIETSAKENFNIKALFRKIAAA

Solyc01g088560      DVIIVLVGNKTDLV-EK--RQVSIEEGEAKAREL-NVMFIETSAKAGFNIKPLFRKIAAA

AtRABH1b            DVIVVLVGNKTDLV-DK--RQVSIEEAEAKAREL-NVMFIETSAKAGFNIKALFRKIAAA

AtRABH1d            DVIIVLVGNKTDLV-EK--RQVSIEEGDSKGREY-GVMFIETSAKAGFNIKPLFRKIAAA

Solyc03g078570      DVIIVLVGNKTDLV-EK--RQVSTEEGDAKSREF-GVMYVETSAKAGFNIKPLFRKIAAA

Solyc05g051570      DVIIVLVGNKTDLV-EK--RQVSIEEGESKAREF-NVMFIETSAKAGFNIKPLFRKIAAA

AtRABH1e            DVIIVLVGNKTDLV-DK--RQVSIEEGDNKARDY-GVIFIETSAKAGFNIKPLFRKIAAA

Solyc11g008430      DIVMALVGNKADLD-EK--REVTTQDGIDCAEKN-GMFFIETSAKTADNINQLFEEIAKR

AtRABF1             DIVMALVGNKADLH-EK--REVPTEDGMELAEKN-GMFFIETSAKTADNINQLFEEIGKR

Solyc02g036450      IMVMALAGNKADLE-DK--RKVTAEEAHLYAEEN-GLFFMETSAKTAVNVNDIFYEIAKR

Solyc02g081380      NMIMALAGNKADLE-DR--RNVPAEEARLYAEEN-GLFFMETSAKTAANVNDIFYEIAKR

Solyc02g069370      NMVMALAGNKADLL-DA--RKVAAEEAQTYAEEN-GLFFMETSAKTASNVNDVFSEIAKR

AtRABF2a            NMVMALAGNKADLL-DA--RKVSAEEAEIYAQEN-SLFFMETSAKTATNVKDIFYEIAKR

AtRABF2b            NMVMALAGNKSDLL-DA--RKVTAEDAQTYAQEN-GLFFMETSAKTATNVKEIFYEIARR

Solyc03g118820      IHEVVSQKSLEA-KLNEVTTPKS--------LQQGKKLEII--NM--MNSEV-TATKQNV

AtRABA6a            IHEVVTQRIASENKSNGAATPHINGNGNGTVLPVGKEIVNI--HEV-TATQ--PLLSSSS

AtRABA6b            IHEVLTQKIVLDNRLNGDGNN----ESNGAVVPPGKEIAES--PIS-IRSGFTAMGIIAS

AtRABA5a            IYNILSRKVMSSQELNK---------QDPASLSNGKKVVIP--SDG-QG------EFKKG

Solyc05g054150      IYNILSRKVIQSQELQK---------KDSGRLANGKSVVLQ--ADE-GN-EDTVADTKKG

Solyc11g012460      IYNILSRKVMQSQELQK---------KDSGRLANGKTVVLQ--ADE-NQ-EAETQAKKDS

AtRABA5b            IFNNVSRKLLNSDAYKA---------ELS----V-NRVSLV--NNQ-D---GSESSWRNP

Solyc09g056340      IYKNVSRKVLNSDSYKA---------ELS----F-NRVSLA--NGT-D---M---SKQKT

Solyc09g097900      IYSNVSRKVLNSDSYKA---------ELS----I-NRVNLV--KDD-G---EGSKRSW-S

Solyc09g098170      IYNSVSRKVLNSDSYKA---------ELS----V-NRVNLV--NDG-T---DGSKQKQGY

AtRABA5c            IYSNISRKQLNSDSYKE---------ELT----V-NRVSLV--KNE-N---EGT---KTF

AtRABA5d            IYTNISRKQLNSDTYKT---------ELS----MKNRVSLV--KDD-N---KSSTQGFGF

AtRABA5e            IYNNVSRKQLNSDTYKD---------ELT----V-NRVSLV--KDD-N---SASKQSSGF

Solyc03g006270      IYRVVSRKALDIGDDPT-------------SVPRGQTINIG--K-D-DV-SAVK----NG

Solyc10g008840      IYRVVSKKALDAGDDPA-------------SLPAGQTIHIG--N---DV-SAVK----KG

AtRABA1e            IYRVMSRKALDGTGDPM-------------SLPKGQTIDIG--NKD-DV-TAVK----SS

AtRABA1h            IYRVVSKKALDAGDDPT------------TALPKGQMINVG--SRD-DV-SAVK----KS

AtRABA1i            IYRVVSKKALEAGDDPT------------TALPKGQMINVG--GRD-DI-SAVK----KP

Solyc12g014080      IYRVVCRKALEVGDDPT-------------ALPKGQTINVG--K-D-DV-SAVK----KV

AtRABA1g            IYRVASKKALDIGDDHT-------------TLPKGQSINVG--SKD-DV-SEVK----KV

Solyc12g010790      IHRVVSRKALEVGDDPA-------------AVPKGQTINVG--GKD-DV-SEVK----KA

Solyc07g053480      IYRVVSKKALEAGDDPA-------------ALPKGQTINVG--SKD-DV-SAVK----KV

AtRABA1f            IYRVVSRKALDIGDDPA-------------ALPKGQTINVG--SKD-DV-SAVK----KV

AtRABA1a            IHKIVSKRSVDGGGE-----------S-ADLPGKGETINVK----E-DG-SVLK----RM

AtRABA1b            IYRITSKKQVEAGEDGN---------A---SVPKGEKIEVK----N-DV-SALK----KL

Solyc07g055290      IYRIVSKKAVEAGDEGA---------T-STAPPKGQTINIK----D-EG-SAWK----KF

Solyc02g072180      IYHVVSRKAMENGENGN-----------GNVPSKGEKIDIG----K-EV-SDVK----KA

AtRABA1c            IHHIVSKKAMEAAS-ES-----------ANVPSKGDKIDIG----K-DV-SAVK----KG

AtRABA1d            IYHVVSKKAMEAGE-DS-----------GNVPSKGEKIDV-------DV-SAVK----KT

AtRABA2a            VYRIISKKSISSDQTTA---------NA--NIKEGQTIDVA--A---TS-ESNA----KK

Solyc01g103380      IYRIISKKPLSSEE-PA---------NA--NIKEGKTLVVG--A----E-EPAP----KK

Solyc10g045550      IYRIISKKSLSSGN-PA---------PA--NIKEGKTLVVG--A----E-EINT----KK

Solyc03g079900      IYQIISRKALAAQEAG-------------ATPGQGTVIKVG--D---NS-GNSN----TR

Solyc05g052900      IYQIVSRKALAAQEAA------------ASIPGQGTSINVG--E---YV-ANKN----KR

AtRABA2b            IYHIISKKALAAQEAA------------GNLPGQGTAINIS--D---SS-AT-N----RK

AtRABA2c            IYHIISKKALAAQEAAA---------ANSAIPGQGTTINVD--D---TS-GG-A----KR

AtRABA2d            IYHIISKKALAAQEAAA---------ANSAIPGQGTTINVE--D---TS-GA-G----KR

Solyc06g005810      IYHIISKKALAAQAA-A---------TTTTLPGQGTTINVN--D---TS-DN-V----KR

Solyc06g076450      IYQIISKKALAAQEA-----------DSTALPGQGTTINVS--D---TS-AN-V----KR

AtRABA4b            IYNTVNKKNLASEGD-----------SNNPGSLAGKKI-LI--PGS-GQ-EIPAK---TS

AtRABA4a            IFNIVNKKSLAASED-Q--------ENGNPGSLAGKKIDIV--PGP-GQ-VIPNK---SN

Solyc04g012180      IFNIVNKKNLAADDY-P--------PNGNPASLSGKKI-LV--PGP-AQ-VIPEK---RA

Solyc11g010100      IFNIVNKKNLAAGDD-Q--------ANGNPASLTGKKI-LV--PGP-AQ-VIPEK---KA

Solyc01g086850      IYRVVSKKSLVANEAES--------AAGSSALLRGKEI-VV--PGQ-GP-VPSGS---SY

AtRABA4c            IYRIVSKKNLVANEEGE--------SGGDSSLLQGTKI-VV--AGE-ET-ESKG-----K

Solyc10g050030      ------------------------------------------------------------

AtRABA4d            IYRIISKKSLTADDD-D--------ADGNSSLLKGTRI-II--PSE-QE---SGK---RG

Solyc03g064020      IYQIVGKKTLIADEG-A--------EYAKSQSLKGTRI-IV--PGH-HS-DSAAQ---GA

Solyc10g079030      IYKIISKNTLTAAPG-A--------DYGKSQSLKGTRI-IV--PGQ-DS-DSGGN---SG

Solyc01g096220      IFDMVSRKTLLVPSGANGNY----IKETSNGLLKGLKIDVI--SGP-DF-EVSEMKKLSS

AtRABA3             IFSRVVVSRKAMESD-----------GGATVKLDGSRIDVI--SGS-DL-ETSNIKEQAS

AtRABG1             ALTNERQIDDMERYRSVV---------------------------------PTIEKETPR

Solyc04g051680      ALANEDDHN--IWQASLD------------EEMPSHC-QLQRIPE------SVSGIEQQR

AtRABG2             ALSNERKQSNDIYPRGQY------------HD-----------SV------TDIIDPDQS

AtRABG3e            AMKSGEEEE--MYLPDTI------------D--------------------VGTSNPQRS

Solyc01g109520      ALKSGEEEE--IYLPDTI------------D--------------------VAASSQQRT

AtRABG3f            ALKSGEEEE--LYLPDTI------------D--------------------VGTSNQQRS

Solyc03g120750      ALKNEPEEE--IYLPDTI------------D--------------------VAGGNQPRS

AtRABG3c            ALKNEPEEE--VYLPDTI------------D--------------------VAGARQQRS

AtRABG3d            AFKNEPEEE--PYLPDTI------------D--------------------VAGGQQQRS

AtRABG3b            ALANERDQD--IYFQPDT------------G--------------------SVPE---QR

Solyc04g072060      ALANEHEQD--IYFQGIP------------E--------------------AVSETEQR-

AtRABG3a            ALANEHEQD--IYFQGIP------------D--------------------AVTENEPKG

Solyc06g060210      ICEKIGKGDFGTVE-----------------GYKGITIGNW------RGK-----SKRFY

AtRABB1a            IYKRIQDGVVDEAN-----------------EP-------GITPGPFGGKDA-SSSQQRR

Solyc07g056150      IYKKIQDGVFDVSN-----------------ESYGIKVGYGGIPGPSGGRDG-AA-SQGG

AtRABB1c            IYKKIQDGVFDVSN-----------------ESYGIKVGYGGIPGPSGGRDG-ST-SQGG

Solyc10g007700      IYKKIQDGVFDVSN-----------------ESYGIKVGYGGIPGPSGGRDG-AA-SQGG

Solyc12g011130      IYKKIQDGVFDVSN-----------------ESYGIKVGYGGIPGPSGGRDG-AA-SQGG

Solyc02g093530      ILQKIQEGVFDVSN-----------------ESSGIKVGYGRTQGPAGPRDG-AV-AQRG

AtRABB1b            ILQNIQDGVFDVSN-----------------ESSGIKIGYGRTQGAAGGRDG-TI-SQGG

Solyc11g008020      ILDVPSLVEKGSAVV----------------K---KQ-----ISKQ--KEVHK--SQRNG

Solyc04g064510      ILDTPSLLAEGSAGV----------------R---KN-----IFRQ--KPPESDAST-SG

AtRABC1             ILETPSLTAEGSSGG----------------K---KN-----IFKQ--NPAQTTSTS-SS

Solyc09g008460      IMEVPSLLEEGSTVG----------------K---RN-----ILKQ--KQEQQ-TQQGGG

Solyc10g086310      IMEVPSLLEEGSVSG----------------K---KN-----ILIQ--KQQQQQTTQSLS

AtRABC2a            IMEVPSLLEEGSSAV----------------K---RN-----ILKQ--KPEHQTNTQ--S

AtRABC2b            IMEVPSLLEEGSSSV----------------K---RK-----P-------DY-RAHQ--G

AtRABE1a            IKQRLADTDARA-------------------EPQTIK-----INQSDQGAGT-SQATQKS

Solyc10g086350      IKQRIAESDSKA-------------------EPQTIK-----INQPDQTAGG-IQSAQKS

AtRABE1c            IKQRLSDTDSRA-------------------EPATIK-----ISQTDQAAGA-GQATQKS

Solyc11g073050      IKQRLADTDSKA-------------------EPSTLK-----INQPEAGAGG-SQTSQKS

Solyc09g010370      IKQRLAESDSKA-------------------EPQTIR-----INQPDQGAGS-SQGAQKS

Solyc04g011360      IKQRLSESDSKT-------------------EPQSIR-----INQSDQAGTA-GQGAQKS

Solyc06g005350      ------------------------------------------------------------

AtRABE1d            IKQRLTETDTKA-------------------EPQGIK-----ITKQDTA--ASSSTAEKS

AtRABE1e            IKQRLTESDTKA-------------------EPQGIK-----ITKQDANKASSSSTNEKS

AtRABD2b            IKTRMASQPAGG-A-----------------KPPTVQ-----IRGQ-------PVNQQSG

AtRABD2c            IKTRMASQPAGG-S-----------------KPPTVQ-----IRGQ-------PVNQQSG

Solyc01g090170      IKKSMANQPVPNAA-----------------QPPNVN-----IRGQ-------PVAQNSG

AtRABD2a            IKERMASQPAGNNA-----------------RPPTVQ-----IRGQ-------PVAQKNG

Solyc05g052070      IKNRMATQPASNNA-----------------KPPTVQ-----IRGQ-------PVNQKNG

Solyc05g053940      IKNRMASQPASNSA-----------------KPPTVN-----IRGQ-------PVTQSGG

Solyc08g078070      IKNRMASQPASNNA-----------------RPPTVQ-----IRGQ-------PVNQKSG

Solyc01g103370      IKKKMGNQPAGAKRT----------------G-STVQ-----IKGQ-------PIEQ-KG

AtRABD1             IKKKMGSQTNANKTS----------------GPGTVQ-----MKGQ-------PIQQNNG

AtRABH1a            LQGNEAVSW-TKQE-----------------DLVDVN---LKPLMFSSQANHQ-----QE

AtRABH1c            LPGVDSYSLATKSD-----------------DMVDVN---LKTTSNSS-QGEQQGGAGGG

Solyc01g088560      LPGMETLSS-AKQE-----------------DMVDVN---LKSSNSNAAQSQA-----QS

AtRABH1b            LPGMETLSS-TKQE-----------------DMVDVN---LKSSNANASLAQQ-----QS

AtRABH1d            LPGMESYSN-TKNE-----------------DMVDVN---LKPTSN-SSQGDQ-----QG

Solyc03g078570      LPGMETLSS-TKQE-----------------DMVDVN---LKPTTN-TSQSEQ-----QG

Solyc05g051570      LPGMEALSS-TKQE-----------------DMVDVN---LKPTTS-SSNAEQ-----QG

AtRABH1e            LPGMETLSS-TKQE-----------------DMVDVN---LKTSSN-SAQGEQ-----QR

Solyc11g008430      LPRPTVA-----------------------------------------------------

AtRABF1             LPRPAPSS----------------------------------------------------

Solyc02g036450      LPRAQPAQNQ---A-----------------GMVLVD---RRAE-----------GSRTS

Solyc02g081380      LPTAQPTQNP---A-----------------GMVLEN---RPAE-----------GSRTA

Solyc02g069370      LPRLQPAQNP---S-----------------GMVLMD---RPAQ-----------TPASA

AtRABF2a            LPRVQPAENP---T-----------------GMVLPN---GPGA-----------TAVSS

AtRABF2b            LPRVQPTENP---T-----------------GMVLPD---RAMD-----------RAVSS

Solyc03g118820      NCCY--------------------------------------------------------

AtRABA6a            NCCFK-------------------------------------------------------

AtRABA6b            STIFKSGDSKSSSSY-YQLPAERRRAHEEAIVNATIDLIARELDALFPPKLGDTSSADPP

AtRABA5a            GCCSS-------------------------------------------------------

Solyc05g054150      GCCSS-------------------------------------------------------

Solyc11g012460      SLFSVFSNLCLFSNIMCQNQALRVRSHEDPDSHELV--------AS--------------

AtRABA5b            SCCSR-------------------------------------------------------

Solyc09g056340      SCCSS-------------------------------------------------------

Solyc09g097900      SCCSR-------------------------------------------------------

Solyc09g098170      SCCSR-------------------------------------------------------

AtRABA5c            SCCSR-------------------------------------------------------

AtRABA5d            SCCSSS------------------------------------------------------

AtRABA5e            SCCSST------------------------------------------------------

Solyc03g006270      GCCSG-------------------------------------------------------

Solyc10g008840      GCCSS-------------------------------------------------------

AtRABA1e            GCCSG-------------------------------------------------------

AtRABA1h            GCCAT-------------------------------------------------------

AtRABA1i            GCCSA-------------------------------------------------------

Solyc12g014080      GCCSV-------------------------------------------------------

AtRABA1g            GCCSS-------------------------------------------------------

Solyc12g010790      GCCSA-------------------------------------------------------

Solyc07g053480      GCCSS-------------------------------------------------------

AtRABA1f            GCCSN-------------------------------------------------------

AtRABA1a            GCCSN-------------------------------------------------------

AtRABA1b            GCCSN-------------------------------------------------------

Solyc07g055290      GCCSS-------------------------------------------------------

Solyc02g072180      GCCSS-------------------------------------------------------

AtRABA1c            GCCSN-------------------------------------------------------

AtRABA1d            GCCSN-------------------------------------------------------

AtRABA2a            PCCSSS------------------------------------------------------

Solyc01g103380      ACCSA-------------------------------------------------------

Solyc10g045550      ACCSAS------------------------------------------------------

Solyc03g079900      PCCSN-------------------------------------------------------

Solyc05g052900      PCCAN-------------------------------------------------------

AtRABA2b            GCCST-------------------------------------------------------

AtRABA2c            ACCSS-------------------------------------------------------

AtRABA2d            GCCST-------------------------------------------------------

Solyc06g005810      GCCST-------------------------------------------------------

Solyc06g076450      GCCST-------------------------------------------------------

AtRABA4b            TCCTSS------------------------------------------------------

AtRABA4a            MCCNS-------------------------------------------------------

Solyc04g012180      CC-RS-------------------------------------------------------

Solyc11g010100      CC-SS-------------------------------------------------------

Solyc01g086850      SCCRS-------------------------------------------------------

AtRABA4c            GCCGTS------------------------------------------------------

Solyc10g050030      ------------------------------------------------------------

AtRABA4d            GCCGKS------------------------------------------------------

Solyc03g064020      GCCISS------------------------------------------------------

Solyc10g079030      GCCMSS------------------------------------------------------

Solyc01g096220      CSC---------------------------------------------------------

AtRABA3             CSC---------------------------------------------------------

AtRABG1             SRCSC-------------------------------------------------------

Solyc04g051680      GGCSC-------------------------------------------------------

AtRABG2             RGCAC-------------------------------------------------------

AtRABG3e            TGCEC-------------------------------------------------------

Solyc01g109520      GGCEC-------------------------------------------------------

AtRABG3f            TGCEC-------------------------------------------------------

Solyc03g120750      TGCEC-------------------------------------------------------

AtRABG3c            TGCEC-------------------------------------------------------

AtRABG3d            TGCEC-------------------------------------------------------

AtRABG3b            GGCAC-------------------------------------------------------

Solyc04g072060      GGCAC-------------------------------------------------------

AtRABG3a            GGCAC-------------------------------------------------------

Solyc06g060210      SCCF--------------------------------------------------------

AtRABB1a            GCCG--------------------------------------------------------

Solyc07g056150      GCCT--------------------------------------------------------

AtRABB1c            GCCG--------------------------------------------------------

Solyc10g007700      GCCT--------------------------------------------------------

Solyc12g011130      ACCS--------------------------------------------------------

Solyc02g093530      GCCS--------------------------------------------------------

AtRABB1b            GCCG--------------------------------------------------------

Solyc11g008020      NCCS--------------------------------------------------------

Solyc04g064510      CC----------------------------------------------------------

AtRABC1             YCCSS-------------------------------------------------------

Solyc09g008460      GCCS--------------------------------------------------------

Solyc10g086310      SCCS--------------------------------------------------------

AtRABC2a            GCCS--------------------------------------------------------

AtRABC2b            RCCSS-------------------------------------------------------

AtRABE1a            ACCGT-------------------------------------------------------

Solyc10g086350      ACCGS-------------------------------------------------------

AtRABE1c            ACCGT-------------------------------------------------------

Solyc11g073050      ACCGS-------------------------------------------------------

Solyc09g010370      ACCGS-------------------------------------------------------

Solyc04g011360      SCCGS-------------------------------------------------------

Solyc06g005350      ------------------------------------------------------------

AtRABE1d            ACCSYV------------------------------------------------------

AtRABE1e            ACCSYV------------------------------------------------------

AtRABD2b            CC-SS-------------------------------------------------------

AtRABD2c            CC-SS-------------------------------------------------------

Solyc01g090170      CC-SS-------------------------------------------------------

AtRABD2a            CC-ST-------------------------------------------------------

Solyc05g052070      CC-SS-------------------------------------------------------

Solyc05g053940      CC-SS-------------------------------------------------------

Solyc08g078070      CC-SS-------------------------------------------------------

Solyc01g103370      NCCG--------------------------------------------------------

AtRABD1             GCCGQ-------------------------------------------------------

AtRABH1a            SNCSC-------------------------------------------------------

AtRABH1c            GGCSC-------------------------------------------------------

Solyc01g088560      GGCAC-------------------------------------------------------

AtRABH1b            GGCSC-------------------------------------------------------

AtRABH1d            GACSC-------------------------------------------------------

Solyc03g078570      GGCAC-------------------------------------------------------

Solyc05g051570      GGCAC-------------------------------------------------------

AtRABH1e            GGCAC-------------------------------------------------------

Solyc11g008430      ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

Solyc02g036450      SCCS--------------------------------------------------------

Solyc02g081380      SCCT*-------------------------------------------------------

Solyc02g069370      SCCS--------------------------------------------------------

AtRABF2a            SCCA--------------------------------------------------------

AtRABF2b            SCCA--------------------------------------------------------

Solyc03g118820      -----------------------------------------

AtRABA6a            -----------------------------------------

AtRABA6b            NEIDPTKRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

AtRABA5a            -----------------------------------------

Solyc05g054150      -----------------------------------------

Solyc11g012460      --CETTRGVEEGRGNFS-------------YL---------

AtRABA5b            -----------------------------------------

Solyc09g056340      -----------------------------------------

Solyc09g097900      -----------------------------------------

Solyc09g098170      -----------------------------------------

AtRABA5c            -----------------------------------------

AtRABA5d            -----------------------------------------

AtRABA5e            -----------------------------------------

Solyc03g006270      -----------------------------------------

Solyc10g008840      -----------------------------------------

AtRABA1e            -----------------------------------------

AtRABA1h            -----------------------------------------

AtRABA1i            -----------------------------------------

Solyc12g014080      -----------------------------------------

AtRABA1g            -----------------------------------------

Solyc12g010790      -----------------------------------------

Solyc07g053480      -----------------------------------------

AtRABA1f            -----------------------------------------

AtRABA1a            -----------------------------------------

AtRABA1b            -----------------------------------------

Solyc07g055290      -----------------------------------------

Solyc02g072180      -----------------------------------------

AtRABA1c            -----------------------------------------

AtRABA1d            -----------------------------------------

AtRABA2a            -----------------------------------------

Solyc01g103380      -----------------------------------------

Solyc10g045550      -----------------------------------------

Solyc03g079900      -----------------------------------------

Solyc05g052900      -----------------------------------------

AtRABA2b            -----------------------------------------

AtRABA2c            -----------------------------------------

AtRABA2d            -----------------------------------------

Solyc06g005810      -----------------------------------------

Solyc06g076450      -----------------------------------------

AtRABA4b            -----------------------------------------

AtRABA4a            -----------------------------------------

Solyc04g012180      -----------------------------------------

Solyc11g010100      -----------------------------------------

Solyc01g086850      -----------------------------------------

AtRABA4c            -----------------------------------------

Solyc10g050030      -----------------------------------------

AtRABA4d            -----------------------------------------

Solyc03g064020      -----------------------------------------

Solyc10g079030      -----------------------------------------

Solyc01g096220      -----------------------------------------

AtRABA3             -----------------------------------------

AtRABG1             -----------------------------------------

Solyc04g051680      -----------------------------------------

AtRABG2             -----------------------------------------

AtRABG3e            -----------------------------------------

Solyc01g109520      -----------------------------------------

AtRABG3f            -----------------------------------------

Solyc03g120750      -----------------------------------------

AtRABG3c            -----------------------------------------

AtRABG3d            -----------------------------------------

AtRABG3b            -----------------------------------------

Solyc04g072060      -----------------------------------------

AtRABG3a            -----------------------------------------

Solyc06g060210      -----------------------------------------

AtRABB1a            -----------------------------------------

Solyc07g056150      -----------------------------------------

AtRABB1c            -----------------------------------------

Solyc10g007700      -----------------------------------------

Solyc12g011130      -----------------------------------------

Solyc02g093530      -----------------------------------------

AtRABB1b            -----------------------------------------

Solyc11g008020      -----------------------------------------

Solyc04g064510      -----------------------------------------

AtRABC1             -----------------------------------------

Solyc09g008460      -----------------------------------------

Solyc10g086310      -----------------------------------------

AtRABC2a            -----------------------------------------

AtRABC2b            -----------------------------------------

AtRABE1a            -----------------------------------------

Solyc10g086350      -----------------------------------------

AtRABE1c            -----------------------------------------

Solyc11g073050      -----------------------------------------

Solyc09g010370      -----------------------------------------

Solyc04g011360      -----------------------------------------

Solyc06g005350      -----------------------------------------

AtRABE1d            -----------------------------------------

AtRABE1e            -----------------------------------------

AtRABD2b            -----------------------------------------

AtRABD2c            -----------------------------------------

Solyc01g090170      -----------------------------------------

AtRABD2a            -----------------------------------------

Solyc05g052070      -----------------------------------------

Solyc05g053940      -----------------------------------------

Solyc08g078070      -----------------------------------------

Solyc01g103370      -----------------------------------------

AtRABD1             -----------------------------------------

AtRABH1a            -----------------------------------------

AtRABH1c            -----------------------------------------

Solyc01g088560      -----------------------------------------

AtRABH1b            -----------------------------------------

AtRABH1d            -----------------------------------------

Solyc03g078570      -----------------------------------------

Solyc05g051570      -----------------------------------------

AtRABH1e            -----------------------------------------

Solyc11g008430      -----------------------------------------

AtRABF1             -----------------------------------------

Solyc02g036450      -----------------------------------------

Solyc02g081380      -----------------------------------------

Solyc02g069370      -----------------------------------------

AtRABF2a            -----------------------------------------

AtRABF2b            -----------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 11
AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

GRMZM2G052509         ------------------------------------------------------------

AtRABA3               ------------------------------------------------------------

AtRABA4d              ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

AtRABA4c              ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         ------MCRSERDDTKAAERQPDTGGQ-GQGGSFGAAQAAARLLFFRRPLGPRL-APLLY

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         MGTARSRCRSDRSS---ATRRPERGQS-QKRASRPLA-GRRGIRRQARPAQPTTTTPFSL

AtRABA2b              ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------------

AC217358.3_FG009      ------------------------------------------------------------

GRMZM2G029486         ------------------------------------------------------------

GRMZM2G020544         ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC149818.2_FG001      ------MKK--QNHARH---VAVAGG-------PSPQPGTPPA-RAS--------RPSTA

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

GRMZM2G360867         ------MIAAGAEHTAA---VTEDGDLYGWGWGRYGNLGLGDLNDRL--------LPEKV

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

GRMZM2G373738         ------------------------------------------------------------

GRMZM2G136455         ------------------------------------------------------------

AtRABD1               ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

GRMZM2G037204         --------------------------------------------MDT--------KPFLL

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         -----------MNHI------------------PPTEHGNGGSKQLE--------IP---

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

GRMZM2G335738         ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

AC197246.3_FG001      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

GRMZM2G052509         -------------------------------------------------MVARGQGGDRA

AtRABA3               --------------------------------------------------MNEEMSGESP

AtRABA4d              ------------------------------------------------------------

GRMZM2G019119         ------------------------------------------------------------

AtRABA4c              ------------------------------------------------------------

GRMZM2G122805         ------------------------------------------------------------

GRMZM2G061280         ------------------------------------------------------------

GRMZM2G164527         ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

GRMZM2G127648         ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

GRMZM2G018619         ------------------------------------------------------------

GRMZM2G101938         ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

GRMZM2G023436         ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

GRMZM2G020661         ------------------------------------------------------------

GRMZM2G039900         ------------------------------------------------------------

GRMZM2G124732         YTRHH--THRVRLPPPRHSPPPAPREALRASPARPPASQEPRFRKEGK------AS----

GRMZM2G061912         ------------------------------------------------------------

GRMZM2G093186         ------------------------------------------------------------

GRMZM2G154960         RPRLHGRRAHSRLLPPPHPTPPHPTSDLLPPPFQSTCERKSSGRIESRPVRARPASERRP

AtRABA2b              ------------------------------------------------------------

GRMZM2G473906         ------------------------------------------------------------

GRMZM2G144008         ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

AC217358.3_FG008      ------------------------------------------------------MSGRRP

AC217358.3_FG009      ------------------------------------------------------MSGRRP

GRMZM2G029486         -------------------------------------------------------MARRP

GRMZM2G020544         ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

GRMZM2G044368         ------------------------------------------------------------

GRMZM2G158887         ------------------------------------------------------------

GRMZM5G811797         ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

GRMZM2G090034         ------------------------------------------------------------

GRMZM2G179215         ------------------------------------------------------------

AC149818.2_FG001      SE-----R----------RSPPDAARLL-----------VTPFRFAFLPLSPFIPIGARP

GRMZM2G075051         ------------------------------------------------------------

GRMZM5G809265         ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

GRMZM2G024693         ------------------------------------------------------------

GRMZM2G416142         ------------------------------------------------------------

GRMZM2G173878         ------------------------------------------------------------

GRMZM2G330430         ------------------------------------------------------------

GRMZM2G149847         ------------------------------------------------------------

GRMZM2G179090         ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

GRMZM2G360867         SSV----EDSC-------KISAHPCRYM-----------HGENDINHMNLVELQTLENNP

GRMZM2G061900         ------------------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

GRMZM2G373738         -----------------------------------------MLRSSLLALFS--------

GRMZM2G136455         ------------------------------------------------------------

AtRABD1               ------------------------------------------------------------

GRMZM2G106960         ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

GRMZM2G037204         CLL----RFSC-------AGGAVACLPA-----------WTVLREETLPCLRRTEANAGP

GRMZM2G097728         ------------------------------------------------------------

GRMZM2G097746         ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AC166636.1_FG008      ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

GRMZM2G128771         ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

GRMZM2G075719         ------------------------------------------------------------

GRMZM2G169694         ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

GRMZM2G015159         ------------------------------------------------------------

GRMZM2G131939         -------------------------------------------QPGSFSCGLISSEA-RP

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

GRMZM2G362088         -----------------------------------------------MGCSSSVPARNTG

AtRABF1               -----------------------------------------------MGCASSLPDRNSG

AtRABA6a              -----------------------------MAEDTYEEECDYLFKA--------VLIGDSA

AtRABA6b              -----------------------------MAEESYDEECDYLFKA--------VLIGDSA

GRMZM2G335738         ----------------------------MANDGDDGQSQDYLFKI--------VLIGDSS

AtRABA5a              ----------------------------MAFYSEDDKSEDYLFKI--------VLIGDSA

AtRABA5b              ------------------------------MGKEDDRGEEYLFKI--------VLIGDSA

AC197246.3_FG001      -----------------------------MGDEPDGEAEEYLFKV--------VIIGDSA

AtRABA5c              ------------------------------MSDDDERGEEYLFKI--------VIIGDSA

AtRABA5d              ------------------------------MSSDDEGGEEYLFKI--------VIIGDSA

AtRABA5e              ------------------------------MSSDDEGREEYLFKI--------VVIGDSA

GRMZM2G052509         EE-----------------------EAAARWESEKEAEIDYVFKV--------VVVGDAA

AtRABA3               ENNK------------------------HVKKPTMPEKIDYVFKV--------VVIGDSA

AtRABA4d              ---------------------------MSNLYGDYNQKIDYVFKV--------VLIGDSA

GRMZM2G019119         -------------------------MSRGGSHGELGQRIDYVFKV--------VLIGDSA

AtRABA4c              ---------------------------MSKFQSNFNQKIDYVFKV--------VLIGDSA

GRMZM2G122805         -------------------------------MAGGGDKVDYVFKV--------VLIGDSA

GRMZM2G061280         -------------------------------MAGAGDKVDYVFKV--------VLIGDSA

GRMZM2G164527         -------------------------------MAGAGDKVDYVFKV--------VLIGDSA

AtRABA4a              -------------------------MTSGGGYGDPSQKIDYVFKV--------VLIGDSA

AtRABA4b              -------------------------MAGGGGYGGASGKVDYVFKV--------VLIGDSA

AtRABA1a              -----------------------------MAGYRADEEYDYLFKL--------VLIGDSG

GRMZM2G127648         -------------------------MAANGGGYRAEDDYDYLFKV--------VLIGDSG

AtRABA1b              -----------------------------MAGYRVEDDYDYLFKV--------VLIGDSG

GRMZM2G018619         ----------------------------MAAGYRAEDDYDYLFKV--------VLIGDSG

GRMZM2G101938         ----------------------------MAAGYRAEDDYDYLFKV--------VLIGDSG

AtRABA1c              -----------------------------MAGYRADDEYDYLFKV--------VLIGDSG

AtRABA1d              -----------------------------MAGYRADDDYDYLFKV--------VLIGDSG

GRMZM2G023436         ----------------------------MASGYRAEEEYDYLFKV--------VLIGDSG

AtRABA1e              -----------------------------MGAYRADDDYDYLFKL--------VLIGDSG

AtRABA1h              -----------------------------MGTYKAEDDYDYLFKV--------VLTGDSG

AtRABA1i              -----------------------------MGAYRAEDDYDYLFKV--------VLTGDSG

AtRABA1f              -----------------------------MAAYRADDEYDYLFKV--------VLIGDSG

AtRABA1g              -----------------------------MAAYRADDDYDFLYKV--------VLIGDSG

GRMZM2G020661         ------------------------------MAYRADDDYDYLFKV--------VLIGDSG

GRMZM2G039900         ------------------------------MAYRAEDDYDYLFKV--------VLIGDSG

GRMZM2G124732         --------------------A---CRGSAPMAYRAEDDYDYLFKV--------VLIGDSG

GRMZM2G061912         ------------------------------MGGRVDHEYSYLFKM--------VLIGDSG

GRMZM2G093186         ------------------------------MGGRVDHEYSYLFKM--------VLIGDSG

GRMZM2G154960         AGWALV-------------RA---RSIDQKMAHRVNNEYDYLFKI--------VLIGDSG

AtRABA2b              ------------------------------MANRIDHEYDYLFKI--------VLIGDSG

GRMZM2G473906         ------------------------------MAHRMDNEYDYLFKI--------VLIGDSG

GRMZM2G144008         ------------------------------MAHRVDNEYDYLFKI--------VLIGDSG

AtRABA2c              ------------------------------MTHRVDQEYDYLFKI--------VLIGDSG

AtRABA2d              ------------------------------MAHRVEQDYDYLFKI--------VLIGDSG

AC217358.3_FG008      AT-----------------------------WDQAADDYDYLFKV--------VLVGDSG

AC217358.3_FG009      AT-----------------------------WDQAADDYDYLFKV--------VLVGDSG

GRMZM2G029486         AS-----------------------------WEQGGDEYDYLFKV--------VLIGDSG

GRMZM2G020544         MA-----------------------------GRRAEEEYDYLFKV--------VLIGDSG

AtRABA2a              -M-----------------------------ARRPDEEYDYLFKV--------VLIGDSG

AtRABG1               -------------------------------------MEKTKLKI--------ILLGDSG

AtRABG2               ---------------------------------MDSLKNRTLLKV--------IVLGDSG

AtRABG3c              ----------------------------------MASRRRVLLKV--------IILGDSG

AtRABG3d              ----------------------------------MSSRRRVLLKV--------IILGDSG

GRMZM2G044368         ----------------------------------MASRRRTLLKV--------IILGDSG

GRMZM2G158887         ----------------------------------MASRRRTLLKV--------IILGDSG

GRMZM5G811797         ----------------------------------MASRRRTLLKV--------IILGDSG

AtRABG3e              ----------------------------------MPSRRRTLLKV--------IILGDSG

AtRABG3f              ----------------------------------MPSRRRTLLKV--------IILGDSG

AtRABG3b              ----------------------------------MSTRRRTLLKV--------IILGDSG

AtRABG3a              ----------------------------------MATRRRTLLKV--------IVLGDSG

GRMZM2G090034         ---------------------------------MESWRRRTLLKV--------IVLGDSG

GRMZM2G179215         ------------------------------------------------------------

AC149818.2_FG001      PSRTNPLAPAFPGASLRFARDSIQASLVGGMASSPASSYDCSFKV--------LLIGDSA

GRMZM2G075051         ---------------------------MGSPGAGSSGGHECSFKF--------LLIGDSG

GRMZM5G809265         ---------------------------MGSPGAGSSGGHECSFKI--------LLIGDSG

AtRABC1               ---------------------------MG--SSSGQPEFDYLFKV--------LLIGDSG

AtRABC2a              ---------------------------MG--SSSGQSGYDLSFKI--------LLIGDSG

AtRABC2b              ---------------------------MG--SSSGQSGYDLSFKI--------LLIGDSG

AtRABB1a              ------------------------------------MSYAYRFKY--------IIIGDTG

AtRABB1b              ------------------------------------MSYDYLFKY--------IIIGDTG

AtRABB1c              ------------------------------------MSYAYLFKY--------IIIGDTG

GRMZM2G024693         ------------------------------------MSYAYLFKY--------IIIGDTG

GRMZM2G416142         ------------------------------------MSYAYLFKY--------IIIGDTG

GRMZM2G173878         ------------------------------------MSYAYLFKY--------IIIGDTG

GRMZM2G330430         ------------------------------------MSYAYLFKY--------IIIGDTG

GRMZM2G149847         ----------------------M-AAPPSRSRG----DYDHLIKL--------LLIGDSG

GRMZM2G179090         ------------------------------------------------------------

AtRABE1d              ----------------------M-AVAPARARS----DYDYLIKL--------LLIGDSG

AtRABE1e              ----------------------M-AVAPARARS----DYDYLIKL--------LLIGDSG

GRMZM2G360867         EMWANNIRSQ---------KVRC-RSSPGRLTCSETRSGSVFVALFLQQSSGSAISVTEG

GRMZM2G061900         ----------------------M-AAPPARARA----DYDYLIKL--------LLIGDSG

GRMZM5G878008         ----------------------M-AAPPARARA----DYDYLIKL--------LLIGDSG

AtRABE1a              ----------------------M-AAPPARARA----DYDYLIKL--------LLIGDSG

AtRABE1c              ----------------------M-AAPPARARA----DYDYLIKL--------LLIGDSG

GRMZM2G373738         -------ESL---------FSSV-LFLESKGGKHNEQRFDYLFKL--------LLIGDSL

GRMZM2G136455         --------------------------------MTTSIEYDYLFKL--------LLIGDSS

AtRABD1               ----------------------------------MSNEYDYLFKL--------LLIGDSS

GRMZM2G106960         ----------------------------------MNPEYDYLFKL--------LLIGDSG

AtRABD2b              ----------------------------------MNPEYDYLFKL--------LLIGDSG

AtRABD2c              ----------------------------------MNPEYDYLFKL--------LLIGDSG

AtRABD2a              ----------------------------------MNPEYDYLFKL--------LLIGDSG

GRMZM2G037204         TATKAS-ARA---------RTAM-THAGRARGFRSAALDDYLFKL--------LLIGDSG

GRMZM2G097728         ----------------------------------MNPEYDYLFKL--------LLIGDSG

GRMZM2G097746         ------------------------------ACVDINQIFDYLFKL--------LLIGDSG

AtRABH1a              -----------------------------------MGDLGKGYKL--------VFLGDQG

AC166636.1_FG008      ---------------------------------MAVVSALAKYKL--------VFLGNQA

AtRABH1c              ---------------------------------MASVSPLAKFKL--------VFLGDQS

GRMZM2G128771         -------------------------------MAPAVVSALAKYKL--------VFLGDQS

AtRABH1b              ---------------------------------MAPVSALAKYKL--------VFLGDQS

GRMZM2G075719         ---------------------------------MAPVSALAKYKL--------VFLGDQS

GRMZM2G169694         ---------------------------------MAPVSALAKYKL--------VFLGDQS

AtRABH1d              ---------------------------------MASVSPLAKYKL--------VFLGDQS

AtRABH1e              ---------------------------------MASVSPLAKYKL--------VFLGDQS

GRMZM2G015159         -------------------------------MAANAGNKIRNAKL--------VLLGDVG

GRMZM2G131939         QFRHQP-------------SNS---------MAANFGNKIRNAKL--------VLLGDVG

AtRABF2a              --------------------------------MASSGNKNINAKL--------VLLGDVG

AtRABF2b              --------------------------------MAAAGNKSINAKL--------VLLGDVG

GRMZM2G362088         GLNTIS-------------NDS---------S-PDASSKDLRAKL--------VLLGDSG

AtRABF1               TLSGLS-------------NSE---------NAVPADAKNLRVKL--------VLLGDSG

AtRABA6a              VGKSNLLSRFSKDEFRFD-SKPTIGVEFAYR-NVHV-----------------GDK-IIK

AtRABA6b              VGKSNLLSRFSRDEFRLD-SKPTIGVDFAYR-NVRV-----------------GDK-TIK

GRMZM2G335738         VGKSNLLARFARNEFYPN-SKSTIGVEFQTQ-KLVI-----------------DGK-EIK

AtRABA5a              VGKSNLLARFARDEFYPN-SKSTIGVEFQTQ-KMDI-----------------NGK-EIK

AtRABA5b              VGKSNLLSRFSRDEFDTN-SKATIGVEFQTQ-LVEI-----------------EGK-EVK

AC197246.3_FG001      VGKSNLLSRYARNEFNPH-SKATIGVEFQTQ-SMAI-----------------EGK-EVK

AtRABA5c              VGKSNLLTRYARNEFNPN-SKATIGVEFQTQ-SMLI-----------------DGK-EVK

AtRABA5d              VGKSNLLSRYARNEFNAH-SKATIGVEFQTQ-NMEI-----------------EGK-EVK

AtRABA5e              VGKSNLLSRYARNEFSAN-SKATIGVEFQTQ-SMEI-----------------EGK-EVK

GRMZM2G052509         VGKTQLLARFARDEFALD-SKPTIGVEFQTR-TLTL-----------------HRK-RVK

AtRABA3               VGKTQLLSRFTHNEFCYD-SKSTIGVEFQTR-TITL-----------------RGK-LVK

AtRABA4d              VGKTQLLARFARNEFSVD-SKATIGVEFQTK-TLVI-----------------DNK-TVK

GRMZM2G019119         VGKSQLLARFARNQFNLD-SKATIGVEFQTR-TLNI-----------------DAR-NVK

AtRABA4c              VGKSQLLARFSRNEFSIE-SKATIGVEFQTR-TLEI-----------------DRK-TIK

GRMZM2G122805         VGKSQILARFARNEFSLD-SKATIGVEFQTR-TLVI-----------------EHK-SVK

GRMZM2G061280         VGKSQILARFARNEFSLD-SKATIGVEFQTR-TLVI-----------------DHR-SVK

GRMZM2G164527         VGKSQILARFARNEFSLD-SKATIGVEFQTR-TLVI-----------------DHR-SVK

AtRABA4a              VGKSQILARYARDEFSLD-SKATIGVEFQTR-TLVI-----------------DHK-SVK

AtRABA4b              VGKSQLLARFARDEFSMD-SKATIGVEFQTR-TLSI-----------------EQK-SIK

AtRABA1a              VGKSNLLSRFTKNEFNLE-SKSTIGVEFATK-TTKV-----------------EGK-VVK

GRMZM2G127648         VGKSNLLSRFTKNEFSLE-SKSTIGVEFATR-SLQV-----------------DGK-VIK

AtRABA1b              VGKSNLLSRFTKNEFNLE-SKSTIGVEFATR-TLKV-----------------DGK-VVK

GRMZM2G018619         VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SLQV-----------------DGK-VVK

GRMZM2G101938         VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SLQV-----------------DGK-VVK

AtRABA1c              VGKSNLLSRFTKNEFSLE-SKSTIGVEFATR-SLNV-----------------DDK-VIK

AtRABA1d              VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SLNV-----------------NEK-VIK

GRMZM2G023436         VGKSNLLSRFARDEFSLE-TRSTIGVEFATK-TVQV-----------------DDK-LVK

AtRABA1e              VGKSNLLSRFTRNEFSIE-SKSTIGVEFATR-SVHV-----------------DEK-IIK

AtRABA1h              VGKSNLLSRFTRNDFSHD-SRSTIGVEFATRRGIQV-----------------DDK-IVK

AtRABA1i              VGKSNLLSRFTRNDFSHD-SRATIGVEFATR-SIQC-----------------DDK-IVK

AtRABA1f              VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SIHV-----------------DDK-IVK

AtRABA1g              VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SIHV-----------------DEK-IVK

GRMZM2G020661         VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SIHV-----------------EDK-VVK

GRMZM2G039900         VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SIRV-----------------DDK-VVK

GRMZM2G124732         VGKSNLLSRFTRNEFSLE-SKSTIGVEFATR-SIRV-----------------DDK-VVK

GRMZM2G061912         VGKSNILSRFTRNHFSLD-SKSTIGVEFATK-SLQM-----------------DGK-TIK

GRMZM2G093186         VGKSNILSRFTRNHFSLD-SKSTIGVEFATK-SLQI-----------------DGK-TIK

GRMZM2G154960         VGKSNILSRFTRNEFCLE-SKSTIGVEFATR-NLQI-----------------DGK-TVK

AtRABA2b              VGKSNILSRFTRNEFCLE-SKSTIGVEFATR-TLQVISLLSLSLNLDNFPPDQFGK-TVK

GRMZM2G473906         VGKSNILSRFTRNEFCLE-SKSTIGVEFATR-TLQV-----------------EGK-TIK

GRMZM2G144008         VGKSNILSRFTRNEFCLE-SKSTIGVEFATR-TLQI-----------------EGK-TIK

AtRABA2c              VGKSNILSRFTRNEFCLE-SKSTIGVEFATR-TTQV-----------------EGK-TIK

AtRABA2d              VGKTNILSRFTRNEFCLE-SKSTIGVEFATR-TLQV-----------------EGK-TVK

AC217358.3_FG008      VGKSNLLSRFTRNAFSLD-SKSTIGVEFATR-TIQV-----------------DGK-TIK

AC217358.3_FG009      VGKSNLLSRFTRNAFSLD-SKSTIGVEFATR-TIQV-----------------DGK-TIK

GRMZM2G029486         VGKSNLLSRFTKNTFALD-SKSTIGVEFATR-TLQV-----------------ENK-IIK

GRMZM2G020544         VGKSNLLSRFTRNEFCLE-SKSTIGVEFATR-TLHV-----------------EGK-IIK

AtRABA2a              VGKSNLLSRFTRNEFCLE-SKSTIGVEFATR-TLQV-----------------EGR-TVK

AtRABG1               VGKTSLLKRYNDKDFKQL-HNSTIYVDLVTK-EICI-----------------AER-QVI

AtRABG2               VGKTSLMNQYVYKKFNKQ-YKATIGADFVTK-ELHI-----------------DEK-SVT

AtRABG3c              VGKTSLMNQFVNRKFSNQ-YKATIGADFLTK-EVQI-----------------DDR-IFT

AtRABG3d              VGKTSLMNQFVNRKFSNQ-YKATIGADFLTK-EVQI-----------------DDR-IFT

GRMZM2G044368         VGKTSLMNQYVNKKFSNQ-YKATIGADFLTK-EVQF-----------------EDR-LFT

GRMZM2G158887         VGKTSLMNQYVNKKFSNQ-YKATIGADFLTK-EVQF-----------------EDR-LFT

GRMZM5G811797         VGKTSLMNQYVNKKFSNQ-YKATIGADFLTK-EVQF-----------------EDR-LFT

AtRABG3e              VGKTSLMNQYVNKKFSNQ-YKATIGADFLTK-EVQF-----------------EDR-LFT

AtRABG3f              VGKTSLMNQYVNKKFSNQ-YKATIGADFLTK-EVQF-----------------EDR-LFT

AtRABG3b              VGKTSLMNQYVNNKFSQQ-YKATIGADFVTK-ELQI-----------------DDR-LVT

AtRABG3a              VGKTSLMNQYVHKKFSMQ-YKATIGADFVTK-ELQI-----------------GEK-LVT

GRMZM2G090034         VGKTSLMNQYVSKKFSQQ-YKATIGADFLTK-EVLI-----------------GDR-LVT

GRMZM2G179215         ------MNQYVHKKFSQQ-YKATIGADFVTK-EVLI-----------------EDR-LVT

AC149818.2_FG001      VGKSSLLVSFVSAAHIDDDIAPTIGVDFKIN-FLSV-----------------GGK-KLK

GRMZM2G075051         VGKSSLLVSFVAASYLDGDIAPTIGVDFKIK-FLTV-----------------GGK-KLK

GRMZM5G809265         VGKSSLLVSFVAASHLDGDIAPTIGVDFKIK-FLTV-----------------GGK-KLK

AtRABC1               VGKSSLLLSFTSNTF--DDLSPTIGVDFKVK-YLTI-----------------GEK-KLK

AtRABC2a              VGKSSLLVSFISSSV--EDLAPTIGVDFKIK-QLTV-----------------GGK-RLK

AtRABC2b              VGKSSLLLSFISSSV--EDLAPTIGVDFKIK-QMKV-----------------RGK-RLK

AtRABB1a              VGKSCLLLKFTDKRFQAV-HDLTIGVEFGAK-TITI-----------------DNK-PIK

AtRABB1b              VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MVTV-----------------DGR-PIK

AtRABB1c              VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MITI-----------------DNK-PIK

GRMZM2G024693         VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MITI-----------------ENK-PIK

GRMZM2G416142         VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MITI-----------------DNK-PIK

GRMZM2G173878         VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MITI-----------------DNK-PIK

GRMZM2G330430         VGKSCLLLQFTDKRFQPV-HDLTIGVEFGAR-MINI-----------------DNK-PIK

GRMZM2G149847         VGKSCLLLRFSDDTFTTS-FITTIGIDFKVR-TVEL-----------------DGK-RVK

GRMZM2G179090         ------------------------------------------------------------

AtRABE1d              VGKSCLLLRFSDDTFTTS-FITTIGIDFKIR-TVEL-----------------DGK-RIK

AtRABE1e              VGKSCLLLRFSDDTFTTS-FITTIGIDFKIR-TVEL-----------------DGK-RIK

GRMZM2G360867         VGKSCLLLRFSDGSFTTS-FITTIGIDFKIR-TVEL-----------------DGK-RIK

GRMZM2G061900         VGKSCLLLRFSDGSFTTS-FITTIGIDFKIR-TVEL-----------------DGK-RIK

GRMZM5G878008         VGKSCLLLRFSDGSFTTS-FITTIGIDFKIR-TIEL-----------------DGK-RIK

AtRABE1a              VGKSCLLLRFSDGSFTTS-FITTIGIDFKIR-TIEL-----------------DGK-RIK

AtRABE1c              VGKSCLLLRFSDGSFTTS-FITTIGIDFKIR-TIEL-----------------DGK-RIK

GRMZM2G373738         VGKSCFLLRFADDSYVDS-YISTIGVDFKIR-TVEV-----------------EGK-TVK

GRMZM2G136455         VGKSCLLLRFADDSYVDT-YISTIGVDFKIR-TIDL-----------------DGK-TVK

AtRABD1               VGKSCLLLRFADDAYIDS-YISTIGVDFKIR-TIEQ-----------------DGK-TIK

GRMZM2G106960         VGKSCLLLRFADDSYLES-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

AtRABD2b              VGKSCLLLRFADDSYLDS-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

AtRABD2c              VGKSCLLLRFADDSYLDS-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

AtRABD2a              VGKSCLLLRFSDDSYVES-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

GRMZM2G037204         VGKSCLLLRFADDSYLDS-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

GRMZM2G097728         VGKSCLLLRFADDSYLDS-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

GRMZM2G097746         VGKSCLLLRFADDSYLDS-YISTIGVDFKIR-TVEQ-----------------DGK-TIK

AtRABH1a              VGKTSIITCFMYGKFDTS-YQATIGIDFLSK-TTRY-----------------EDR-TFR

AC166636.1_FG008      VGKTAIITRFMYDKFDDT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

AtRABH1c              VGKTSIITRFMYDKFDTT-YQPTIGIDFLSK-TMYL-----------------EDR-TVR

GRMZM2G128771         VGKTSIITRFMYDKFDTT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

AtRABH1b              VGKTSIITRFMYDKFDNT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

GRMZM2G075719         VGKTSIITRFMYDKFDNT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

GRMZM2G169694         VGKTSIITRFMYDKFDNT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

AtRABH1d              VGKTSIITRFMYDKFDTT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

AtRABH1e              VGKTSIITRFMYDKFDTT-YQATIGIDFLSK-TMYL-----------------EDR-TVR

GRMZM2G015159         AGKSSLVLRFVKGQFVEF-QESTIGAAFFSQ-TLAV-----------------NDE-TVK

GRMZM2G131939         AGKSSLVLRFVKGQFVEF-QESTIGAAFFSQ-TLAV-----------------NDE-TVK

AtRABF2a              AGKSSLVLRFVKDQFVEF-QESTIGAAFFSQ-TLAV-----------------NDA-TVK

AtRABF2b              AGKSSLVLRFVKDQFVEF-QESTIGAAFFSQ-TLAV-----------------NDA-TVK

GRMZM2G362088         VGKSCIVLRFVRGQFDPT-SKVTVGASFLSQ-TLAL-----------------EDSTIVK

AtRABF1               VGKSCIVLRFVRGQFDAT-SKVTVGASFLSQ-TIAL-----------------QDSTTVK

AtRABA6a              AQIW-------DTAGQERFRAITSSYYRGALGALL-------------------------

AtRABA6b              AQIW-------DTAGQERFRAITSSYYRGALGALL-------------------------

GRMZM2G335738         AQIW-------DTAGQERFRAVTSAYYRGAVGALL-------------------------

AtRABA5a              AQIW-------DTAGQERFRAVTSAYYRGAVGALL-------------------------

AtRABA5b              AQIW-------DTAGQERFRAVTSAYYRGAFGALI-------------------------

AC197246.3_FG001      AQIW-------DTAGQERFRAVTSAYYRGAFGALL-------------------------

AtRABA5c              AQIW-------DTAGQERFRAVTSAYYRGAVGALV-------------------------

AtRABA5d              AQIW-------DTAGQERFRAVTSAYYRGAVGALV-------------------------

AtRABA5e              AQIW-------DTAGQERFRAVTSAYYRGAVGALV-------------------------

GRMZM2G052509         TQIW-------DTAGQERYRAVTSAYYRGALGAMV-------------------------

AtRABA3               AQIW-------DTAGQERYRAVTSAYYRGALGAMV-------------------------

AtRABA4d              AQIW-------DTAGQERYRAVTSAYYRGAVGAML-------------------------

GRMZM2G019119         AQIW-------DTAGQERYRAVTSAYYRGAVGAML-------------------------

AtRABA4c              AQIW-------DTAGQERYRAVTSAYYRGAVGAML-------------------------

GRMZM2G122805         AQIW-------DTAGQERYRAVTSAYYRGALGALL-------------------------

GRMZM2G061280         AQIW-------DTAGQERYRAVTSAYYRGALGALL-------------------------

GRMZM2G164527         AQIW-------DTAGQERYRAVTSAYYRGALGALL-------------------------

AtRABA4a              AQIW-------DTAGQERYRAVTSAYYRGAVGAML-------------------------

AtRABA4b              AQIW-------DTAGQERYRAVTSAYYRGAVGAML-------------------------

AtRABA1a              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G127648         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1b              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G018619         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G101938         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1c              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1d              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G023436         AQIW-------DTAGQERYRAITSAYYRGAVGALV-------------------------

AtRABA1e              AQLW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1h              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1i              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1f              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA1g              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G020661         AQIW-------DTAGQERYRAITSAYYRGAVGALV-------------------------

GRMZM2G039900         AQIW-------DTAGQERYRAITSAYYRGAVGALV-------------------------

GRMZM2G124732         AQIW-------DTAGQERYRAITSAYYRGAVGALV-------------------------

GRMZM2G061912         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G093186         AQIW-------DTAGQERYRAITSAYYRGAVAALL-------------------------

GRMZM2G154960         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA2b              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G473906         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G144008         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA2c              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AtRABA2d              AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

AC217358.3_FG008      AQIW-------DTAGQERYRAITSAYYRGAAGALL-------------------------

AC217358.3_FG009      AQIW-------DTAGQERYRAITSAYYRGAAGALL-------------------------

GRMZM2G029486         AQIW-------DTAGQERYRAITSAYYRGAVGALL-------------------------

GRMZM2G020544         AQIW-------DTAGQERYRAITSAYYRGALGAVL-------------------------

AtRABA2a              AQIW-------DTAGQERYRAITSAYYRGALGALL-------------------------

AtRABG1               LQIW-------DTAGQERFKSLPSRFYRDTDCCVL-------------------------

AtRABG2               LQIW-------DTAGQERFQSLGAAFYRGADCCVL-------------------------

AtRABG3c              LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AtRABG3d              LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

GRMZM2G044368         LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

GRMZM2G158887         LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

GRMZM5G811797         LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AtRABG3e              LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AtRABG3f              LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AtRABG3b              LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AtRABG3a              LQIW-------DTAGQERFQSLGAAFYRGADCCAL-------------------------

GRMZM2G090034         LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

GRMZM2G179215         LQIW-------DTAGQERFQSLGVAFYRGADCCVL-------------------------

AC149818.2_FG001      LTIW-------DTAGQERFRTITSSYYRGAHGIIL-------------------------

GRMZM2G075051         LTIW-------DTAGQERFRTITSSYYRGAQGIIL-------------------------

GRMZM5G809265         LTIW-------DTAGQERFRTITSSYYRGAQGIIL-------------------------

AtRABC1               LAIW-------DTAGQERFRTLTSSYYRGAQGIIM-------------------------

AtRABC2a              LTIW-------DTAGQERFRTLTSSYYRGAQGIIL-------------------------

AtRABC2b              LTIW-------DTAGQEKFRTLTSSYFRGSQGIIL-------------------------

AtRABB1a              LQIW-------DTAGQESFRSVTRSYYRGRAGTLL-------------------------

AtRABB1b              LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

AtRABB1c              LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

GRMZM2G024693         LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

GRMZM2G416142         LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

GRMZM2G173878         LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

GRMZM2G330430         LQIW-------DTAGQESFRSITRSYYRGAAGALL-------------------------

GRMZM2G149847         LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

GRMZM2G179090         ------------------------------MGILL-------------------------

AtRABE1d              LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

AtRABE1e              LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

GRMZM2G360867         LQIW-------DTAGQERFRTITTAYYSGAMGILL-------------------------

GRMZM2G061900         LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

GRMZM5G878008         LQIW-------DTAGQERFRTITT------------------------------------

AtRABE1a              LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

AtRABE1c              LQIW-------DTAGQERFRTITTAYYRGAMGILL-------------------------

GRMZM2G373738         LQIW-------DTTGQERFRTITSSYYRGAHGIIVSKSLSLRNTFPKIIYLHFSEHTLVA

GRMZM2G136455         LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

AtRABD1               LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

GRMZM2G106960         LQIW-------DTAGQERFRTITSSYYRGAHGIIV-------------------------

AtRABD2b              LQIW-------DTAGQERFRTITSSYYRGAHGIIV-------------------------

AtRABD2c              LQIW-------DTAGQERFRTITSSYYRGAHGIIV-------------------------

AtRABD2a              LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

GRMZM2G037204         LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

GRMZM2G097728         LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

GRMZM2G097746         LQIW-------DTAGQERFRTITSSYYRGAHGIII-------------------------

AtRABH1a              LQLWYKKLSLGDTAGQERFKSLVPSYIRDSSVAVI-------------------------

AC166636.1_FG008      LQLW-------DTAGQERFRSLIPSYIRDSSVAVI-------------------------

AtRABH1c              LQLW-------DTAGQERFRSLIPSYIRDSSVAIV-------------------------

GRMZM2G128771         LQLW-------DTAGQERFRSLIPSYIRDSSVAVV-------------------------

AtRABH1b              LQLW-------DTAGQERFRSLIPSYIRDSSVAVI-------------------------

GRMZM2G075719         LQLW-------DTAGQERFRSLIPSYIRDSSVAVI-------------------------

GRMZM2G169694         LQLW-------DTAGQERFRSLIPSYIRDSSVAVI-------------------------

AtRABH1d              LQLW-------DTAGQERFRSLIPSYIRDSSVAVV-------------------------

AtRABH1e              LQLW-------DTAGQERFRSLIPSYIRDSSVAVI-------------------------

GRMZM2G015159         FEIW-------DTAGQERYHSLAPMYYRGAAAAIV-------------------------

GRMZM2G131939         FEIW-------DTAGQERYHSLAPMYYRGAAAAIV-------------------------

AtRABF2a              FEIW-------DTAGQERYHSLAPMYYRGAAAAII-------------------------

AtRABF2b              FEIW-------DTAGQERYHSLAPMYYRGAAAAII-------------------------

GRMZM2G362088         FEIW-------DTAGQERYAALAPLYYRGAAAAIV-------------------------

AtRABF1               FEIW-------DTAGQERYSALAPLYYRGAGVAVI-------------------------

AtRABA6a              -----IYDITRRTTFD------NIKKWLFELRDF-----------A---NPE-TVVVLVG

AtRABA6b              -----IYDITRRITFK------NIEKWLSELRGF-----------S---SPE-TVVVLVG

GRMZM2G335738         -----VYDISRRQTFD------SVGRWLNELHNH-----------S---DMN-VVTILVG

AtRABA5a              -----VYDISRRQTFH------SIGRWLNELHTH-----------S---DMN-VVTILVG

AtRABA5b              -----VYDITRGDTFE------SVKRWLQELNTH-----------C---DTA-VAQMLVG

AC197246.3_FG001      -----VYDITRRSTFD------NVGRWLQELNTH-----------S---DTT-VAKMLVG

AtRABA5c              -----VYDITRSSTFE------NVGRWLDELNTH-----------S---DTT-VAKMLIG

AtRABA5d              -----VYDISRRSTFE------SVGRWLDELKTH-----------S---DTT-VARMLVG

AtRABA5e              -----VYDITRRTTFE------SVGRWLDELKIH-----------S---DTT-VARMLVG

GRMZM2G052509         -----VYDVTRRATFE------HVARWVEELRAH-----------A---DGS-TVVALIG

AtRABA3               -----VYDITKRLSFD------HVARWVEELRAH-----------A---DDS-AVIMLVG

AtRABA4d              -----VYDMTKRQSFD------HMAKWLEELRGH-----------A---DKN-IVIMLIG

GRMZM2G019119         -----VYDITKRQSFD------HVARWLEELRGH-----------A---DKN-IVIMLMG

AtRABA4c              -----VYDITKRQSFD------HVARWLEELRGH-----------A---DKN-IVIMLIG

GRMZM2G122805         -----VYDITKRQSFD------HIPRWLEELRGH-----------A---DKN-IVIMLVG

GRMZM2G061280         -----VYDITRRQSFD------HIPRWLDELRAH-----------A---DKN-IVIMLVG

GRMZM2G164527         -----VYDITRRQSFD------HIPRWLDELRAH-----------A---DKN-IVIMLVG

AtRABA4a              -----VYDITRRQTFD------HIPRWLEELRAH-----------A---DKN-IVIILIG

AtRABA4b              -----VYDMTKRETFE------HIPRWLEELRAH-----------A---DKN-IVIILIG

AtRABA1a              -----IYDVTRHATFE------NAARWLRELRGH-----------T---DPN-IVVMLIG

GRMZM2G127648         -----VYDVTRRATFD------NVGRWLRELRDH-----------T---DQS-IVVMLVG

AtRABA1b              -----VYDVTRRATFE------NVDRWLKELKNH-----------T---DPN-IVVMLVG

GRMZM2G018619         -----VYDVTRHSTFE------NVERWLKELRDH-----------T---DPN-IVVMLVG

GRMZM2G101938         -----VYDVTRHSTFE------NVERWLKELRDH-----------T---DPN-IVVMLVG

AtRABA1c              -----VYDVTRHSTFE------NVETWLKELRNH-----------T---DPN-IVVMLVG

AtRABA1d              -----VYDVTRHSTFE------NVERWLRELRDH-----------T---DPN-IVVMLVG

GRMZM2G023436         -----VYDVSRRTTFD------NAERWLRELRDH-----------T---DAN-IVVMLVG

AtRABA1e              -----VYDITRHITFE------NVERWLKELRDH-----------T---DAN-VVIMLVG

AtRABA1h              -----VYDVTRHVTFE------NVERWLKELRDH-----------T---DAN-TVIMLVG

AtRABA1i              -----VYDVTRHVTFE------NVERWLKELRDH-----------T---DAN-IVIMLVG

AtRABA1f              -----VYDVTRHVTFE------NVERWLKELRDH-----------T---DAN-IVIMFVG

AtRABA1g              -----VYDVTRHVTFE------NVERWLKELRDH-----------T---EAN-IVIMLVG

GRMZM2G020661         -----VYDVTRHVTFE------NVERWMRELRDH-----------T---DAN-IVMMLVG

GRMZM2G039900         -----VYDVTRHVTFE------NVERWLKELRDH-----------T---DAN-IVIMLVG

GRMZM2G124732         -----VYDVTRHVTFE------NVERWLKELRDH-----------T---DAN-IVIMLVG

GRMZM2G061912         -----VYDITKRQSFD------NVHRWLRELRDH-----------A---DSS-IVIMMVG

GRMZM2G093186         -----VYDITKRQSFD------NVHRWLRELRDH-----------A---DSS-IVIMMVG

GRMZM2G154960         -----VYDITKKQSFD------SVQRWLRELRGH-----------A---DAN-IVVMMVG

AtRABA2b              -----VYDITKRQTFE------NVLRWLRELRDH-----------A---DSN-IVIMMAG

GRMZM2G473906         -----VYDITKKQTFE------NIQRWLRELRDH-----------A---DSN-IVIMMVG

GRMZM2G144008         -----VYDITKKQTFE------NIQRWLRELRDH-----------A---DSN-IVIMMVG

AtRABA2c              -----VYDITKRQTFD------NVLRWLRELRDH-----------A---DSN-IVIMMAG

AtRABA2d              -----VYDITKRQTFD------NVLRWLRELRDH-----------A---DSN-IVIMMAG

AC217358.3_FG008      -----VYDVTRADTFE------SAARWLRELRDH-----------A---DGRGAAVMLVG

AC217358.3_FG009      -----VYDVTRADTFE------SAARWLRELRDH-----------A---DGRGAAVMLVG

GRMZM2G029486         -----VYDVTKVMTFE------NVKRWLKELRDH-----------A---DSN-IVVMLIG

GRMZM2G020544         -----VYDVSKPTTFE------NISRWLKELRDH-----------A---DSN-TRIMLVG

AtRABA2a              -----VYDVTKPTTFE------NVSRWLKELRDH-----------A---DSN-IVIMLIG

AtRABG1               -----VYDVNTLKTFE------SIDNWHDEFIKQ-----------ANPETPTKFPFVLMG

AtRABG2               -----VYDVNNLKSFE------TLNNWHTEFLKQ-----------ANPMEPETFPFVLIG

AtRABG3c              -----VNDVNVMKSFE------NLNNWREEFLIQ-----------ASPSDPENFPFVVLG

AtRABG3d              -----VYDVNVMKSFD------NLNNWREEFLIQ-----------ASPSDPENFPFVVLG

GRMZM2G044368         -----VYDVNSMKSFD------NLNNWREEFLIQ-----------ASPSDPDNFPFVLLG

GRMZM2G158887         -----VYDVNSMKSFD------NLNNWREEFLIQ-----------ASPSDPDNFPFVLLG

GRMZM5G811797         -----VYDVNSMKSFD------NLHNWREEFLIQ-----------ASPSDPDNFPFVLLG

AtRABG3e              -----VYDVNSAKSFE------DLNNWREEFLIQ-----------ASPSDPENFPFVVIG

AtRABG3f              -----VYDVNSMKSFE------NLNNWREEFLIQ-----------ASPSDPENFPFVLIG

AtRABG3b              -----VYDVNHLKSFE------SLDNWHNEFLTR-----------ASPRDPMAFPFILLG

AtRABG3a              -----VYDVNVLRSFD------NLETWHEEFLKQAWNIGMWTIAEASPSDPKTFPFIVLG

GRMZM2G090034         -----VYDVNVKRSFN------TLDTWHDEFLNQ-----------AGPSDPQRFPFILVG

GRMZM2G179215         -----VYDVNSNRSFD------TLNTWHDEFLNQ-----------ASPSDPKTFPFILLG

AC149818.2_FG001      -----VYDVTKRESFTN-----LADVWTKEIELH-----------S---TNKECIKMLVG

GRMZM2G075051         -----VYDVTKRESFSN-----LADVWTKEIEAN-----------S---TNKDCIKMLVG

GRMZM5G809265         -----VYDVTKRESFSN-----LADVWTKEIEAN-----------S---TNKDCIKMLVG

AtRABC1               -----VYDVTRRDTFTN-----LSDIWAKEIDLY-----------S---TNQDCIKMLVG

AtRABC2a              -----VYDVTRRETFTN-----LVDVWGKEIELY-----------S---TNQECVRMLVG

AtRABC2b              -----VYDVTKRETFLN-----LADIWAKEIELY-----------S---TNHDCIKMLVG

AtRABB1a              -----VYDITRRETFN------HLASWLEEARQH-----------A---S-ENMTTMLIG

AtRABB1b              -----VYDITRRETFN------HLASWLEDARQH-----------A---N-PNMSIMLIG

AtRABB1c              -----VYDITRRETFN------HLASWLEDARQH-----------A---N-ANMTIMLIG

GRMZM2G024693         -----VYDITRRETFN------HLASWLEDARQH-----------A---N-ANMTVMLIG

GRMZM2G416142         -----VYDITRRETFN------HLASWLEDARQH-----------A---N-ANMTVMLIG

GRMZM2G173878         -----VYDITRRETFN------HLASWLEDARQH-----------A---N-ANMTIMLVG

GRMZM2G330430         -----VYDITRRETFN------HLASWLEDARQH-----------A---N-ANMTIMLVG

GRMZM2G149847         -----VYDVTDESSFDSTQQHAHIRNWIRNIEQH-----------A---S-DNVNKILVG

GRMZM2G179090         -----VYDVTDESSFN------NIRNWIRNIEQH-----------A---S-DNVNKILVG

AtRABE1d              -----VYDVTDESSFN------NIRNWMKNIEQH-----------A---S-DNVNKILVG

AtRABE1e              -----VYDVTDESSFN------NIRNWMKNIEQH-----------A---S-DSVNKILVG

GRMZM2G360867         -----VYDVTDESSFN------NIRNWIRNIEQH-----------A---S-DNVNKILVG

GRMZM2G061900         -----VYDVTDESSFN------NIRNWIRNIEQH-----------A---S-DNVNKILVG

GRMZM5G878008         ----------------------DIRNWIRNIEQH-----------A---S-DNVNKILVG

AtRABE1a              -----VYDVTDESSFN------NIRNWIRNIEQH-----------A---S-DSVNKILVG

AtRABE1c              -----VYDVTDESSFN------NIRNWIRNIEQH-----------A---S-DNVNKILVG

GRMZM2G373738         PPLQNVYDITDMESFN------NVKQWLDEIDRY-----------A---N-DSVRRLLVG

GRMZM2G136455         -----VYDVTDMESFN------NIKQWLSEIDRY-----------A---S-DNVCKLLVG

AtRABD1               -----VYDCTEMESFN------NVKQWLSEIDRY-----------A---N-ESVCKLLIG

GRMZM2G106960         -----VYDVTDQESFN------NVKQWLNEIDRY-----------A---S-ENVNKLLVG

AtRABD2b              -----TYDVTDLESFN------NVKQWLNEIDRY-----------A---S-ENVNKLLVG

AtRABD2c              -----TYDVTDLESFN------NVKQWLNEIDRY-----------A---S-ENVNKLLVG

AtRABD2a              -----VYDVTDEESFN------NVKQWLSEIDRY-----------A---S-DNVNKLLVG

GRMZM2G037204         -----VYDVTDQESFN------NVKQWLNEIDRY-----------A---S-DNVNKLLVG

GRMZM2G097728         -----VYDVTDQESFN------NVKQWLNEIDRY-----------A---S-DNVNKLLVG

GRMZM2G097746         -----VYDVTDQESFN------NVKQWLNEIDRY-----------A---S-DNVNKLLVG

AtRABH1a              -----VYDVASKQSFI------NTSKWIEEVRAE-----------R---GS-YVIIVLVG

AC166636.1_FG008      -----VYDVTDRQSFL------NTSKWIEEVNTQ-----------R---GG-DVLIFLVG

AtRABH1c              -----VYDVSNRQTFL------NTSKWIEDVHRE-----------R---GQSNVIIVLVG

GRMZM2G128771         -----VYDVSNRQSFL------NTSKWIDEVRTE-----------R---GG-DVIIVLVG

AtRABH1b              -----VYDVASRQSFL------NTTKWIDEVRTE-----------R---GS-DVIVVLVG

GRMZM2G075719         -----VFDVASRQSFL------NTSKWIDEVRTE-----------R---GS-DVIIVLVG

GRMZM2G169694         -----VFDVASRQSFL------NTSKWIEEVRTE-----------R---GS-DVIIVLVG

AtRABH1d              -----VYDVANRLSFL------NTSKWIEEVRNE-----------R---AG-DVIIVLVG

AtRABH1e              -----VYDVANRQSFL------NTSKWIEDVRTE-----------R---GS-DVIIVLVG

GRMZM2G015159         -----VYDITNPASFT------RAKKWVQELQAQ---------------GNQNTIVALAG

GRMZM2G131939         -----VYDITNPASFT------RAKKWVQELQAQ---------------GNPNTIVALAG

AtRABF2a              -----VFDITNQASFE------RAKKWVQELQAQ---------------GNPNMVMALAG

AtRABF2b              -----VFDVTNQASFE------RAKKWVQELQAQ---------------GNPNMVMALAG

GRMZM2G362088         -----VYDITSPESFS------KAQYWVKELQKH---------------GSPGIVMVLVG

AtRABF1               -----VYDITSPESFK------KAQYWVKELQKH---------------GSPDIVMALVG

                                                *  :                           . *

AtRABA6a              NKSDLR---------QSREVEEDEGKTL-AESEGLYFLETSALENVNVEEAFLVMIGRIH

AtRABA6b              NKSDLG---------QSREVEEEEGKTL-AESEGLYFLETSALENQNVEEAFLSMIGRIH

GRMZM2G335738         NKTDLK---------HAREVSTAEGQAL-AEAQGLFFMETSALDSSNVAAAFQTVVKEIY

AtRABA5a              NKSDLK---------DLREVSTAEGKAL-AEAQGLFFMETSALDSSNVAAAFETVVKEIY

AtRABA5b              NKCDLE---------DIRAVSVEEGKAL-AEEEGLFFMETSALDATNVDKAFEIVIREIF

AC197246.3_FG001      NKCDLG---------DIRQVPVEEGKAL-AEAEGLFFMETSALDATNVRTAFEIVIREIY

AtRABA5c              NKCDLE---------SIRAVSVEEGKSL-AESEGLFFMETSALDSTNVKTAFEMVIREIY

AtRABA5d              NKCDLE---------SIRAVSVEEGKAL-AETEGLFFMETSALDSTNVKTAFEMVIRDIY

AtRABA5e              NKCDLE---------NIRAVSVEEGKAL-AEEEGLFFVETSALDSTNVKTAFEMVILDIY

GRMZM2G052509         NKADMPA--------ARREVPADEAARL-AEDQGLFFSEASALTGDNVERAFLTLLEEVF

AtRABA3               NKADLSV--------GKRAVPTEDAVEF-AETQRLFFSEVSALSGGNVDEAFFRLLEEIF

AtRABA4d              NKCDLG---------SLRAVPTEDAQEF-AQRENLFFMETSALEATNVETAFLTILTEIY

GRMZM2G019119         NKSDLG---------TLRAVPIEDAKEF-AERENLFFMETSALEAINVENAFMTVLTEIY

AtRABA4c              NKTDLG---------TLRAVPTEDAKEF-AQRENLFFMETSALDSNNVEPSFLTVLTEIY

GRMZM2G122805         NKSDLE---------DERAVSTEDAKEF-AEKENLFFLETSALQATNVENAFQTVLTEIF

GRMZM2G061280         NKSDLE---------EQRAVSTEDAKEF-AEKENLFFLETSALQATNVESAFQTVLTEIF

GRMZM2G164527         NKSDLE---------EQRAVSTEDAKEF-AEKENLFFLETSALQATNVESSFQTVLTEIF

AtRABA4a              NKSDLV---------DQRAIPTEDAKEF-AEKEGLFFLETSAFNATNVESAFSTVLTEIF

AtRABA4b              NKSDLE---------DQRAVPTEDAKEF-AEKEGLFFLETSALNATNVENSFNTLMTQIY

AtRABA1a              NKCDLR---------HLVAVKTEEAKAF-AERESLYFMETSALDATNVENAFTEVLTQIH

GRMZM2G127648         NKSDLR---------HLVAVSTDDAKEF-AEAESMYFMETSALDATNVDSSFSEVLTQIY

AtRABA1b              NKSDLR---------HLLAVPTEDGKSY-AEQESLCFMETSALEATNVEDAFAEVLTQIY

GRMZM2G018619         NKSDLR---------HLVAVQTDEGKAF-AERESLYFMETSALESTNVENAFAEVLAQIY

GRMZM2G101938         NKSDLR---------HLVAVQTDEGKAF-AERESLYFMETSALESTNVENAFAEVLTQIY

AtRABA1c              NKSDLR---------HLVAVQTEDAKSF-AEKESLYFMETSALEATNVENAFAEVLTQIH

AtRABA1d              NKSDLR---------HLVAVQTEDAKSF-AENESLYFMETSALESTNVENAFSEVLTQIY

GRMZM2G023436         NKADLR---------HLRAVSPEDAAAF-AERHGTFSMETSALDATNVERAFAEVLRQIY

AtRABA1e              NKADLR---------HLRAVPTEEARSF-SERENMFFMETSALDATNVEQAFTHVLTQIY

AtRABA1h              NKADLN---------HLRAISTEEVKDF-AERENTFFMETSALEAINVENAFTEVLTQIY

AtRABA1i              NKADLR---------HLRAISTEEAKAF-AERENTFFMETSALEAVNVDNAFTEVLTQIY

AtRABA1f              NKADLR---------HLRAVSTEDAKAF-AERENTFFMETSALESMNVENAFTEVLSQIY

AtRABA1g              NKADLR---------HLRAVSTEDAKAF-AERENTFFMETSALEALNVENAFTEVLSQIY

GRMZM2G020661         NKADLR---------HLRAVPTEDAKAF-AERQNAFFMETSALEAMNVEDAFTEVLAQIY

GRMZM2G039900         NKADLR---------HLRAVSVEDAKGF-AEREMTFFMETSALESMNVESAFTEVLTQIY

GRMZM2G124732         NKADLR---------HLRAVSVEDAKGF-AERESTFFMETSALESMNVESAFTEVLTQIY

GRMZM2G061912         NKSDLI---------HLRAISEDEGKAL-AEKEGLFFLETSAMEAINVEQAFQTIMTEVY

GRMZM2G093186         NKSDLI---------HLRAISEDEGKAL-AEKEGLFFLETSAMEAINVEEAFQTIITEVY

GRMZM2G154960         NKSDLN---------HLRSVPEEDGRAF-SEKEGLSFLETSALEAINVEKAFHTILSEIH

AtRABA2b              NKSDLN---------HLRSVADEDGRSL-AEKEGLSFLETSALEATNIEKAFQTILSEIY

GRMZM2G473906         NKSDLN---------HLRSVAEEDGQAL-AEKEGLSFLETSALEALNVEKAFQTVLSDIH

GRMZM2G144008         NKSDLN---------HLRSVPEEDGQAL-AEKEGLSFLETSALEALNVEKAFQTVLSDIH

AtRABA2c              NKSDLN---------HLRSVAEEDGQSL-AEKEGLSFLETSALEATNVEKAFQTILGEIY

AtRABA2d              NKADLN---------HLRSVAEEDGQTL-AETEGLSFLETSALEATNVEKAFQTVLAEIY

AC217358.3_FG008      NKTDLARSGSRSRHHHPRAVPRGDAAAL-AEREGLSFVETSALDATNVDAAFETLLTEIY

AC217358.3_FG009      NKTDLARSGSRSRHHHPRAVPRGDAAAL-AEREGLSFVETSALDATNVDAAFETLLTEIY

GRMZM2G029486         NKTDLR---------HLRSVAVEDAASF-AESEGLFFIETSALDATNVEKAFHTVLAEIY

GRMZM2G020544         NKTDLR---------HLRAVATDDARSF-AEAEGLSYIETSALEATNVEEAFQLILGDIY

AtRABA2a              NKTDLK---------HLRAVATEDAQSY-AEKEGLSFIETSALEALNVEKAFQTILSEVY

AtRABG1               NKTDVNN-------GKPRVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFLEIAKKAL

AtRABG2               NKTDVDG-------GNSRVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVAHIAL

AtRABG3c              NKTDVDG-------GKSRVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFECIAKNAL

AtRABG3d              NKTDVDG-------GKSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFECITKNAF

GRMZM2G044368         NKVDVDG-------GNSRVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNAL

GRMZM2G158887         NKVDVDG-------GNSRVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNAL

GRMZM5G811797         NKVDVDG-------GNSRVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNAL

AtRABG3e              NKIDVDG-------GSSRVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFLCITTNAM

AtRABG3f              NKVDVDD-------GNSRVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIAKDAL

AtRABG3b              NKVDIDG-------GNSRVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFLCITKLAL

AtRABG3a              NKIDVDG-------GSSRVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFLTIAKTAL

GRMZM2G090034         NKIDLDG-------GSKRMVPEKKAREWCASKGDIPYFETSAKEDHNVDTAFLCIARLAL

GRMZM2G179215         NKIDVDG-------GKSRVVSDKKAMEWCASKGNIPYFETSAKEDYNVDNAFLTVAKLAL

AC149818.2_FG001      NKVDKDE--------D-RMVTKEEGLAF-AQERGCLFVESSAKTRENVEKCFEELALKIL

GRMZM2G075051         NKVDKDD--------E-RMVTKEEGLAF-AEEYGCLFLESSAKTRENVEKCFEELALKIL

GRMZM5G809265         NKVDKDD--------E-RMVTEEEGLAF-AEESGCLFLESSAKTRENVEKCFEELALKIL

AtRABC1               NKVDKES--------E-RAVSKKEGIDF-AREYGCLFLECSAKTRVNVEQCFEELVLKIL

AtRABC2a              NKVDRES--------E-RGVSREEGIAL-AKELNCMFLECSARTRQNVEQCFEELALKIM

AtRABC2b              NKVDRES--------E-RKVSREEGMAL-AKDLNCLFHECSARTRENVNGCFEELALKIM

AtRABB1a              NKCDLED--------K-RTVSTEEGEQF-AREHGLIFMEASAKTAHNVEEAFVETAATIY

AtRABB1b              NKCDLAH--------K-RAVSKEEGQQF-AKEHGLLFLEASARTAQNVEEAFIETAAKIL

AtRABB1c              NKCDLAH--------R-RAVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFIKTAATIY

GRMZM2G024693         NKCDLSH--------R-RAVSYEEGEQF-AKEHGLVFMEASAKTAQNVEEAFIKTAGTIY

GRMZM2G416142         NKCDLSH--------R-RAVSYEEGEQF-AKEHGLVFMEASAKTAQNVEEAFIKTAGTIY

GRMZM2G173878         NKCDLSH--------R-RAVSYEEGEQF-AKEHGLIFMEASAKTAQNVEEAFVKTAGAIY

GRMZM2G330430         NKCDLSH--------R-RAVSYEEGEQF-AKEHGLIFMEASAKTAQNVEEAFVKTAGAIY

GRMZM2G149847         NKVDMDA--------K-RVVSTAQGQKL-ADEYGIKFFETSAKTNRNVEQVFFAMARDVK

GRMZM2G179090         NKVDMDA--------K-RVVSMAQGQKL-ADEYGIKFFETSAKTNQNVEQVFFAMARDVK

AtRABE1d              NKADMDE-------SK-RAVPTAKGQAL-ADEYGIKFFETSAKTNLNVENVFMSIAKDIK

AtRABE1e              NKADMDE-------SK-RAVPTSKGQAL-ADEYGIKFFETSAKTNQNVEQVFLSIAKDIK

GRMZM2G360867         NKVDMDE-------SK-RAVPTSKGQAL-ADEYGIKFFETSAKTNLNVEQVFFSIARDIK

GRMZM2G061900         NKADMDE-------SK-RAVPTSKGQAL-ADEYGIKFFETSAKTNLNVEQVFFSIARDIK

GRMZM5G878008         NKADMDE-------SK-RAVPTAKGQAL-ADEYGIKFFETFWIPGP-----LFGFQ----

AtRABE1a              NKADMDE-------SK-RAVPKSKGQAL-ADEYGMKFFETSAKTNLNVEEVFFSIAKDIK

AtRABE1c              NKADMDE-------SK-RAVPTAKGQAL-ADEYGIKFFETSAKTNLNVEEVFFSIGRDIK

GRMZM2G373738         NKCDLAE--------N-RAVDT---SAY-AEEVGIPFLETSAKESINVEEAFLAMSAAIK

GRMZM2G136455         NKCDLVD--------S-KVVDTEKAKDF-ADSLGIPFIETSAKESINVEEAFLTMSSEIK

AtRABD1               NKNDMVE--------S-KVVSTETGRAL-ADELGIPFLETSAKDSINVEQAFLTIAGEIK

GRMZM2G106960         NKCDLAE--------N-RVVSYEAGKAL-ADDIGIPFLETSAKDATNVEKAFMTMAGEIK

AtRABD2b              NKNDLTS--------Q-KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMTAAIK

AtRABD2c              NKCDLTS--------Q-KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMTAAIK

AtRABD2a              NKSDLTE--------N-RAIPYETAKAF-ADEIGIPFMETSAKDATNVEQAFMAMSASIK

GRMZM2G037204         NKSDLTA--------N-KVVATETAKAF-ADEMGIPFMETSAKNAINVEQAFMAMAASIK

GRMZM2G097728         NKSDLTA--------N-KVVATETAKAF-ADEMGIPFMETSAKNATNVEQAFMAMAASIK

GRMZM2G097746         NKSDLTA--------N-KVVATETAKAF-ADEMGIPFMETSAKNAINVEQAFMAMAASIK

AtRABH1a              NKTDLVN--------K-RQVSIEEGENK-AREFGALFMETSAKAGFNIKPLFCKITSALQ

AC166636.1_FG008      NKTDLVD--------K-RKVSTDEGEAK-AQEHGAMFMETSAKAGFNVKPLFRKIAGSLP

AtRABH1c              NKTDLVE--------K-RQVSISEGEDK-GKEYGVMFIETSAKENFNIKALFRKIAAALP

GRMZM2G128771         NKTDLVD--------K-RQVSTEEGESK-AKELNVMFIETSAKAGFNIKPLFRKIAAALP

AtRABH1b              NKTDLVD--------K-RQVSIEEAEAK-ARELNVMFIETSAKAGFNIKALFRKIAAALP

GRMZM2G075719         NKTDLVD--------K-RQVSIEEGEGK-AKDLGVMFIETSAKAGFNIKALFRKIAAALP

GRMZM2G169694         NKTDLVD--------K-RQVSIEEGEGK-AKDLGVMFIETSAKAGFNIKALFRKIAAALP

AtRABH1d              NKTDLVE--------K-RQVSIEEGDSK-GREYGVMFIETSAKAGFNIKPLFRKIAAALP

AtRABH1e              NKTDLVD--------K-RQVSIEEGDNK-ARDYGVIFIETSAKAGFNIKPLFRKIAAALP

GRMZM2G015159         NKADMLD--------A-RQVPAEEAKAY-AQENGLFFMETSAKTAINVNDIFYEIAKKLL

GRMZM2G131939         NKVDMLD--------A-RHVAVEEAKTY-AQENGLFFMETSAKTAINVNDIFYEIAKRLL

AtRABF2a              NKADLLD--------A-RKVSAEEAEIY-AQENSLFFMETSAKTATNVKDIFYEIAKRLP

AtRABF2b              NKSDLLD--------A-RKVTAEDAQTY-AQENGLFFMETSAKTATNVKEIFYEIARRLP

GRMZM2G362088         NKADLHD--------N-RSVSSQDAQDY-AEKNNMFFIETSAKTADNINQLFEEIAKRLP

AtRABF1               NKADLHE--------K-REVPTEDGMEL-AEKNGMFFIETSAKTADNINQLFEEIGKRLP

                      ** *               :         .        *            :        

AtRABA6a              EVV--TQRIASENKSNGAATPHINGNGNGT-VLPVGKEIVNIHEVT-----ATQ--PLLS

AtRABA6b              EVL--TQKIVLDNRLNGDGNN----ESNGA-VVPPGKEIAESPISI-----RSGFTAMGI

GRMZM2G335738         SIL--SRKVFQSLEQK-KS-E-------LQ-SLSSGKAV-VLQG-E--------ANQTSS

AtRABA5a              NIL--SRKVMSSQELN-KQ-D-------PA-SLSNGKKV-VIPS-D--------GQGEFK

AtRABA5b              NNV--SRKLLNSDAYK-AE-L----------SV-NRVSL-VNNQ-D--------GSESSW

AC197246.3_FG001      SNV--SRKVLNSDSYK-AE-L----------SL-NRVSI-DGDS-K--------DEQKQG

AtRABA5c              SNI--SRKQLNSDSYK-EE-L----------TV-NRVSL-VKNE-N--------EGT---

AtRABA5d              TNI--SRKQLNSDTYK-TE-L----------SMKNRVSL-VKDD-N--------KSSTQG

AtRABA5e              NNV--SRKQLNSDTYK-DE-L----------TV-NRVSL-VKDD-N--------SASKQS

GRMZM2G052509         AAV--SRRALELDEAR-RM-RGDQGDGGGEVLSLKGTAVDVGSI----------METSAM

AtRABA3               SRVVVSRKAMESD--------------GGATVKLDGSRIDVISGSD--------LETSNI

AtRABA4d              RII--SKKSLTADD-D---------DADGNSSLLKGTRI-IIPS----------EQESG-

GRMZM2G019119         RTV--SKKNLVANEEP---------DSSGNSSLLKGTKI-VVPG----------QEPPS-

AtRABA4c              RIV--SKKNLVANEEG---------ESGGDSSLLQGTKI-VVAG----------EETES-

GRMZM2G122805         KIH--SKKNMAADPR----------ANGAA-PSLAGKKV-IVPGPA--------QEIPK-

GRMZM2G061280         KIH--SKKNMVSEPK----------SNGAA-PAMPGTKV-LVPGPA--------QEIPK-

GRMZM2G164527         KIH--SKKNMVSEPK----------SNGAA-PAMPGTKV-LVPGPA--------QEIPK-

AtRABA4a              NIV--NKKSLAASEDQ---------ENGNP-GSLAGKKIDIVPGPG--------QVIPN-

AtRABA4b              NTV--NKKNLASEG-----------DSNNP-GSLAGKKI-LIPGSG--------QEIPA-

AtRABA1a              KIV--SKRSVDGGGES------------AD-LPGKGETINVK---E--------DGSVL-

GRMZM2G127648         QIV--SKKTVEASEEG------------AA-APGKGEKINVK---D--------DVSAM-

AtRABA1b              RIT--SKKQVEAGEDG------------NA-SVPKGEKIEVK---N--------DVSAL-

GRMZM2G018619         RIV--DKRAVEAGEDA------------AS-GPGRGEKINIK---D--------DVSAV-

GRMZM2G101938         RIV--SKRAVEAGEDA------------AS-GPGKGEKINIK---D--------DVSAV-

AtRABA1c              HIV--SKKAMEAASES------------AN-VPSKGDKIDIG---K--------DVSAV-

AtRABA1d              HVV--SKKAMEAGEDS------------GN-VPSKGEKIDV-------------DVSAV-

GRMZM2G023436         HVV--SRNALDIGDDP------------A--APPRGKTIDVSAAKD--------EVSPV-

AtRABA1e              RVM--SRKALDGTGDP------------M--SLPKGQTIDIG-NKD--------DVTAV-

AtRABA1h              RVV--SKKALDAGDDP------------TT-ALPKGQMINVG-SRD--------DVSAV-

AtRABA1i              RVV--SKKALEAGDDP------------TT-ALPKGQMINVG-GRD--------DISAV-

AtRABA1f              RVV--SRKALDIGDDP------------A--ALPKGQTINVG-SKD--------DVSAV-

AtRABA1g              RVA--SKKALDIGDDH------------T--TLPKGQSINVG-SKD--------DVSEV-

GRMZM2G020661         RVV--SKKALDIGDDP------------A--APPRGHTINVG-GKD--------DVSAV-

GRMZM2G039900         RVV--SKKALDIGDDP------------A--APPRGQTINVG-GKD--------DVSAV-

GRMZM2G124732         RVV--SKKALDIGDDP------------A--APPRGQTINVG-GKD--------DVSAV-

GRMZM2G061912         GIV--NRKALAAKEAA---------AATAS-LPSQGKIISID------------STAGN-

GRMZM2G093186         GIV--NRKALAAKEAA---------ATAAP-LPSQGKTISID------------SNAGN-

GRMZM2G154960         QTV--SKKALAAQASA---------STN-G-RSMQGTTINVA------------ESSTV-

AtRABA2b              HII--SKKALAAQEAA------------GN-LPGQGTAINIS------------DSSAT-

GRMZM2G473906         QII--SKKALAAQEAA-----------GSG-PPGQGTTINIA------------DPSAN-

GRMZM2G144008         QII--SKKALAAQEAA-----------GSG-PPGQGTTINVA------------DSSAN-

AtRABA2c              HII--SKKALAAQEAA---------AANSA-IPGQGTTINVD------------DTSGG-

AtRABA2d              HII--SKKALAAQEAA---------AANSA-IPGQGTTINVE------------DTSGA-

AC217358.3_FG008      RAV--SRKALAASSAG---------DDAAA--VGEGQAIQVSA--G--------DSAG--

AC217358.3_FG009      RAV--SRKALAASSAG---------DDAGA--VGEGQAIQVSA--S--------DSAG--

GRMZM2G029486         RII--SKKPLSSEESG---------LGSGN--LREGQSIQVSA--T--------NSGA--

GRMZM2G020544         RAV--SKKPVASDEVG---------AGQGG--VKEGKTIDVAT--G--------ADAAA-

AtRABA2a              RII--SKKSISSDQTT----------ANAN--IKEGQTIDVAA--T--------SESNA-

AtRABG1               TNERQIDDMER-Y-------------------RS----VV--PT-------IE--KETPR

AtRABG2               SNERKQSNDIY-P-------------------RGQYHDSV--TD------II---DPDQS

AtRABG3c              KNEPEEE--VY-L-------------------PD-----T--ID------VAGA-RQQRS

AtRABG3d              KNEPEEE--PY-L-------------------PD-----T--ID------VAGG-QQQRS

GRMZM2G044368         KNEPEEE--LY-V-------------------PD-----T--VD------VVGGNRAQRS

GRMZM2G158887         KNEPEEE--LY-V-------------------PD-----T--VD------VVGGNRAQRS

GRMZM5G811797         KNEPEEE--LY-V-------------------PD-----T--VD------VVGGNRAQRS

AtRABG3e              KSGEEEE--MY-L-------------------PD-----T--ID------VGTS-NPQRS

AtRABG3f              KSGEEEE--LY-L-------------------PD-----T--ID------VGTS-NQQRS

AtRABG3b              ANERDQD--IY-F-------------------QP-----D--TG------SVPE-Q---R

AtRABG3a              ANEHEQD--IY-F-------------------QG-----I--PD------AVTE-NEPKG

GRMZM2G090034         EHEHDQD--IY-F-------------------KT-----V--AE------QVPD-TEQ-T

GRMZM2G179215         EHERDQD--IY-F-------------------QS-----V--AD------PVPE-TEQ-R

AC149818.2_FG001      QVPSLLEEGSSVV-------------------KRNTLTLK-----------QKQENANRS

GRMZM2G075051         EVPSLLEEGSSSV-------------------VKRNILKQ-----------KQESDAKNG

GRMZM5G809265         EVPSLLEEGSSSV-------------------VKRNILKQ-----------KQESHAKNG

AtRABC1               ETPSLTAEGSSGG-------------------KKNIFKQN-----------PAQTTSTSS

AtRABC2a              EVPSLLEEGSSAV-------------------KRNILKQK-----------PEHQTNTQS

AtRABC2b              EVPSLLEEGSSSV-------------------KRKP----------------DY-RAHQG

AtRABB1a              KRIQDGVVDEA-N-------------------EP-------GITPG-PFGGKDASSSQQR

AtRABB1b              QNIQDGVFDVS-N-------------------ESSGIKIGYGRTQG-AAGGRDGTIS-QG

AtRABB1c              KKIQDGVFDVS-N-------------------ESYGIKVGYGGIPG-PSGGRDGSTS-QG

GRMZM2G024693         KKIQDGIFDVS-N-------------------ESNGIKVGYA-VPN-SSGGGAGSSS-QA

GRMZM2G416142         KKIQDGIFDVS-N-------------------ESNGIKVGYA-VPN-SSGGGAGSSS-QA

GRMZM2G173878         KKIQDGVFDVS-N-------------------ESYGIKVGYA-IPG-QSGGAGSSSS-QG

GRMZM2G330430         KKIQDGVFDVS-N-------------------ESYGIKVGYV-VPG-QSGGAGSS-S-QG

GRMZM2G149847         QRLTETVAAA--A-------------------EPPTIQIS---RPD-PDQADAASSRRWS

GRMZM2G179090         RRLTETVAAA--A-------------------EPPAIQIS---RPD-SGQAGAASSTRWS

AtRABE1d              QRLTETDT-K--A-------------------EPQGIKIT---KQD-TA--AS-SSTAEK

AtRABE1e              QRLTESDT-K--A-------------------EPQGIKIT---KQD-ANKASS-SSTNEK

GRMZM2G360867         QRLSETDS-K--P-------------------EDRTIKIK---AEG-EA---D-AAEAQK

GRMZM2G061900         QRLSETDS-K--P-------------------EDRTIKIK---AEG-EA--EA-AAAAQN

GRMZM5G878008         ------------------------------------------------------------

AtRABE1a              QRLADTDA-R--A-------------------EPQTIKIN---QSD-QGA-GT-SQATQK

AtRABE1c              QRLSDTDS-R--A-------------------EPATIKIS---QTD-QAA-GA-GQATQK

GRMZM2G373738         KSKAGSQAALERK-------------------PSNVVQMK---G----------RPIQQE

GRMZM2G136455         KRMATQPTVER-R-------------------PTVHVHMK---G----------QPIQQK

AtRABD1               KKMGSQTNANKTS-------------------GPGTVQMK---G----------QPIQQN

GRMZM2G106960         NRMASQPAASGAS-------------------RPATVQMR---G----------QPVSQQ

AtRABD2b              TRMASQPAGG--A-------------------KPPTVQIR---G----------QPVNQQ

AtRABD2c              TRMASQPAGG--S-------------------KPPTVQIR---G----------QPVNQQ

AtRABD2a              ERMASQPAGN-NA-------------------RPPTVQIR---G----------QPVAQK

GRMZM2G037204         DRMASQPAAA-NA-------------------RPATVQIR---G----------QPVNQK

GRMZM2G097728         DRMASQPAAA-NA-------------------RPATVQIR---G----------QPVNQK

GRMZM2G097746         DRMASQPAAA-NA-------------------RPATVQIR---G----------QPVNQK

AtRABH1a              GNEAVSW-TK----------------------QEDLVDVNLKPLMFSSQANH-----QQE

AC166636.1_FG008      GLDALSS-GK----------------------QEDMVDINLRPASGSSASGAAAQLEQKS

AtRABH1c              GVDSYSLATK----------------------SDDMVDVNLKTTSNS-SQGEQQGGAGGG

GRMZM2G128771         GMETLS--AK----------------------QEDMVDVNLKSTSSQSNSQQ-----QEG

AtRABH1b              GMETLSS-TK----------------------QEDMVDVNLKSSNANASLAQ-----QQS

GRMZM2G075719         GMETLSS-AK----------------------QEDMVDVNLRSGNANSSQSQ-----AQA

GRMZM2G169694         GMETLSS-AK----------------------QEDMVDVNLRSGNANSSQSQ-----AQA

AtRABH1d              GMESYSN-TK----------------------NEDMVDVNLKPTS-NSSQGD-----QQG

AtRABH1e              GMETLSS-TK----------------------QEDMVDVNLKTSS-NSAQGE-----QQR

GRMZM2G015159         QGQQAPSPQ------------------------AGMVL-NQRPNE------------RTV

GRMZM2G131939         QGQEAPSPQ------------------------AGIVL-NQRPDE------------RMV

AtRABF2a              RVQPAENP-------------------------TGMVL-PNGPGA------------TAV

AtRABF2b              RVQPTENP-------------------------TGMVL-PDRAMD------------RAV

GRMZM2G362088         RPTAS-------------------------------------------------------

AtRABF1               RPAPSS------------------------------------------------------

AtRABA6a              SSSNCCFK----------------------------------------------------

AtRABA6b              IASSTIFKSGDSKSSSSYYQLPAERRRAHEEAI-VNATIDLIARELDALFPPKLGDTSSA

GRMZM2G335738         GGRWCCSS----------------------------------------------------

AtRABA5a              KGG-CCSS----------------------------------------------------

AtRABA5b              RNPSCCSR----------------------------------------------------

AC197246.3_FG001      SRFGCC------------------------------------------------------

AtRABA5c              KTFSCCSR----------------------------------------------------

AtRABA5d              FGFSCCSSS---------------------------------------------------

AtRABA5e              SGFSCCSST---------------------------------------------------

GRMZM2G052509         KRSSQCACS---------------------------------------------------

AtRABA3               KEQASCSC----------------------------------------------------

AtRABA4d              KRGGCCGKS---------------------------------------------------

GRMZM2G019119         TLKATCCMSS--------------------------------------------------

AtRABA4c              KGKGCCGTS---------------------------------------------------

GRMZM2G122805         --SKCCSSM---------------------------------------------------

GRMZM2G061280         --SKCCSSM---------------------------------------------------

GRMZM2G164527         --SKCCSSM---------------------------------------------------

AtRABA4a              KSNMCCNS----------------------------------------------------

AtRABA4b              KTSTCCTSS---------------------------------------------------

AtRABA1a              KRMGCCSN----------------------------------------------------

GRMZM2G127648         KRVGCCSN----------------------------------------------------

AtRABA1b              KKLGCCSN----------------------------------------------------

GRMZM2G018619         KKGGCCSS----------------------------------------------------

GRMZM2G101938         KKGGCCSS----------------------------------------------------

AtRABA1c              KKGGCCSN----------------------------------------------------

AtRABA1d              KKTGCCSN----------------------------------------------------

GRMZM2G023436         NAGGCCSSA---------------------------------------------------

AtRABA1e              KSSGCCSG----------------------------------------------------

AtRABA1h              KKSGCCAT----------------------------------------------------

AtRABA1i              KKPGCCSA----------------------------------------------------

AtRABA1f              KKVGCCSN----------------------------------------------------

AtRABA1g              KKVGCCSS----------------------------------------------------

GRMZM2G020661         KKSACCSS----------------------------------------------------

GRMZM2G039900         KKAGCCSS----------------------------------------------------

GRMZM2G124732         KKSGCCSS----------------------------------------------------

GRMZM2G061912         TKRACCST----------------------------------------------------

GRMZM2G093186         TKKACCST----------------------------------------------------

GRMZM2G154960         TKGSCCSS----------------------------------------------------

AtRABA2b              NRKGCCST----------------------------------------------------

GRMZM2G473906         TKRGCCSS----------------------------------------------------

GRMZM2G144008         MKGGCCSS----------------------------------------------------

AtRABA2c              AKRACCSS----------------------------------------------------

AtRABA2d              GKRGCCST----------------------------------------------------

AC217358.3_FG008      LTTRCCAF----------------------------------------------------

AC217358.3_FG009      LTTRCCAF----------------------------------------------------

GRMZM2G029486         LTSRCCSS----------------------------------------------------

GRMZM2G020544         HKKQCCSA----------------------------------------------------

AtRABA2a              -KKPCCSSS---------------------------------------------------

AtRABG1               SRCSC-------------------------------------------------------

AtRABG2               RGCAC-------------------------------------------------------

AtRABG3c              TGCEC-------------------------------------------------------

AtRABG3d              TGCEC-------------------------------------------------------

GRMZM2G044368         SGCC--------------------------------------------------------

GRMZM2G158887         SGCC--------------------------------------------------------

GRMZM5G811797         SGCC--------------------------------------------------------

AtRABG3e              TGCEC-------------------------------------------------------

AtRABG3f              TGCEC-------------------------------------------------------

AtRABG3b              GGCAC-------------------------------------------------------

AtRABG3a              GGCAC-------------------------------------------------------

GRMZM2G090034         SGCAC-------------------------------------------------------

GRMZM2G179215         SGCAC-------------------------------------------------------

AC149818.2_FG001      G--GCCQ-----------------------------------------------------

GRMZM2G075051         S--GCCQ-----------------------------------------------------

GRMZM5G809265         S--GCCQ-----------------------------------------------------

AtRABC1               S--YCCSS----------------------------------------------------

AtRABC2a              G---CCS-----------------------------------------------------

AtRABC2b              R---CCSS----------------------------------------------------

AtRABB1a              R--GCCG-----------------------------------------------------

AtRABB1b              G--GCCG-----------------------------------------------------

AtRABB1c              G--GCCG-----------------------------------------------------

GRMZM2G024693         G--GCCS-----------------------------------------------------

GRMZM2G416142         G--GCCS-----------------------------------------------------

GRMZM2G173878         G--GCCS-----------------------------------------------------

GRMZM2G330430         G--GCCS-----------------------------------------------------

GRMZM2G149847         S--SCCNT----------------------------------------------------

GRMZM2G179090         S--SCCST----------------------------------------------------

AtRABE1d              S--ACCSYV---------------------------------------------------

AtRABE1e              S--ACCSYV---------------------------------------------------

GRMZM2G360867         S--ACCGS----------------------------------------------------

GRMZM2G061900         S--ACCGS----------------------------------------------------

GRMZM5G878008         ------------------------------------------------------------

AtRABE1a              S--ACCGT----------------------------------------------------

AtRABE1c              S--ACCGT----------------------------------------------------

GRMZM2G373738         Q-----------------------------------------------------------

GRMZM2G136455         S--SCCSS----------------------------------------------------

AtRABD1               N--GGCCGQ---------------------------------------------------

GRMZM2G106960         S--SCCS-----------------------------------------------------

AtRABD2b              S--GCCSS----------------------------------------------------

AtRABD2c              S--GCCSS----------------------------------------------------

AtRABD2a              N--GCCST----------------------------------------------------

GRMZM2G037204         T--SCCSS----------------------------------------------------

GRMZM2G097728         T--SCCSS----------------------------------------------------

GRMZM2G097746         T--SCCSS----------------------------------------------------

AtRABH1a              SNCSC-------------------------------------------------------

AC166636.1_FG008      GGCSC-------------------------------------------------------

AtRABH1c              GGCSC-------------------------------------------------------

GRMZM2G128771         SGCAC-------------------------------------------------------

AtRABH1b              GGCSC-------------------------------------------------------

GRMZM2G075719         GGCSCYSPSLSYSTIVSLLLYPIYHYRVFCRVTVFRTVLSCFCRDS--------------

GRMZM2G169694         GGCSC-------------------------------------------------------

AtRABH1d              GACSC-------------------------------------------------------

AtRABH1e              GGCAC-------------------------------------------------------

GRMZM2G015159         SSSSCCS-----------------------------------------------------

GRMZM2G131939         STSSCCS-----------------------------------------------------

AtRABF2a              SS-SCCA-----------------------------------------------------

AtRABF2b              SS-SCCA-----------------------------------------------------

GRMZM2G362088         ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

AtRABA6a              --------------------------------------------

AtRABA6b              DPPNEIDPTKRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

GRMZM2G335738         --------------------------------------------

AtRABA5a              --------------------------------------------

AtRABA5b              --------------------------------------------

AC197246.3_FG001      --------------------------------------------

AtRABA5c              --------------------------------------------

AtRABA5d              --------------------------------------------

AtRABA5e              --------------------------------------------

GRMZM2G052509         --------------------------------------------

AtRABA3               --------------------------------------------

AtRABA4d              --------------------------------------------

GRMZM2G019119         --------------------------------------------

AtRABA4c              --------------------------------------------

GRMZM2G122805         --------------------------------------------

GRMZM2G061280         --------------------------------------------

GRMZM2G164527         --------------------------------------------

AtRABA4a              --------------------------------------------

AtRABA4b              --------------------------------------------

AtRABA1a              --------------------------------------------

GRMZM2G127648         --------------------------------------------

AtRABA1b              --------------------------------------------

GRMZM2G018619         --------------------------------------------

GRMZM2G101938         --------------------------------------------

AtRABA1c              --------------------------------------------

AtRABA1d              --------------------------------------------

GRMZM2G023436         --------------------------------------------

AtRABA1e              --------------------------------------------

AtRABA1h              --------------------------------------------

AtRABA1i              --------------------------------------------

AtRABA1f              --------------------------------------------

AtRABA1g              --------------------------------------------

GRMZM2G020661         --------------------------------------------

GRMZM2G039900         --------------------------------------------

GRMZM2G124732         --------------------------------------------

GRMZM2G061912         --------------------------------------------

GRMZM2G093186         --------------------------------------------

GRMZM2G154960         --------------------------------------------

AtRABA2b              --------------------------------------------

GRMZM2G473906         --------------------------------------------

GRMZM2G144008         --------------------------------------------

AtRABA2c              --------------------------------------------

AtRABA2d              --------------------------------------------

AC217358.3_FG008      --------------------------------------------

AC217358.3_FG009      --------------------------------------------

GRMZM2G029486         --------------------------------------------

GRMZM2G020544         --------------------------------------------

AtRABA2a              --------------------------------------------

AtRABG1               --------------------------------------------

AtRABG2               --------------------------------------------

AtRABG3c              --------------------------------------------

AtRABG3d              --------------------------------------------

GRMZM2G044368         --------------------------------------------

GRMZM2G158887         --------------------------------------------

GRMZM5G811797         --------------------------------------------

AtRABG3e              --------------------------------------------

AtRABG3f              --------------------------------------------

AtRABG3b              --------------------------------------------

AtRABG3a              --------------------------------------------

GRMZM2G090034         --------------------------------------------

GRMZM2G179215         --------------------------------------------

AC149818.2_FG001      --------------------------------------------

GRMZM2G075051         --------------------------------------------

GRMZM5G809265         --------------------------------------------

AtRABC1               --------------------------------------------

AtRABC2a              --------------------------------------------

AtRABC2b              --------------------------------------------

AtRABB1a              --------------------------------------------

AtRABB1b              --------------------------------------------

AtRABB1c              --------------------------------------------

GRMZM2G024693         --------------------------------------------

GRMZM2G416142         --------------------------------------------

GRMZM2G173878         --------------------------------------------

GRMZM2G330430         --------------------------------------------

GRMZM2G149847         --------------------------------------------

GRMZM2G179090         --------------------------------------------

AtRABE1d              --------------------------------------------

AtRABE1e              --------------------------------------------

GRMZM2G360867         --------------------------------------------

GRMZM2G061900         --------------------------------------------

GRMZM5G878008         --------------------------------------------

AtRABE1a              --------------------------------------------

AtRABE1c              --------------------------------------------

GRMZM2G373738         --------------------------------------------

GRMZM2G136455         --------------------------------------------

AtRABD1               --------------------------------------------

GRMZM2G106960         --------------------------------------------

AtRABD2b              --------------------------------------------

AtRABD2c              --------------------------------------------

AtRABD2a              --------------------------------------------

GRMZM2G037204         --------------------------------------------

GRMZM2G097728         --------------------------------------------

GRMZM2G097746         --------------------------------------------

AtRABH1a              --------------------------------------------

AC166636.1_FG008      --------------------------------------------

AtRABH1c              --------------------------------------------

GRMZM2G128771         --------------------------------------------

AtRABH1b              --------------------------------------------

GRMZM2G075719         --------------------------------------------

GRMZM2G169694         --------------------------------------------

AtRABH1d              --------------------------------------------

AtRABH1e              --------------------------------------------

GRMZM2G015159         --------------------------------------------

GRMZM2G131939         --------------------------------------------

AtRABF2a              --------------------------------------------

AtRABF2b              --------------------------------------------

GRMZM2G362088         --------------------------------------------

AtRABF1               --------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 12
AtRABG1                     ----------------------------------MEKTKLKIILLGDSGVGKTSLLKRYN

AtRABG3e                    -------------------------M------PSRRRTLLKVIILGDSGVGKTSLMNQYV

AtRABG3f                    -------------------------M------PSRRRTLLKVIILGDSGVGKTSLMNQYV

LjSGA_031184.1              -------------------------M------ASRRRMLLKVIILGDSGVGKTSLMNQYV

AtRABG3c                    -------------------------M------ASRRRVLLKVIILGDSGVGKTSLMNQFV

AtRABG3d                    -------------------------M------SSRRRVLLKVIILGDSGVGKTSLMNQFV

AtRABG3a                    -------------------------M------ATRRRTLLKVIVLGDSGVGKTSLMNQYV

AtRABG3b                    -------------------------M------STRRRTLLKVIILGDSGVGKTSLMNQYV

AtRABG2                     ------------------------MD------SLKNRTLLKVIVLGDSGVGKTSLMNQYV

LjSGA_027414.2              -------------------------------------------------MWTVNYLYRYV

LjSGA_096053.1              ----------------------------------------------------------YV

AtRABA5a                    -----------------------MAF--YSEDDKSEDYLFKIVLIGDSAVGKSNLLARFA

AtRABA5b                    -------------------------M--GKEDDRGEEYLFKIVLIGDSAVGKSNLLSRFS

chr1.CM0017.810.r2.a        ------------------------MS--SSEDEGGEEYLFKIVIIGDSAVGKSNLLSRYA

chr1.CM0316.740.r2.d        ------------------------MS--SSEDEGGEEYLFKIVIIGDSAVGKSNLLSRYA

AtRABA5c                    -------------------------M--SDDDERGEEYLFKIVIIGDSAVGKSNLLTRYA

AtRABA5d                    -------------------------M--SSDDEGGEEYLFKIVIIGDSAVGKSNLLSRYA

AtRABA5e                    -------------------------M--SSDDEGREEYLFKIVVIGDSAVGKSNLLSRYA

chr4.CM0042.2210.r2.m       ------------------------MA--ADAFDEQCDYLFKAVLIGDSGVGKSNLISRFA

AtRABA6a                    ------------------------MA--EDTYEEECDYLFKAVLIGDSAVGKSNLLSRFS

AtRABA6b                    ------------------------MA--EESYDEECDYLFKAVLIGDSAVGKSNLLSRFS

AtRABA3                     --MNEEMSGESPEN-----NKHV----KKPTMPEKIDYVFKVVVIGDSAVGKTQLLSRFT

chr3.LjT46L11.30.r2.m       ------------------------MAQWQGDSDEGIDYMFKVVMVGDSGVGKSQLLNRFV

AtRABA4a                    ----------------------MTSGGGYGDPSQKIDYVFKVVLIGDSAVGKSQILARYA

AtRABA4b                    ----------------------MAGGGGYGGASGKVDYVFKVVLIGDSAVGKSQLLARFA

AtRABA4c                    ------------------------MSKFQSNFNQKIDYVFKVVLIGDSAVGKSQLLARFS

AtRABA4d                    ------------------------MSNLYGDYNQKIDYVFKVVLIGDSAVGKTQLLARFA

chr3.CM0160.970.r2.m        ----------------------------MGTSDEDYDYLFKLVLIGDSGVGKSNLLSRFT

AtRABA1e                    ------------------------MG--AYRADDDYDYLFKLVLIGDSGVGKSNLLSRFT

AtRABA1f                    ------------------------MA--AYRADDEYDYLFKVVLIGDSGVGKSNLLSRFT

AtRABA1g                    ------------------------MA--AYRADDDYDFLYKVVLIGDSGVGKSNLLSRFT

AtRABA1h                    ------------------------MG--TYKAEDDYDYLFKVVLTGDSGVGKSNLLSRFT

AtRABA1i                    ------------------------MG--AYRAEDDYDYLFKVVLTGDSGVGKSNLLSRFT

AtRABA1a                    ------------------------MA--GYRADEEYDYLFKLVLIGDSGVGKSNLLSRFT

LjSGA_102820.1              ------------------------MG--GYRTDDEYDYLFKLVLIGDSGVGKSNLLSRFT

chr3.LjT39G17.10.r2.m       ------------------------MA--GYKADDEYDYLFKLVLIGDSGVGKSNLLSRFT

AtRABA1c                    ------------------------MA--GYRADDEYDYLFKVVLIGDSGVGKSNLLSRFT

AtRABA1d                    ------------------------MA--GYRADDDYDYLFKVVLIGDSGVGKSNLLSRFT

chr3.CM0282.210.r2.d        ------------------------MA--GYRADDDYDYLFKVVLIGDSGVGKSNLLSRFT

AtRABA1b                    ------------------------MA--GYRVEDDYDYLFKVVLIGDSGVGKSNLLSRFT

chr1.CM1875.90.r2.m         ------MRGLNSRSGQKEKNREVLRG--GGMDEKEYDYLFKLVLGGDSEVRKSNLVSRFF

LjSGA_034664.2              -------------------------M--ARRGEEEYDYLFKVVLIGDSGVGKSNLFSRFT

AtRABA2a                    -------------------------M--ARRPDEEYDYLFKVVLIGDSGVGKSNLLSRFT

chr2.CM0011.460.r2.a        -------------------------M--AYKVDHEYDYLFKIVLIGDSGVGKSNILSRFT

AtRABA2b                    -------------------------M--ANRIDHEYDYLFKIVLIGDSGVGKSNILSRFT

chr3.CM0792.300.r2.d        -------------------------M--AHRVDHEYDYLFKIVLIGDSGVGKSNILSRFT

AtRABA2c                    -------------------------M--THRVDQEYDYLFKIVLIGDSGVGKSNILSRFT

AtRABA2d                    -------------------------M--AHRVEQDYDYLFKIVLIGDSGVGKTNILSRFT

chr5.CM0909.740.r2.m        ------------------------MGSGSKVGNSNYDYSFKILLTGDSGVGKSSLLLSFI

chr4.CM0680.90.r2.m         --------------------------MDSSSAPQEFDYLFKLLMIGDSGVGKSSLLLSFT

AtRABC1                     --------------------------MGSSSGQPEFDYLFKVLLIGDSGVGKSSLLLSFT

AtRABC2b                    --------------------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLLSFI

AtRABC2a                    --------------------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLVSFI

chr5.CM1077.320.r2.a        -------------------------MSSSSGQSSAYDLSFKILLIGDSAVGKSSLLVSFI

chr1.CM0012.2150.r2.m       ----------------------------MSSSSGGYDLSFKILLIGDSGVGKSSLLVSFI

LjT42G13.80.r2.d            ---------------------------------MSYAYLFHYIIIGDTGVGKSCLTLQFT

AtRABB1a                    ---------------------------------MSYAYRFKYIIIGDTGVGKSCLLLKFT

AtRABB1b                    ---------------------------------MSYDYLFKYIIIGDTGVGKSCLLLQFT

chr6.LjT02P05.170.r2.d      ---------------------------------MSYAYLFKYIIIGDTGVGKSCLLLQFT

AtRABB1c                    ---------------------------------MSYAYLFKYIIIGDTGVGKSCLLLQFT

AtRABE1d                    ------------------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFS

AtRABE1e                    ------------------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFS

chr5.CM0180.240.r2.m        -----------------------MAGAPAARARADYDYLIKLLLIGDSGVGKSCLLLRFS

chr3.CM0786.130.r2.d        ------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFS

chr5.CM0428.500.r2.a        ------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFS

AtRABE1a                    ------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFS

AtRABE1c                    ------------------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFS

AtRABD1                     -------------------------------MSNEYDYLFKLLLIGDSSVGKSCLLLRFA

AtRABD2b                    -------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFA

AtRABD2c                    -------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFA

chr1.LjT29L18.70.r2.d       ------------------------------MVILCSDYLFKLLLIGDSGVGKSCLLLRFA

AtRABD2a                    -------------------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFS

AtRABH1a                    --------------------------------MGDLGKGYKLVFLGDQGVGKTSIITCFM

AtRABH1c                    ------------------------MA------SVSPLAKFKLVFLGDQSVGKTSIITRFM

chr4.CM0831.280.r2.d        ------------------------MA------PVSALAKYKLVFLGDQSVGKTSIITRFM

AtRABH1d                    ------------------------MA------SVSPLAKYKLVFLGDQSVGKTSIITRFM

AtRABH1b                    ------------------------MA------PVSALAKYKLVFLGDQSVGKTSIITRFM

chr4.CM0307.320.r2.d        ------------------------MA------TVSPLAKYKLVFLGDQSVGKTSIITRFM

AtRABH1e                    ------------------------MA------SVSPLAKYKLVFLGDQSVGKTSIITRFM

chr5.LjT05O23.40.r2.d       MGCGSSLPDRDSRPF-GRDNPENGGG------QDAKNLRVKLVLLGDSGVGKSCIVLRFV

AtRABF1                     MGCASSLPDRNSGTLSGLSNSENAVP------ADAKNLRVKLVLLGDSGVGKSCIVLRFV

chr3.CM0253.350.r2.d        -----------------------MAR------PGNKIIQAKLVLLGDMGTGKTSLALRFV

chr2.LjT08I01.80.r2.a       -----------------------MAT------VGHNNLNAKLVLLGDMGTGKSSLVLRFV

AtRABF2a                    -----------------------MAS------SGNKNINAKLVLLGDVGAGKSSLVLRFV

AtRABF2b                    -----------------------MAA------AGNKSINAKLVLLGDVGAGKSSLVLRFV

                                                                                      : 

AtRABG1                     DKD-FKQLHNSTIYVDLVTK-EICI-----------------AER-QVILQIW-------

AtRABG3e                    NKK-FSNQYKATIGADFLTK-EVQF-----------------EDR-LFTLQIW-------

AtRABG3f                    NKK-FSNQYKATIGADFLTK-EVQF-----------------EDR-LFTLQIW-------

LjSGA_031184.1              NRK-FSNQYKATIGADFLTK-EVQF-----------------EDR-LFTLQIW-------

AtRABG3c                    NRK-FSNQYKATIGADFLTK-EVQI-----------------DDR-IFTLQIW-------

AtRABG3d                    NRK-FSNQYKATIGADFLTK-EVQI-----------------DDR-IFTLQIW-------

AtRABG3a                    HKK-FSMQYKATIGADFVTK-ELQI-----------------GEK-LVTLQIW-------

AtRABG3b                    NNK-FSQQYKATIGADFVTK-ELQI-----------------DDR-LVTLQIW-------

AtRABG2                     YKK-FNKQYKATIGADFVTK-ELHI-----------------DEK-SVTLQIW-------

LjSGA_027414.2              HKK-FSQQYKATIGADFVTK-ELQI-----------------DDR-LVTLQIW-------

LjSGA_096053.1              YKK-FSQQYKATIGADFVTK-ELQV-----------------DDK-LVTLQIW-------

AtRABA5a                    RDE-FYPNSKSTIGVEFQTQ-KMDI-----------------NGK-EIKAQIW-------

AtRABA5b                    RDE-FDTNSKATIGVEFQTQ-LVEI-----------------EGK-EVKAQIW-------

chr1.CM0017.810.r2.a        RNE-FNMHSKATIGVEFQTQ-SLEI-----------------DSK-EVKAQIW-------

chr1.CM0316.740.r2.d        RNE-FNMHSKATIGVEFQTQ-SLEI-----------------DSK-EVKAQIW-------

AtRABA5c                    RNE-FNPNSKATIGVEFQTQ-SMLI-----------------DGK-EVKAQIW-------

AtRABA5d                    RNE-FNAHSKATIGVEFQTQ-NMEI-----------------EGK-EVKAQIW-------

AtRABA5e                    RNE-FSANSKATIGVEFQTQ-SMEI-----------------EGK-EVKAQIW-------

chr4.CM0042.2210.r2.m       KDE-FRLDSKPTIGVEFAYR-NIKV-----------------RDK-LIKAQIW-------

AtRABA6a                    KDE-FRFDSKPTIGVEFAYR-NVHV-----------------GDK-IIKAQIW-------

AtRABA6b                    RDE-FRLDSKPTIGVDFAYR-NVRV-----------------GDK-TIKAQIW-------

AtRABA3                     HNE-FCYDSKSTIGVEFQTR-TITL-----------------RGK-LVKAQIW-------

chr3.LjT46L11.30.r2.m       RNE-FQMKSKATIGVEFLTK-TVVM-----------------DHK-VVKAQIW-------

AtRABA4a                    RDE-FSLDSKATIGVEFQTR-TLVI-----------------DHK-SVKAQIW-------

AtRABA4b                    RDE-FSMDSKATIGVEFQTR-TLSI-----------------EQK-SIKAQIW-------

AtRABA4c                    RNE-FSIESKATIGVEFQTR-TLEI-----------------DRK-TIKAQIW-------

AtRABA4d                    RNE-FSVDSKATIGVEFQTK-TLVI-----------------DNK-TVKAQIW-------

chr3.CM0160.970.r2.m        RNE-FNLESKSTIGVEFATR-SVRI-----------------HDK-TVKAQIW-------

AtRABA1e                    RNE-FSIESKSTIGVEFATR-SVHV-----------------DEK-IIKAQLW-------

AtRABA1f                    RNE-FSLESKSTIGVEFATR-SIHV-----------------DDK-IVKAQIW-------

AtRABA1g                    RNE-FSLESKSTIGVEFATR-SIHV-----------------DEK-IVKAQIW-------

AtRABA1h                    RND-FSHDSRSTIGVEFATRRGIQV-----------------DDK-IVKAQIW-------

AtRABA1i                    RND-FSHDSRATIGVEFATR-SIQC-----------------DDK-IVKAQIW-------

AtRABA1a                    KNE-FNLESKSTIGVEFATK-TTKV-----------------EGK-VVKAQIW-------

LjSGA_102820.1              KNE-FNLESKSTIGVEFATK-TLNV-----------------DAK-VVKAQIW-------

chr3.LjT39G17.10.r2.m       RNE-FNLESKSTIGVEFATK-SLNI-----------------DGK-VIKAQIW-------

AtRABA1c                    KNE-FSLESKSTIGVEFATR-SLNV-----------------DDK-VIKAQIW-------

AtRABA1d                    RNE-FSLESKSTIGVEFATR-SLNV-----------------NEK-VIKAQIW-------

chr3.CM0282.210.r2.d        KNE-FNLESKSTIGVEFATR-TLNV-----------------DSK-VIKSQIW-------

AtRABA1b                    KNE-FNLESKSTIGVEFATR-TLKV-----------------DGK-VVKAQIW-------

chr1.CM1875.90.r2.m         DNT-FCFESKRTVGVEFFTR-TLEV-----------------EGR-MVKAQLW-------

LjSGA_034664.2              RNE-FCLESKSTIGVEFATR-TLEV-----------------EGR-MVKAQIW-------

AtRABA2a                    RNE-FCLESKSTIGVEFATR-TLQV-----------------EGR-TVKAQIW-------

chr2.CM0011.460.r2.a        RNE-FCLESKSTIGVEFATR-TLQV-----------------EGK-TVKAQIW-------

AtRABA2b                    RNE-FCLESKSTIGVEFATR-TLQVISLLSLSLNLDNFPPDQFGK-TVKAQIW-------

chr3.CM0792.300.r2.d        RNE-FCLESKSTIGVEFATR-TLQV-----------------EGK-TVKAQIW-------

AtRABA2c                    RNE-FCLESKSTIGVEFATR-TTQV-----------------EGK-TIKAQIW-------

AtRABA2d                    RNE-FCLESKSTIGVEFATR-TLQV-----------------EGK-TVKAQIW-------

chr5.CM0909.740.r2.m        SNSNSLYDLSPTIGVDFKMK-LITI-----------------SGK-RLKLTIW-------

chr4.CM0680.90.r2.m         SD--EFQDMSPTIGVDFKVK-YVAI-----------------GGK-KLKLAIW-------

AtRABC1                     SN--TFDDLSPTIGVDFKVK-YLTI-----------------GEK-KLKLAIW-------

AtRABC2b                    SS--SVEDLAPTIGVDFKIK-QMKV-----------------RGK-RLKLTIW-------

AtRABC2a                    SS--SVEDLAPTIGVDFKIK-QLTV-----------------GGK-RLKLTIW-------

chr5.CM1077.320.r2.a        SN--SVHDIGPTIGVDFKIK-LLTV-----------------GGK-RLKLTIW-------

chr1.CM0012.2150.r2.m       SS--SVEDQSPTIGVDFKIK-MLTV-----------------GGK-RLKLTIW-------

LjT42G13.80.r2.d            GKR-FQPVHDLTIGVELGVR-TITI-----------------DNQ-PVKLRIW-------

AtRABB1a                    DKR-FQAVHDLTIGVEFGAK-TITI-----------------DNK-PIKLQIW-------

AtRABB1b                    DKR-FQPVHDLTIGVEFGAR-MVTV-----------------DGR-PIKLQIW-------

chr6.LjT02P05.170.r2.d      DKR-FQPVHDLTIGVEFGAR-MITI-----------------DNK-PIKLQIW-------

AtRABB1c                    DKR-FQPVHDLTIGVEFGAR-MITI-----------------DNK-PIKLQIW-------

AtRABE1d                    DDT-FTTSFITTIGIDFKIR-TVEL-----------------DGK-RIKLQIW-------

AtRABE1e                    DDT-FTTSFITTIGIDFKIR-TVEL-----------------DGK-RIKLQIW-------

chr5.CM0180.240.r2.m        DGS-FTTSFITTIGIDFKIR-TIEL-----------------DGK-RIKLQIW-------

chr3.CM0786.130.r2.d        DGS-FTTSFITTIGIDFKIR-TIEL-----------------DGK-RVKLQIW-------

chr5.CM0428.500.r2.a        DGS-FTTSFITTIGIDFKIR-TIEL-----------------DGK-RIKLQIW-------

AtRABE1a                    DGS-FTTSFITTIGIDFKIR-TIEL-----------------DGK-RIKLQIW-------

AtRABE1c                    DGS-FTTSFITTIGIDFKIR-TIEL-----------------DGK-RIKLQIW-------

AtRABD1                     DDA-YIDSYISTIGVDFKIR-TIEQ-----------------DGK-TIKLQIW-------

AtRABD2b                    DDS-YLDSYISTIGVDFKIR-TVEQ-----------------DGK-TIKLQIW-------

AtRABD2c                    DDS-YLDSYISTIGVDFKIR-TVEQ-----------------DGK-TIKLQIW-------

chr1.LjT29L18.70.r2.d       DDS-YIESYISTIGVDFKIR-TVEQ-----------------DAK-TIKLQIW-------

AtRABD2a                    DDS-YVESYISTIGVDFKIR-TVEQ-----------------DGK-TIKLQIW-------

AtRABH1a                    YGK-FDTSYQATIGIDFLSK-TTRY-----------------EDR-TFRLQLWYKKLSLG

AtRABH1c                    YDK-FDTTYQPTIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

chr4.CM0831.280.r2.d        YDK-FDNTYQATIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

AtRABH1d                    YDK-FDTTYQATIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

AtRABH1b                    YDK-FDNTYQATIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

chr4.CM0307.320.r2.d        YDK-FDTTYQATIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

AtRABH1e                    YDK-FDTTYQATIGIDFLSK-TMYL-----------------EDR-TVRLQLW-------

chr5.LjT05O23.40.r2.d       RGQ-FDPTSKVTVGASFLSQ-TIAL-----------------QDSTTVKFEIW-------

AtRABF1                     RGQ-FDATSKVTVGASFLSQ-TIAL-----------------QDSTTVKFEIW-------

chr3.CM0253.350.r2.d        KGQ-FYPNQEPTVGAAFFTQ-ILSL-----------------SEA-TVKFDIW-------

chr2.LjT08I01.80.r2.a       KGQ-FLEFQESTIGAAFFSQ-TLAV-----------------NDA-TVKFEIW-------

AtRABF2a                    KDQ-FVEFQESTIGAAFFSQ-TLAV-----------------NDA-TVKFEIW-------

AtRABF2b                    KDQ-FVEFQESTIGAAFFSQ-TLAV-----------------NDA-TVKFEIW-------

                                       *:   :  :                           .   :*       

AtRABG1                     DTAGQERFKSLPSRFYRDTDCCVLVYDVNTLKTFESID-NWHDEFIKQ-----------A

AtRABG3e                    DTAGQERFQSLGVAFYRGADCCVLVYDVNSAKSFEDLN-NWREEFLIQ-----------A

AtRABG3f                    DTAGQERFQSLGVAFYRGADCCVLVYDVNSMKSFENLN-NWREEFLIQ-----------A

LjSGA_031184.1              DTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLIQ-----------A

AtRABG3c                    DTAGQERFQSLGVAFYRGADCCVLVNDVNVMKSFENLN-NWREEFLIQ-----------A

AtRABG3d                    DTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-NWREEFLIQ-----------A

AtRABG3a                    DTAGQERFQSLGAAFYRGADCCALVYDVNVLRSFDNLE-TWHEEFLKQAWNIGMWTIAEA

AtRABG3b                    DTAGQERFQSLGVAFYRGADCCVLVYDVNHLKSFESLD-NWHNEFLTR-----------A

AtRABG2                     DTAGQERFQSLGAAFYRGADCCVLVYDVNNLKSFETLN-NWHTEFLKQ-----------A

LjSGA_027414.2              DTAGQERFQSLGVAFYRGADCCVLVYDVNVMKSFDTLD-NWHEEFLK-------------

LjSGA_096053.1              DTAGQERFHSLGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDDFLK-------------

AtRABA5a                    DTAGQERFRAVTSAYYRGAVGALLVYDISRRQTFHSIG-RWLNELHTH------------

AtRABA5b                    DTAGQERFRAVTSAYYRGAFGALIVYDITRGDTFESVK-RWLQELNTH------------

chr1.CM0017.810.r2.a        DTAGQERFRAVTSAYYRGAVGALIVYDITRRTTFDSVS-RWLDELKTH------------

chr1.CM0316.740.r2.d        DTAGQERFRAVTSAYYRGAVGALIVYDITRRTTFDSVS-RWLDELKTH------------

AtRABA5c                    DTAGQERFRAVTSAYYRGAVGALVVYDITRSSTFENVG-RWLDELNTH------------

AtRABA5d                    DTAGQERFRAVTSAYYRGAVGALVVYDISRRSTFESVG-RWLDELKTH------------

AtRABA5e                    DTAGQERFRAVTSAYYRGAVGALVVYDITRRTTFESVG-RWLDELKIH------------

chr4.CM0042.2210.r2.m       DTAGQERFRAITSSYYRGALGPMLVYDITRRPTFMNVI-KWLHELREF------------

AtRABA6a                    DTAGQERFRAITSSYYRGALGALLIYDITRRTTFDNIK-KWLFELRDF------------

AtRABA6b                    DTAGQERFRAITSSYYRGALGALLIYDITRRITFKNIE-KWLSELRGF------------

AtRABA3                     DTAGQERYRAVTSAYYRGALGAMVVYDITKRLSFDHVA-RWVEELRAH------------

chr3.LjT46L11.30.r2.m       DTAGQERYQAITTAYYRGATGALLAYDITNRQSFDHVE-KWLDELRVH------------

AtRABA4a                    DTAGQERYRAVTSAYYRGAVGAMLVYDITRRQTFDHIP-RWLEELRAH------------

AtRABA4b                    DTAGQERYRAVTSAYYRGAVGAMLVYDMTKRETFEHIP-RWLEELRAH------------

AtRABA4c                    DTAGQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHVA-RWLEELRGH------------

AtRABA4d                    DTAGQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMA-KWLEELRGH------------

chr3.CM0160.970.r2.m        DTAGQERYRAITSAYYRGAVGALIVYDVTRQVTFENVQ-RWLKELRDH------------

AtRABA1e                    DTAGQERYRAITSAYYRGAVGALLVYDITRHITFENVE-RWLKELRDH------------

AtRABA1f                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH------------

AtRABA1g                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH------------

AtRABA1h                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH------------

AtRABA1i                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH------------

AtRABA1a                    DTAGQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRGH------------

LjSGA_102820.1              DTAGQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRDH------------

chr3.LjT39G17.10.r2.m       DTAGQERYRAITSAYYRGAVGALLVYDVTRSTTFETAG-RWLKELRDH------------

AtRABA1c                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-TWLKELRNH------------

AtRABA1d                    DTAGQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-RWLRELRDH------------

chr3.CM0282.210.r2.d        DTAGQERYRAITSAYYRGALGALLVYDVTRHATFENVD-RWLKELRNH------------

AtRABA1b                    DTAGQERYRAITSAYYRGAVGALLVYDVTRRATFENVD-RWLKELKNH------------

chr1.CM1875.90.r2.m         DPAGLKQYRAITSAYYREAVGALLVYDVTKPTSFENVT-RWLKELRDH------------

LjSGA_034664.2              DTAGQERYRAITSAYYRGALGALLVYDVTKPTSFENVT-RWLKELRDH------------

AtRABA2a                    DTAGQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRDH------------

chr2.CM0011.460.r2.a        DTAGQERYRAITSAYYRGAVGALLVYGMTKRQTFENVQ-RWLRELRDH------------

AtRABA2b                    DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFENVL-RWLRELRDH------------

chr3.CM0792.300.r2.d        DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDH------------

AtRABA2c                    DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRDH------------

AtRABA2d                    DTAGQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRDH------------

chr5.CM0909.740.r2.m        DTAGQERFGTVISSYYRGAHGIILVYDVTRRETFTNVVEIWAKEVDLY------------

chr4.CM0680.90.r2.m         DTAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSEIWAKEIDLY------------

AtRABC1                     DTAGQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDLY------------

AtRABC2b                    DTAGQEKFRTLTSSYFRGSQGIILVYDVTKRETFLNLADIWAKEIELY------------

AtRABC2a                    DTAGQERFRTLTSSYYRGAQGIILVYDVTRRETFTNLVDVWGKEIELY------------

chr5.CM1077.320.r2.a        DTAGQERFRTLTSSYYRGAQGIILVYDVSRRDTFTNLSEVWSKEVELY------------

chr1.CM0012.2150.r2.m       DTAGQERFRTLTSSYYRGAQGIILVYDVTKRETFTNLSEVWSKELELY------------

LjT42G13.80.r2.d            DTAGQETFRSLTRSYYRNAAGALLVYDITRRETFEHLA-SWLEDAMLN------------

AtRABB1a                    DTAGQESFRSVTRSYYRGRAGTLLVYDITRRETFNHLA-SWLEEARQH------------

AtRABB1b                    DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH------------

chr6.LjT02P05.170.r2.d      DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH------------

AtRABB1c                    DTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH------------

AtRABE1d                    DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQH------------

AtRABE1e                    DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQH------------

chr5.CM0180.240.r2.m        DTAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIK-NWIRNIEQH------------

chr3.CM0786.130.r2.d        DTAGQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQH------------

chr5.CM0428.500.r2.a        DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIK-NWIRNIEQH------------

AtRABE1a                    DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH------------

AtRABE1c                    DTAGQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH------------

AtRABD1                     DTAGQERFRTITSSYYRGAHGIIIVYDCTEMESFNNVK-QWLSEIDRY------------

AtRABD2b                    DTAGQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDRY------------

AtRABD2c                    DTAGQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDRY------------

chr1.LjT29L18.70.r2.d       DTAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRY------------

AtRABD2a                    DTAGQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRY------------

AtRABH1a                    DTAGQERFKSLVPSYIRDSSVAVIVYDVASKQSFINTS-KWIEEVRAE------------

AtRABH1c                    DTAGQERFRSLIPSYIRDSSVAIVVYDVSNRQTFLNTS-KWIEDVHRE------------

chr4.CM0831.280.r2.d        DTAGQERFRSLIPSYIRDSSVAVIVYDIASRQTFLNTS-KWIEEVHSE------------

AtRABH1d                    DTAGQERFRSLIPSYIRDSSVAVVVYDVANRLSFLNTS-KWIEEVRNE------------

AtRABH1b                    DTAGQERFRSLIPSYIRDSSVAVIVYDVASRQSFLNTT-KWIDEVRTE------------

chr4.CM0307.320.r2.d        DTAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRTE------------

AtRABH1e                    DTAGQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTS-KWIEDVRTE------------

chr5.LjT05O23.40.r2.d       DTAGQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQKH------------

AtRABF1                     DTAGQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQKH------------

chr3.CM0253.350.r2.d        DTAGQERYHSLAPMYYRGAAAAIVVYDISSIDTFVQAE-KWVQELQRH------------

chr2.LjT08I01.80.r2.a       DTAGQERYHSLAPMYYRGAAAAIIVYDITSSDSFTRAK-KWVQELQKQ------------

AtRABF2a                    DTAGQERYHSLAPMYYRGAAAAIIVFDITNQASFERAK-KWVQELQAQ------------

AtRABF2b                    DTAGQERYHSLAPMYYRGAAAAIIVFDVTNQASFERAK-KWVQELQAQ------------

                            * ** : : ::   : *      :  .     :*      *  :                

AtRABG1                     NPETPTKFPFVLMGNKTDVNNGKPRVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFL

AtRABG3e                    SPSDPENFPFVVIGNKIDVDGGSSRVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFL

AtRABG3f                    SPSDPENFPFVLIGNKVDVDDGNSRVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQ

LjSGA_031184.1              SPSDPENFPFVVLGNKIDVDGGNSRVISEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQ

AtRABG3c                    SPSDPENFPFVVLGNKTDVDGGKSRVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFE

AtRABG3d                    SPSDPENFPFVVLGNKTDVDGGKSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFE

AtRABG3a                    SPSDPKTFPFIVLGNKIDVDGGSSRVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFL

AtRABG3b                    SPRDPMAFPFILLGNKVDIDGGNSRVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFL

AtRABG2                     NPMEPETFPFVLIGNKTDVDGGNSRVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFL

LjSGA_027414.2              ------------------------------------------------------------

LjSGA_096053.1              ------------------------------------------------------------

AtRABA5a                    --SD-MNVVTILVGNKSDLKD--LREVSTAEGKAL-AEAQGLFFMETSALDSSNVAAAFE

AtRABA5b                    --CD-TAVAQMLVGNKCDLED--IRAVSVEEGKAL-AEEEGLFFMETSALDATNVDKAFE

chr1.CM0017.810.r2.a        --CD-TTVAMMLVGNKCDLEN--IRAVSIEEGKSL-AEAQGLFFMETSALDSTNVRTAFE

chr1.CM0316.740.r2.d        --CD-TTVAMMLVGNKCDLEN--IRAVSIEEGKSL-AEAQGLFFMETSALDSTNVRTAFE

AtRABA5c                    --SD-TTVAKMLIGNKCDLES--IRAVSVEEGKSL-AESEGLFFMETSALDSTNVKTAFE

AtRABA5d                    --SD-TTVARMLVGNKCDLES--IRAVSVEEGKAL-AETEGLFFMETSALDSTNVKTAFE

AtRABA5e                    --SD-TTVARMLVGNKCDLEN--IRAVSVEEGKAL-AEEEGLFFVETSALDSTNVKTAFE

chr4.CM0042.2210.r2.m       --GN-EDMVVVLVANKSDLVQ--SREVEKEEGEEF-AEIEGLCFMETSALQNLNVEEAFL

AtRABA6a                    --AN-PETVVVLVGNKSDLRQ--SREVEEDEGKTL-AESEGLYFLETSALENVNVEEAFL

AtRABA6b                    --SS-PETVVVLVGNKSDLGQ--SREVEEEEGKTL-AESEGLYFLETSALENQNVEEAFL

AtRABA3                     --AD-DSAVIMLVGNKADLSVG-KRAVPTEDAVEF-AETQRLFFSEVSALSGGNVDEAFF

chr3.LjT46L11.30.r2.m       --AD--NIIVMLVGNKSDLSS--GRAVPMEEAKDF-AKQKGLFFVETSALDSNNVESAFL

AtRABA4a                    --AD-KNIVIILIGNKSDLVD--QRAIPTEDAKEF-AEKEGLFFLETSAFNATNVESAFS

AtRABA4b                    --AD-KNIVIILIGNKSDLED--QRAVPTEDAKEF-AEKEGLFFLETSALNATNVENSFN

AtRABA4c                    --AD-KNIVIMLIGNKTDLGT--LRAVPTEDAKEF-AQRENLFFMETSALDSNNVEPSFL

AtRABA4d                    --AD-KNIVIMLIGNKCDLGS--LRAVPTEDAQEF-AQRENLFFMETSALEATNVETAFL

chr3.CM0160.970.r2.m        --TD-ANIVIMLVGNKADLRH--LRAVPTEEATAF-AERENTYFMETSALESLNVDNAFI

AtRABA1e                    --TD-ANVVIMLVGNKADLRH--LRAVPTEEARSF-SERENMFFMETSALDATNVEQAFT

AtRABA1f                    --TD-ANIVIMFVGNKADLRH--LRAVSTEDAKAF-AERENTFFMETSALESMNVENAFT

AtRABA1g                    --TE-ANIVIMLVGNKADLRH--LRAVSTEDAKAF-AERENTFFMETSALEALNVENAFT

AtRABA1h                    --TD-ANTVIMLVGNKADLNH--LRAISTEEVKDF-AERENTFFMETSALEAINVENAFT

AtRABA1i                    --TD-ANIVIMLVGNKADLRH--LRAISTEEAKAF-AERENTFFMETSALEAVNVDNAFT

AtRABA1a                    --TD-PNIVVMLIGNKCDLRH--LVAVKTEEAKAF-AERESLYFMETSALDATNVENAFT

LjSGA_102820.1              --TD-PNIVVMLIGNKSDLRH--LVAVPTEDGKSF-AERESLYFMETSALEATNVENAFT

chr3.LjT39G17.10.r2.m       --TD-PNIVVMLIGNKSDLRH--LVTVSTEDGKAF-AEKESLYFMETSALEATNVENAFS

AtRABA1c                    --TD-PNIVVMLVGNKSDLRH--LVAVQTEDAKSF-AEKESLYFMETSALEATNVENAFA

AtRABA1d                    --TD-PNIVVMLVGNKSDLRH--LVAVQTEDAKSF-AENESLYFMETSALESTNVENAFS

chr3.CM0282.210.r2.d        --TD-SNIVVMLVGNKSDLRH--LVAVSTEDGKSY-AEKESLYFIETSALEASNVENAFA

AtRABA1b                    --TD-PNIVVMLVGNKSDLRH--LLAVPTEDGKSY-AEQESLCFMETSALEATNVEDAFA

chr1.CM1875.90.r2.m         --AD-ANIVIMLIGNKTDLKH--LRGVATEDAQSY-AEKEGLSFIETSALEATNVDEAFK

LjSGA_034664.2              --AD-ANIVIMLIGNKTDLKH--LRGVATEDAQSY-AEKEGLSFIETSALEATNVDKAFQ

AtRABA2a                    --AD-SNIVIMLIGNKTDLKH--LRAVATEDAQSY-AEKEGLSFIETSALEALNVEKAFQ

chr2.CM0011.460.r2.a        --AD-ANIVIMMAGNKSDLNH--LRAVSSEDAQNL-AEKESLSFLETSALEALNVEKAFQ

AtRABA2b                    --AD-SNIVIMMAGNKSDLNH--LRSVADEDGRSL-AEKEGLSFLETSALEATNIEKAFQ

chr3.CM0792.300.r2.d        --AD-SNIVIMMAGNKSDLNH--LRAVSEDDGGAL-AEKEGLSFLETSALEATNIEKAFQ

AtRABA2c                    --AD-SNIVIMMAGNKSDLNH--LRSVAEEDGQSL-AEKEGLSFLETSALEATNVEKAFQ

AtRABA2d                    --AD-SNIVIMMAGNKADLNH--LRSVAEEDGQTL-AETEGLSFLETSALEATNVEKAFQ

chr5.CM0909.740.r2.m        --STNHDCIKILVGNKVDKESE--RAVTKEEGMAL-AKEHRCLFLECSAKTRENVQQCFN

chr4.CM0680.90.r2.m         --STNQDCIKMLVGNKVDKESD--RVVSKKEGIDF-AREYGCLFIECSAKTRVNVQQCFE

AtRABC1                     --STNQDCIKMLVGNKVDKESE--RAVSKKEGIDF-AREYGCLFLECSAKTRVNVEQCFE

AtRABC2b                    --STNHDCIKMLVGNKVDRESE--RKVSREEGMAL-AKDLNCLFHECSARTRENVNGCFE

AtRABC2a                    --STNQECVRMLVGNKVDRESE--RGVSREEGIAL-AKELNCMFLECSARTRQNVEQCFE

chr5.CM1077.320.r2.a        --STNQDCVKVLVGNKVDKDSE--RVVSREEGIAL-AEELGCLFFECSAKTRENVERCFE

chr1.CM0012.2150.r2.m       --SSNQDCVKMLVGNKVDRDAA--RAVSREEGLAL-AKELGCLLIECSAKTRENVEQCFE

LjT42G13.80.r2.d            --GN-ENMTITLVGNKGDLAHR-RRAVTEEEGKLF-AKEHGLIFMEASAKTAQNVEEAFV

AtRABB1a                    --AS-ENMTTMLIGNKCDLEDK-R-TVSTEEGEQF-AREHGLIFMEASAKTAHNVEEAFV

AtRABB1b                    --AN-PNMSIMLIGNKCDLAHK-R-AVSKEEGQQF-AKEHGLLFLEASARTAQNVEEAFI

chr6.LjT02P05.170.r2.d      --AN-ANMTIMLIGNKCDLAHR-R-AVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFI

AtRABB1c                    --AN-ANMTIMLIGNKCDLAHR-R-AVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFI

AtRABE1d                    --AS-DNVNKILVGNKADMDES-KRAVPTAKGQAL-ADEYGIKFFETSAKTNLNVENVFM

AtRABE1e                    --AS-DSVNKILVGNKADMDES-KRAVPTSKGQAL-ADEYGIKFFETSAKTNQNVEQVFL

chr5.CM0180.240.r2.m        --AS-DNVNKILVGNKADMDES-KRAVPTSKGQAL-ADEYGIKFFETSAKTNLNVEEVFF

chr3.CM0786.130.r2.d        --AS-DNVNKILVGNKADMDES-KRAVPTSKGQAL-ADEYGIKFFETSAKTNLNVEEVFF

chr5.CM0428.500.r2.a        --AS-DNVNKILVGNKADMDES-KRAVPTSKGQAL-ADEYGIKFFETSAKTNLNVDEVFF

AtRABE1a                    --AS-DSVNKILVGNKADMDES-KRAVPKSKGQAL-ADEYGMKFFETSAKTNLNVEEVFF

AtRABE1c                    --AS-DNVNKILVGNKADMDES-KRAVPTAKGQAL-ADEYGIKFFETSAKTNLNVEEVFF

AtRABD1                     --AN-ESVCKLLIGNKNDMVES--KVVSTETGRAL-ADELGIPFLETSAKDSINVEQAFL

AtRABD2b                    --AS-ENVNKLLVGNKNDLTSQ--KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFM

AtRABD2c                    --AS-ENVNKLLVGNKCDLTSQ--KVVSTETAKAF-ADELGIPFLETSAKNATNVEEAFM

chr1.LjT29L18.70.r2.d       --AS-DNVNKLLVGNKSDLTAN--RAVSYETAKAF-ADEIGIPFMETSAKDATNVEQAFM

AtRABD2a                    --AS-DNVNKLLVGNKSDLTEN--RAIPYETAKAF-ADEIGIPFMETSAKDATNVEQAFM

AtRABH1a                    --RGS-YVIIVLVGNKTDLVN--KRQVSIEEGENK-AREFGALFMETSAKAGFNIKPLFC

AtRABH1c                    --RGQSNVIIVLVGNKTDLVE--KRQVSISEGEDK-GKEYGVMFIETSAKENFNIKALFR

chr4.CM0831.280.r2.d        --RGS-DVIIVLVGNKTDLVE--KRQVSTEEAEAK-ARELNVMFIEASAKAGFNIKALFR

AtRABH1d                    --RAG-DVIIVLVGNKTDLVE--KRQVSIEEGDSK-GREYGVMFIETSAKAGFNIKPLFR

AtRABH1b                    --RGS-DVIVVLVGNKTDLVD--KRQVSIEEAEAK-ARELNVMFIETSAKAGFNIKALFR

chr4.CM0307.320.r2.d        --RGS-DVIIVLVGNKTDLVD--KRWC---------------------------------

AtRABH1e                    --RGS-DVIIVLVGNKTDLVD--KRQVSIEEGDNK-ARDYGVIFIETSAKAGFNIKPLFR

chr5.LjT05O23.40.r2.d       ---GNPDIVMALVGNKADLLE--KREVAVQDGIDY-AEKNGMFFIETSAKTADNINELFE

AtRABF1                     ---GSPDIVMALVGNKADLHE--KREVPTEDGMEL-AEKNGMFFIETSAKTADNINQLFE

chr3.CM0253.350.r2.d        ---GNQKLVMALAANKSDLEP--KREVETEEGEKF-AQENGMFYMETSAKTAENINELFY

chr2.LjT08I01.80.r2.a       ---GNPNMVVALAGNKSDLED--KRKVTPEEARVY-AEDNGLFFMETSAKTAANVNDVFY

AtRABF2a                    ---GNPNMVMALAGNKADLLD--ARKVSAEEAEIY-AQENSLFFMETSAKTATNVKDIFY

AtRABF2b                    ---GNPNMVMALAGNKSDLLD--ARKVTAEDAQTY-AQENGLFFMETSAKTATNVKEIFY

AtRABG1                     EIAKKALTNERQIDD-------------------------MERYRSVV--P----TIEKE

AtRABG3e                    CITTNAMKSGEEEEMYLP---------------------DTID----V--G----TS-NP

AtRABG3f                    CIAKDALKSGEEEELYLP---------------------DTID----V--G----TS-NQ

LjSGA_031184.1              CIAKNALKNEPEEEMYLP---------------------DTID----V--G----GGGRQ

AtRABG3c                    CIAKNALKNEPEEEVYLP---------------------DTID----V--A----G-ARQ

AtRABG3d                    CITKNAFKNEPEEEPYLP---------------------DTID----V--A----G-GQQ

AtRABG3a                    TIAKTALANEHEQDIYFQ---------------------GIPDA---V--------TENE

AtRABG3b                    CITKLALANERDQDIYFQ---------------------PDT--------------GSVP

AtRABG2                     SVAHIALSNERKQSNDIY---------------------PRGQYHDSV--T----DIIDP

LjSGA_027414.2              ------------------------------------------------------------

LjSGA_096053.1              ------------------------------------------------------------

AtRABA5a                    TVVKEIYNILS--RKVMSSQELNKQD---------PASLSNGKKVVIP--SD--GQ----

AtRABA5b                    IVIREIFNNVS--RKLLNSDAYKAEL-------------SV-NRVSLV--NN--QDGS-E

chr1.CM0017.810.r2.a        MVIREIYNNVS--RKVLNSDTYKAEL-------------SV-DRVSLV--NN--GAATSK

chr1.CM0316.740.r2.d        MVIREIYNNVS--RKVLNSDTYKAEL-------------SV-DRVSLV--NN--GAATSK

AtRABA5c                    MVIREIYSNIS--RKQLNSDSYKEEL-------------TV-NRVSLV--KN--ENEGT-

AtRABA5d                    MVIRDIYTNIS--RKQLNSDTYKTEL-------------SMKNRVSLV--KD--DNKSST

AtRABA5e                    MVILDIYNNVS--RKQLNSDTYKDEL-------------TV-NRVSLV--KD--DNSASK

chr4.CM0042.2210.r2.m       EMITKIHDIIS--QKSLE-TKMNGPT---------TLSVPIGKEIQVA--DEVTATK---

AtRABA6a                    VMIGRIHEVVT--QRIASENKSNGAATPHINGNGNGTVLPVGKEIVNI--HEVTATQ--P

AtRABA6b                    SMIGRIHEVLT--QKIVLDNRLNGDGNN----ESNGAVVPPGKEIAES--PISIRSGFTA

AtRABA3                     RLLEEIFSRVVVSRKAMESDG-------------GATVKLDGSRIDVI--SG---SDLET

chr3.LjT46L11.30.r2.m       GLLSQIYATVG--KKHIIAEGAE-LNWD------KVNLELEGIKIKVS--SQ---EAECQ

AtRABA4a                    TVLTEIFNIVN--KKSLAASEDQ-ENG-------NPGSLA-GKKIDIV--PG---PG-QV

AtRABA4b                    TLMTQIYNTVN--KKNLASEG---DSN-------NPGSLA-GKKI-LI--PG---SG-QE

AtRABA4c                    TVLTEIYRIVS--KKNLVANEEG-ESG-------GDSSLLQGTKI-VV--A-----G-EE

AtRABA4d                    TILTEIYRIIS--KKSLTADDD--DAD-------GNSSLLKGTRI-II--P-----S-EQ

chr3.CM0160.970.r2.m        EVLSEIYNVVS--RKTLEKGNDP--G---------ALP--QGQTINLG----------DV

AtRABA1e                    HVLTQIYRVMS--RKALDGTGDP--M---------SLP--KGQTIDIG--N----KD-DV

AtRABA1f                    EVLSQIYRVVS--RKALDIGDDP--A---------ALP--KGQTINVG--S----KD-DV

AtRABA1g                    EVLSQIYRVAS--KKALDIGDDH--T---------TLP--KGQSINVG--S----KD-DV

AtRABA1h                    EVLTQIYRVVS--KKALDAGDDP--TT--------ALP--KGQMINVG--S----RD-DV

AtRABA1i                    EVLTQIYRVVS--KKALEAGDDP--TT--------ALP--KGQMINVG--G----RD-DI

AtRABA1a                    EVLTQIHKIVS--KRSVDGGG----ES--------ADLPGKGETIN----V----KE-DG

LjSGA_102820.1              EVLTQIYRIVS--KRAVEAGDSG--SS--------SGLPSKGQTIN----V----KE-DS

chr3.LjT39G17.10.r2.m       EVLTQIYRIVS--KRAVEAGDRA--ST--------SVVPSQGQTIN----V----NE-DS

AtRABA1c                    EVLTQIHHIVS--KKAMEAAS-E---S--------ANVPSKGDKID----I----GK-DV

AtRABA1d                    EVLTQIYHVVS--KKAMEAGE-D---S--------GNVPSKGEKID----V-------DV

chr3.CM0282.210.r2.d        EVLTQIYNVVS--KKAVEGAENG---T--------ASVPAKGEKID----L----KN-DV

AtRABA1b                    EVLTQIYRITS--KKQVEAGEDG---N--------ASVP-KGEKIE----V----KN-DV

chr1.CM1875.90.r2.m         TIISQILTRHY--ATPPLEFIPT-LSA--------NSLSSNSTEVE----S----KK-SL

LjSGA_034664.2              TILAQIYRIIS--KKSLSSSSTD-PSA--------PN-IKQGNTIT----I----EG-GL

AtRABA2a                    TILSEVYRIIS--KKSISSDQTT--AN--------AN-IKEGQTID----V----AA-TS

chr2.CM0011.460.r2.a        TILFDIYQIIS--RKALAAQEAA-STT--------S--LPHGTTIN----V----SN-LS

AtRABA2b                    TILSEIYHIIS--KKALAAQEAA------------GNLPGQGTAIN----I----SD-SS

chr3.CM0792.300.r2.d        TILTEIYHIVS--KKALAAQEAT-A-G--------ASVPGQGTTIN----V----AD-TS

AtRABA2c                    TILGEIYHIIS--KKALAAQEAA-AAN--------SAIPGQGTTIN----V----DD-TS

AtRABA2d                    TVLAEIYHIIS--KKALAAQEAA-AAN--------SAIPGQGTTIN----V----ED-TS

chr5.CM0909.740.r2.m        DLTLKILEVPSLREKG-----------------------SVVVKRQKQ-----KHL---Y

chr4.CM0680.90.r2.m         ELVLKILDTPSLLAEG-----------------------SKGVKKNIF-----KDKQPQA

AtRABC1                     ELVLKILETPSLTAEG-----------------------SSGGKKNIF-----KQNPAQT

AtRABC2b                    ELALKIMEVPSLLEEG-----------------------SSSVKRKPD-----------Y

AtRABC2a                    ELALKIMEVPSLLEEG-----------------------SSAVKRNIL-----KQKPEHQ

chr5.CM1077.320.r2.a        ELALKIMEVPSLLEEG-----------------------STAVKRNIL-----KQKQEPQ

chr1.CM0012.2150.r2.m       ELALKIMEAPSLLEEG-----------------------STAVKRNIL-----KQKQEPQ

LjT42G13.80.r2.d            ETAAAIYKKIKDGVIDV-SN------------------TN-GITVGGSGIPGPS------

AtRABB1a                    ETAATIYKRIQDGVVDE-AN------------------EP-------GITPGPFGGKDAS

AtRABB1b                    ETAAKILQNIQDGVFDV-SN------------------ESSGIKIGYGRTQGAAGGRDGT

chr6.LjT02P05.170.r2.d      KTAATIYKKIQDGVFDV-SN------------------ESYGIKVGYGGIPGPSGGRDGP

AtRABB1c                    KTAATIYKKIQDGVFDV-SN------------------ESYGIKVGYGGIPGPSGGRDGS

AtRABE1d                    SIAKDIKQRLTETDTK---A------------------EPQGIKITKQD---TA---ASS

AtRABE1e                    SIAKDIKQRLTESDTK---A------------------EPQGIKITKQD---AN-KASSS

chr5.CM0180.240.r2.m        SIARDIKQRLADTDSR---A------------------EPQTIQINQPD---AS-AS-GG

chr3.CM0786.130.r2.d        SIARDIKQRLADTDHK---A------------------EPTTLKINQDS----A-AG-AG

chr5.CM0428.500.r2.a        SIARDIKQRVADNDSK---A------------------EPQTLKINQPD---QG-AG-SA

AtRABE1a                    SIAKDIKQRLADTDAR---A------------------EPQTIKINQSD---QG-AG-TS

AtRABE1c                    SIGRDIKQRLSDTDSR---A------------------EPATIKISQTD---QA-AG-AG

AtRABD1                     TIAGEIKKKMGSQTNANKTS------------------GPGTVQM------------KGQ

AtRABD2b                    AMTAAIKTRMASQPAGG--A------------------KPPTVQI------------RGQ

AtRABD2c                    AMTAAIKTRMASQPAGG--S------------------KPPTVQI------------RGQ

chr1.LjT29L18.70.r2.d       AMAASIKNRMASQPA-NN-A------------------RPPTVNI------------SGK

AtRABD2a                    AMSASIKERMASQPAGNN-A------------------RPPTVQI------------RGQ

AtRABH1a                    KITSALQGNEAVSW-TKQEDLVD--V-------------NLKPLMFSS--Q--A----NH

AtRABH1c                    KIAAALPGVDSYSLATKSDDMVD--V-------------NLKTTSNSS--Q--GEQQGGA

chr4.CM0831.280.r2.d        KIAAALPGMETLST-TKQEDMVD--V-------------NLSLLVAMN--L--I----LS

AtRABH1d                    KIAAALPGMESYSN-TKNEDMVD--V-------------NLKPTSNS---S--Q----GD

AtRABH1b                    KIAAALPGMETLSS-TKQEDMVD--V-------------NLKSSNANA--S--L----AQ

chr4.CM0307.320.r2.d        ------------------------------------------------------------

AtRABH1e                    KIAAALPGMETLSS-TKQEDMVD--V-------------NLKTSSNS---A--Q----GE

chr5.LjT05O23.40.r2.d       EIAKRLPRPPTT------------------------------------------------

AtRABF1                     EIGKRLPRPAPSS-----------------------------------------------

chr3.CM0253.350.r2.d        EIAKRLARALPLKPSGIS--LNN--D-------------NQDRGRNF-----------FL

chr2.LjT08I01.80.r2.a       EIGYQGHSLRKTQQGWFL--LID--L-------------QKDPEL-------------HH

AtRABF2a                    EIAKRLPRVQPAENPTGM--V----L-------------PNGPGA-------------TA

AtRABF2b                    EIARRLPRVQPTENPTGM--V----L-------------PDRAMD-------------RA

AtRABG1                     TPRSRCSC----------------------------------------------------

AtRABG3e                    QRSTGCEC----------------------------------------------------

AtRABG3f                    QRSTGCEC----------------------------------------------------

LjSGA_031184.1              QRSTGCEC----------------------------------------------------

AtRABG3c                    QRSTGCEC----------------------------------------------------

AtRABG3d                    QRSTGCEC----------------------------------------------------

AtRABG3a                    PKGGGCAC----------------------------------------------------

AtRABG3b                    EQRGGCAC----------------------------------------------------

AtRABG2                     DQSRGCAC----------------------------------------------------

LjSGA_027414.2              ------------------------------------------------------------

LjSGA_096053.1              ------------------------------------------------------------

AtRABA5a                    GEFKKGGCCSS-------------------------------------------------

AtRABA5b                    SSWRNPSCCSR-------------------------------------------------

chr1.CM0017.810.r2.a        QSKSYFSCCST-------------------------------------------------

chr1.CM0316.740.r2.d        QSKSYFSCCST-------------------------------------------------

AtRABA5c                    ---KTFSCCSR-------------------------------------------------

AtRABA5d                    QG-FGFSCCSSS------------------------------------------------

AtRABA5e                    QS-SGFSCCSST------------------------------------------------

chr4.CM0042.2210.r2.m       ----QANCCSRT------------------------------------------------

AtRABA6a                    LLSSSSNCCFK-------------------------------------------------

AtRABA6b                    MGIIASSTIFKSGDSKSSSSYYQLPAERRRAHEEAIVNATIDLIARELDALFPPKLGDTS

AtRABA3                     SNIKEQASCSC-------------------------------------------------

chr3.LjT46L11.30.r2.m       KAKRRFNCCSVF------------------------------------------------

AtRABA4a                    IPNKSNMCCNS-------------------------------------------------

AtRABA4b                    IPAKTSTCCTSS------------------------------------------------

AtRABA4c                    TESKGKGCCGTS------------------------------------------------

AtRABA4d                    ESGKRGGCCGKS------------------------------------------------

chr3.CM0160.970.r2.m        SAVKKPGCCSA-------------------------------------------------

AtRABA1e                    TAVKSSGCCSG-------------------------------------------------

AtRABA1f                    SAVKKVGCCSN-------------------------------------------------

AtRABA1g                    SEVKKVGCCSS-------------------------------------------------

AtRABA1h                    SAVKKSGCCAT-------------------------------------------------

AtRABA1i                    SAVKKPGCCSA-------------------------------------------------

AtRABA1a                    SVLKRMGCCSN-------------------------------------------------

LjSGA_102820.1              SVLKRFGCCST-------------------------------------------------

chr3.LjT39G17.10.r2.m       SVLNRYRCCSN-------------------------------------------------

AtRABA1c                    SAVKKGGCCSN-------------------------------------------------

AtRABA1d                    SAVKKTGCCSN-------------------------------------------------

chr3.CM0282.210.r2.d        SALKRVGCCST-------------------------------------------------

AtRABA1b                    SALKKLGCCSN-------------------------------------------------

chr1.CM1875.90.r2.m         VIPALSGVCKQIMSL------FVQPSNSIQ---SSTVNSTQSLTKA--------------

LjSGA_034664.2              QPNTSKSCCTTS------------------------------------------------

AtRABA2a                    ESNAKKPCCSSS------------------------------------------------

chr2.CM0011.460.r2.a        SNVEKKTCCSN-------------------------------------------------

AtRABA2b                    AT-NRKGCCST-------------------------------------------------

chr3.CM0792.300.r2.d        GN-TKKGCCST-------------------------------------------------

AtRABA2c                    GG-AKRACCSS-------------------------------------------------

AtRABA2d                    GA-GKRGCCST-------------------------------------------------

chr5.CM0909.740.r2.m        ETPQSGGCCS--------------------------------------------------

chr4.CM0680.90.r2.m         DASTSS-CC---------------------------------------------------

AtRABC1                     TSTSSSYCCSS-------------------------------------------------

AtRABC2b                    RAHQG-RCCSS-------------------------------------------------

AtRABC2a                    TNTQS-GCCS--------------------------------------------------

chr5.CM1077.320.r2.a        ASQDV-GCCS--------------------------------------------------

chr1.CM0012.2150.r2.m       ASQHG-GCCS--------------------------------------------------

LjT42G13.80.r2.d            PSASAGGCCSSS------------------------------------------------

AtRABB1a                    SSQQRRGCCG--------------------------------------------------

AtRABB1b                    IS-QGGGCCG--------------------------------------------------

chr6.LjT02P05.170.r2.d      SA-SAGGCCS--------------------------------------------------

AtRABB1c                    TS-QGGGCCG--------------------------------------------------

AtRABE1d                    STAEKSACCSYV------------------------------------------------

AtRABE1e                    STNEKSACCSYV------------------------------------------------

chr5.CM0180.240.r2.m        QAAQK-SCCGS-------------------------------------------------

chr3.CM0786.130.r2.d        EAANKSSCCG--------------------------------------------------

chr5.CM0428.500.r2.a        QAAQKSACCGS-------------------------------------------------

AtRABE1a                    QATQKSACCGT-------------------------------------------------

AtRABE1c                    QATQKSACCGT-------------------------------------------------

AtRABD1                     PIQQNNGGCCGQ------------------------------------------------

AtRABD2b                    PVNQQSGCCSS-------------------------------------------------

AtRABD2c                    PVNQQSGCCSS-------------------------------------------------

chr1.LjT29L18.70.r2.d       PVGQSSGCCSS-------------------------------------------------

AtRABD2a                    PVAQKNGCCST-------------------------------------------------

AtRABH1a                    QQESNCSC----------------------------------------------------

AtRABH1c                    GGGGGCSC----------------------------------------------------

chr4.CM0831.280.r2.d        PWMRLLTCLS--------------------------------------------------

AtRABH1d                    QQGGACSC----------------------------------------------------

AtRABH1b                    QQSGGCSC----------------------------------------------------

chr4.CM0307.320.r2.d        ------------------------------------------------------------

AtRABH1e                    QQRGGCAC----------------------------------------------------

chr5.LjT05O23.40.r2.d       ------------------------------------------------------------

AtRABF1                     ------------------------------------------------------------

chr3.CM0253.350.r2.d        LLNMIFPCNQVTE-----------------------------------------------

chr2.LjT08I01.80.r2.a       VVHDSVSCTTRK------------------------------------------------

AtRABF2a                    ---VSSSCCA--------------------------------------------------

AtRABF2b                    ---VSSSCCA--------------------------------------------------

AtRABG1                     ----------------------------------------------

AtRABG3e                    ----------------------------------------------

AtRABG3f                    ----------------------------------------------

LjSGA_031184.1              ----------------------------------------------

AtRABG3c                    ----------------------------------------------

AtRABG3d                    ----------------------------------------------

AtRABG3a                    ----------------------------------------------

AtRABG3b                    ----------------------------------------------

AtRABG2                     ----------------------------------------------

LjSGA_027414.2              ----------------------------------------------

LjSGA_096053.1              ----------------------------------------------

AtRABA5a                    ----------------------------------------------

AtRABA5b                    ----------------------------------------------

chr1.CM0017.810.r2.a        ----------------------------------------------

chr1.CM0316.740.r2.d        ----------------------------------------------

AtRABA5c                    ----------------------------------------------

AtRABA5d                    ----------------------------------------------

AtRABA5e                    ----------------------------------------------

chr4.CM0042.2210.r2.m       ----------------------------------------------

AtRABA6a                    ----------------------------------------------

AtRABA6b                    SADPPNEIDPTKRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

AtRABA3                     ----------------------------------------------

chr3.LjT46L11.30.r2.m       ----------------------------------------------

AtRABA4a                    ----------------------------------------------

AtRABA4b                    ----------------------------------------------

AtRABA4c                    ----------------------------------------------

AtRABA4d                    ----------------------------------------------

chr3.CM0160.970.r2.m        ----------------------------------------------

AtRABA1e                    ----------------------------------------------

AtRABA1f                    ----------------------------------------------

AtRABA1g                    ----------------------------------------------

AtRABA1h                    ----------------------------------------------

AtRABA1i                    ----------------------------------------------

AtRABA1a                    ----------------------------------------------

LjSGA_102820.1              ----------------------------------------------

chr3.LjT39G17.10.r2.m       ----------------------------------------------

AtRABA1c                    ----------------------------------------------

AtRABA1d                    ----------------------------------------------

chr3.CM0282.210.r2.d        ----------------------------------------------

AtRABA1b                    ----------------------------------------------

chr1.CM1875.90.r2.m         ----------------------------------------------

LjSGA_034664.2              ----------------------------------------------

AtRABA2a                    ----------------------------------------------

chr2.CM0011.460.r2.a        ----------------------------------------------

AtRABA2b                    ----------------------------------------------

chr3.CM0792.300.r2.d        ----------------------------------------------

AtRABA2c                    ----------------------------------------------

AtRABA2d                    ----------------------------------------------

chr5.CM0909.740.r2.m        ----------------------------------------------

chr4.CM0680.90.r2.m         ----------------------------------------------

AtRABC1                     ----------------------------------------------

AtRABC2b                    ----------------------------------------------

AtRABC2a                    ----------------------------------------------

chr5.CM1077.320.r2.a        ----------------------------------------------

chr1.CM0012.2150.r2.m       ----------------------------------------------

LjT42G13.80.r2.d            ----------------------------------------------

AtRABB1a                    ----------------------------------------------

AtRABB1b                    ----------------------------------------------

chr6.LjT02P05.170.r2.d      ----------------------------------------------

AtRABB1c                    ----------------------------------------------

AtRABE1d                    ----------------------------------------------

AtRABE1e                    ----------------------------------------------

chr5.CM0180.240.r2.m        ----------------------------------------------

chr3.CM0786.130.r2.d        ----------------------------------------------

chr5.CM0428.500.r2.a        ----------------------------------------------

AtRABE1a                    ----------------------------------------------

AtRABE1c                    ----------------------------------------------

AtRABD1                     ----------------------------------------------

AtRABD2b                    ----------------------------------------------

AtRABD2c                    ----------------------------------------------

chr1.LjT29L18.70.r2.d       ----------------------------------------------

AtRABD2a                    ----------------------------------------------

AtRABH1a                    ----------------------------------------------

AtRABH1c                    ----------------------------------------------

chr4.CM0831.280.r2.d        ----------------------------------------------

AtRABH1d                    ----------------------------------------------

AtRABH1b                    ----------------------------------------------

chr4.CM0307.320.r2.d        ----------------------------------------------

AtRABH1e                    ----------------------------------------------

chr5.LjT05O23.40.r2.d       ----------------------------------------------

AtRABF1                     ----------------------------------------------

chr3.CM0253.350.r2.d        ----------------------------------------------

chr2.LjT08I01.80.r2.a       ----------------------------------------------

AtRABF2a                    ----------------------------------------------

AtRABF2b                    ----------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 13
Medtr5g036990       --------------------------------------------------------MHTS

AtRABG1             ----------------------------MEKTKLKIILLGDSG-----------------

AtRABG2             ------------------------MDSLKNRTLLKVIVLGDSG-----------------

Medtr6g039490       -------------------------MALCRRTLLKVIVLGDSG-----------------

AtRABG3e            -------------------------MPSRRRTLLKVIILGDSG-----------------

Medtr4g069850       -------------------------MPSRRRTLLKVIILGDSG-----------------

AtRABG3f            -------------------------MPSRRRTLLKVIILGDSG-----------------

Medtr2g101890       -----------------------MASHSRRRMLLKVIILGDSG-----------------

Medtr4g012940       -------------------------MASRRRMLLKVIILGDSG-----------------

AtRABG3c            -------------------------MASRRRVLLKVIILGDSG-----------------

AtRABG3d            -------------------------MSSRRRVLLKVIILGDSG-----------------

Medtr8g092020       ---------------------MDISSSHRKRTLLKVIVLGDSG-----------------

Medtr1686s0010      ------------------------------------------------------------

AtRABG3a            -------------------------MATRRRTLLKVIVLGDSG-----------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       -------------------------MSLRRRTLLKVIVLGDSGYVPFSLLSLQYRFFHSN

AtRABG3b            -------------------------MSTRRRTLLKVIILGDSG-----------------

Medtr7g405820       ------------------------------------------------------------

Medtr2g078000       -------------------------------------MIG--------------------

Medtr2g078560       -------------------------------------MIG--------------------

AtRABH1a            --------------------------MGDLGKGYKLVFLGDQG-----------------

AtRABH1c            ------------------------MASVSPLAKFKLVFLGDQS-----------------

Medtr4g098950       ------------------------MAPVSALAKYKLVFLGDQS-----------------

Medtr5g013900       ------------------------MAPVSALAKYKLVFLGDQS-----------------

AtRABH1b            ------------------------MAPVSALAKYKLVFLGDQS-----------------

Medtr3g087160       ------------------------MVTVSPLAKYKLVFLGDQS-----------------

Medtr8g090215       ------------------------MATVSPLAKYKLVFLGDQS-----------------

AtRABH1d            ------------------------MASVSPLAKYKLVFLGDQS-----------------

AtRABH1e            ------------------------MASVSPLAKYKLVFLGDQS-----------------

Medtr1g094220       MGCGSSFPDRDSRQLGRPSP--ENGGGDAKNLRVKLVLLGDSG-----------------

AtRABF1             MGCASSLPDRNSGTLSGLSNSENAVPADAKNLRVKLVLLGDSG-----------------

Medtr3g064390       -----------------------MATIGHNNLNAKLVLLGDMG-----------------

Medtr5g076590       -----------------------MATIGHTNLNAKLVLLGDMG-----------------

AtRABF2a            -----------------------MASSGNKNINAKLVLLGDVG-----------------

AtRABF2b            -----------------------MAAAGNKSINAKLVLLGDVG-----------------

Medtr2g102060       -----------------------MSRPGNKIIQAKLVLLGDMG-----------------

Medtr8g103550       ------------------------MARNKKSLQAKLVLLGDMG-----------------

Medtr7g117910       -------------MNQEMNGVEAERPLQKIDYVFKVVVIGDSA-----------------

Medtr8g031660       ---------------------------MSHSYLFKFIIIGDIG-----------------

Medtr8g031870       ---------------------------MSRSYAFKYIIIGDTG-----------------

Medtr8g031680       ---------------------------MSHSYAFKYIIIGDTG-----------------

Medtr8g031830       ---------------------------MSRSYAFKYIIIGDIG-----------------

Medtr8g031810       ---------------------------MSCSYIFDYIIIGDTG-----------------

AtRABB1a            ---------------------------MSYAYRFKYIIIGDTG-----------------

Medtr2g027660       ---------------------------MSYAYLFKYIIIGDTG-----------------

AtRABB1c            ---------------------------MSYAYLFKYIIIGDTG-----------------

Medtr6g021790       ---------------------------MSYDYLFKYIIIGDTG-----------------

AtRABB1b            ---------------------------MSYDYLFKYIIIGDTG-----------------

Medtr1g090717       ------------------MGSSSKVGNSNYDYSFKVLLIGDSG-----------------

AtRABC1             --------------------MGSSSGQPEFDYLFKVLLIGDSG-----------------

Medtr1g029450       ----------------MDVSSSSASNAAEFDYLFKLLMIGDSG-----------------

Medtr3g096350       ---------------------MDSSTPQEFDYVFKLLMIGDSG-----------------

Medtr8g093740       --------------------MDSSSGQQEFDYMFKLLMIGDSG-----------------

AtRABC2b            --------------------MGSSSGQSGYDLSFKILLIGDSG-----------------

AtRABC2a            --------------------MGSSSGQSGYDLSFKILLIGDSG-----------------

Medtr1g062760       -------------------MSSSSGQNSSYDISFKILLIGDSA-----------------

Medtr7g103070       -----------------MSSSSGSGQSSGHDLSFKILLIGDSG-----------------

Medtr2g096550       ------------------MAPLRFASEKNYDHLIKLLLIGDSG-----------------

AtRABE1d            ------------------MAVAPARARSDYDYLIKLLLIGDSG-----------------

AtRABE1e            ------------------MAVAPARARSDYDYLIKLLLIGDSG-----------------

Medtr4g063160       ------------------MAAPPARARADYDYLIKLLLIGDSG-----------------

Medtr1g115325       ------------------MAAAPARARADYDYLIKLLLIGDSG-----------------

AtRABE1c            ------------------MAAPPARARADYDYLIKLLLIGDSG-----------------

AtRABE1a            ------------------MAAPPARARADYDYLIKLLLIGDSG-----------------

Medtr7g100020       ------------------MAAPPARARADYDYLIKLLLIGDSG-----------------

Medtr1g068730       ------------------MAAPPARARSDYDYLIKLLLIGDSG-----------------

Medtr1g068740       ------------------MAAPPARARSDYDYLIKLLLIGDSG-----------------

Medtr4g099470       ------------------------------------------------------------

AtRABD2b            -------------------------MNPEYDYLFKLLLIGDSG-----------------

AtRABD2c            -------------------------MNPEYDYLFKLLLIGDSG-----------------

AtRABD2a            -------------------------MNPEYDYLFKLLLIGDSG-----------------

Medtr7g081700       -------------------------MNPEYDYLFKLLLIGDSG-----------------

Medtr8g006970       -----------MHFVSIEKRSKYAMLVLCSDYLFKLLLIGDSG-----------------

Medtr2g005500       ------------------------MSSNEYDYLFKLLIIGDSS-----------------

AtRABD1             -------------------------MSNEYDYLFKLLLIGDSS-----------------

AtRABA6a            --------------------MAEDTYEEECDYLFKAVLIGDSA-----------------

AtRABA6b            --------------------MAEESYDEECDYLFKAVLIGDSA-----------------

Medtr6g079550       ---------------------MADTFDEQCDYLFKTVLIGDSG-----------------

Medtr8g107070       -------------------MDQDAIFDEECDYLFKAVLIGDSG-----------------

AtRABA5a            -------------------MAFYSEDDKSEDYLFKIVLIGDSA-----------------

AtRABA5b            ---------------------MGKEDDRGEEYLFKIVLIGDSA-----------------

Medtr7g051940       --------------------MSEENGEGGEEYLFKIVLIGDSA-----------------

Medtr7g405790       ------------------MSSSEDEGGGGEEYLFKVVIIGDSA-----------------

AtRABA5c            ---------------------MSDDDERGEEYLFKIVIIGDSA-----------------

AtRABA5d            ---------------------MSSDDEGGEEYLFKIVIIGDSA-----------------

AtRABA5e            ---------------------MSSDDEGREEYLFKIVVIGDSA-----------------

Medtr8g036220       -----------------MAQFQGDLDHEGIDYMFKVVMIGDSG-----------------

Medtr2g005510       ------------------MSSRRRVGEEEYDYLFKVVLIGDSG-----------------

AtRABA2a            ---------------------MARRPDEEYDYLFKVVLIGDSG-----------------

Medtr3g069510       ---------------------MAYKVDNEYDYLFKIVLIGDSG-----------------

AtRABA2b            ---------------------MANRIDHEYDYLFKIVLIGDSG-----------------

Medtr4g064897       ---------------------MAHRVDHEYDYLFKIVLIGDSG-----------------

AtRABA2c            ---------------------MTHRVDQEYDYLFKIVLIGDSG-----------------

AtRABA2d            ---------------------MAHRVEQDYDYLFKIVLIGDSG-----------------

AtRABA1c            --------------------MAGYRADDEYDYLFKVVLIGDSG-----------------

AtRABA1d            --------------------MAGYRADDDYDYLFKVVLIGDSG-----------------

Medtr2g075950       --------------------MAGYRADDDYDYLFKVVLIGDSG-----------------

AtRABA1b            --------------------MAGYRVEDDYDYLFKVVLIGDSG-----------------

Medtr2g083860       --------------------MAGYRADDEYDYLFKLVLIGDSG-----------------

AtRABA1a            --------------------MAGYRADEEYDYLFKLVLIGDSG-----------------

Medtr2g090865       --------------------MG--AVDEEYDYLFKLVLIGDSG-----------------

AtRABA1e            --------------------MGAYRADDDYDYLFKLVLIGDSG-----------------

AtRABA1g            --------------------MAAYRADDDYDFLYKVVLIGDSG-----------------

AtRABA1f            --------------------MAAYRADDEYDYLFKVVLIGDSG-----------------

Medtr4g079350       --------------------MGAYRADDDYDYLFKVVLIGDSG-----------------

Medtr2g014990       --------------------MGAYRADDDYDYLFKVVLIGDSG-----------------

Medtr4g088090       --------------------MGAYRADDDYDYLFKVVLIGDSG-----------------

AtRABA1h            --------------------MGTYKAEDDYDYLFKVVLTGDSG-----------------

AtRABA1i            --------------------MGAYRAEDDYDYLFKVVLTGDSG-----------------

Medtr8g027220       -------MVQGEKKQENGHKKIDYDMEEKIDYVFKVVVIGDSA-----------------

AtRABA3             MN----EEMSGESPE-NNKHVKKPTMPEKIDYVFKVVVIGDSA-----------------

AtRABA4b            ----------------MAGGGGYGGASGKVDYVFKVVLIGDSA-----------------

AtRABA4a            ----------------MTSGGGYGDPSQKIDYVFKVVLIGDSA-----------------

Medtr3g086980       -----------------MASAGYGDANQKIDYVFKVVLIGDSA-----------------

Medtr8g089985       ----------------MASGGGYGDANQRIDYVFKVVLIGDSA-----------------

AtRABA4c            ------------------MSKFQSNFNQKIDYVFKVVLIGDSA-----------------

Medtr0262s0050      ------------------MSNLYGDYNTKIDYVFKVVLIGDSA-----------------

Medtr1g052475       ------------------MSNLYGDYNQKIDYVFKVVLIGDSA-----------------

AtRABA4d            ------------------MSNLYGDYNQKIDYVFKVVLIGDSA-----------------

Medtr5g036990       CS--VELVEQVA--QLFQVFTGLGRGKRVRLAT-----IDAGFVPR-ELQI---------

AtRABG1             ----------VGKTSLLKRYN-DKDFKQLHNST-----IYVDLVTK-EICI---------

AtRABG2             ----------VGKTSLMNQYV-YKKFNKQYKAT-----IGADFVTK-ELHI---------

Medtr6g039490       ----------VGKTSLMNQYA-LKKFSLKCKGT-----IGADFVTK-DLQI---------

AtRABG3e            ----------VGKTSLMNQYV-NKKFSNQYKAT-----IGADFLTK-EVQF---------

Medtr4g069850       ----------VGKTSLMNQYV-NKKFSNQYKAT-----IGADFLTK-EVQF---------

AtRABG3f            ----------VGKTSLMNQYV-NKKFSNQYKAT-----IGADFLTK-EVQF---------

Medtr2g101890       ----------VGKTSLMNQYV-NRKFSNQYKAT-----IGADFLTK-EVQV---------

Medtr4g012940       ----------VGKTSLMNQYV-NRKFSNQYKAT-----IGADFLTK-EVQF---------

AtRABG3c            ----------VGKTSLMNQFV-NRKFSNQYKAT-----IGADFLTK-EVQI---------

AtRABG3d            ----------VGKTSLMNQFV-NRKFSNQYKAT-----IGADFLTK-EVQI---------

Medtr8g092020       ----------VGKTSLMNQYV-YKKFSQQYKAT-----IGADFVTK-ELLV---------

Medtr1686s0010      -------------------YV-HKKFEKEYKGT-----IGADFFTK-ELKI---------

AtRABG3a            ----------VGKTSLMNQYV-HKKFSMQYKAT-----IGADFVTK-ELQI---------

Medtr1452s0010      -------------------YV-HKKFSQQYKAT-----IGADFVTK-ELQI---------

Medtr1g097420       HAFSFIFIARVGKTSLMNQYV-HNKFSQQYKAT-----IGADFVTK-ELQI---------

AtRABG3b            ----------VGKTSLMNQYV-NNKFSQQYKAT-----IGADFVTK-ELQI---------

Medtr7g405820       -----------------------------------------------MRER---------

Medtr2g078000       -----------------MELSYDSSFVAKAESTISGVLISVVWSSN-HLNE---------

Medtr2g078560       -----------------MELSYDSSSVAKAESTISGVLISIVWSSN-HLNE---------

AtRABH1a            ----------VGKTSIITCFMYGK-FDTSYQAT-----IGIDFLSK-TTRY---------

AtRABH1c            ----------VGKTSIITRFMYDK-FDTTYQPT-----IGIDFLSK-TMYL---------

Medtr4g098950       ----------VGKTSIITRFMYDK-FDNTYQAT-----IGIDFLSK-TMYL---------

Medtr5g013900       ----------VGKTSIITRFMYDK-FDNTYQAT-----IGIDFLSK-TMYL---------

AtRABH1b            ----------VGKTSIITRFMYDK-FDNTYQAT-----IGIDFLSK-TMYL---------

Medtr3g087160       ----------VGKTSIITRFMYDK-FDTTYQAT-----IGIDFLSK-TMYL---------

Medtr8g090215       ----------VGKTSIITRFMYDK-FDTTYQAT-----IGIDFLSK-TMYL---------

AtRABH1d            ----------VGKTSIITRFMYDK-FDTTYQAT-----IGIDFLSK-TMYL---------

AtRABH1e            ----------VGKTSIITRFMYDK-FDTTYQAT-----IGIDFLSK-TMYL---------

Medtr1g094220       ----------VGKSCIVLRFVRGQ-FDPTSKVT-----VGASFLSQ-TIAL---------

AtRABF1             ----------VGKSCIVLRFVRGQ-FDATSKVT-----VGASFLSQ-TIAL---------

Medtr3g064390       ----------AGKSSLVLRFVKGQ-FLEFQEST-----IGAAFFSQ-TLAV---------

Medtr5g076590       ----------AGKSSLVLRFVKGQ-FLEFQEST-----IGAAFFSQ-TLAV---------

AtRABF2a            ----------AGKSSLVLRFVKDQ-FVEFQEST-----IGAAFFSQ-TLAV---------

AtRABF2b            ----------AGKSSLVLRFVKDQ-FVEFQEST-----IGAAFFSQ-TLAV---------

Medtr2g102060       ----------TGKTSLALRFVKGQ-FFQNQEPT-----IGAAFFTQ-ILSL---------

Medtr8g103550       ----------TGKTSLVLRFVKGQ-FSEYQEST-----IGAAFFTQ-VLSL---------

Medtr7g117910       ----------VGKTQMLSRFAKNE-FCFDSKST-----IGVEFQTR-TVTI---------

Medtr8g031660       ----------VGKSCLLFRFTDNS-FKPIHDIT-----IGVEFGIK-FINI---------

Medtr8g031870       ----------VGKSCLLLQFTDNR-FQRFHDVT-----IGVEFGIR-TINI---------

Medtr8g031680       ----------VGKSCLVLQFMDNR-FQRFHNAT-----IGVGFGFK-TINI---------

Medtr8g031830       ----------VGKSCLLLQFTDNR-FQRFHDTT-----IGVEFGIR-TINI---------

Medtr8g031810       ----------VRKSCILLQFTDNR-FQPIHNIT-----IGVEFGVK-IINI---------

AtRABB1a            ----------VGKSCLLLKFTDKR-FQAVHDLT-----IGVEFGAK-TITI---------

Medtr2g027660       ----------VGKSCLLLQFTDKR-FQPVHDLT-----IGVEFGAR-MITI---------

AtRABB1c            ----------VGKSCLLLQFTDKR-FQPVHDLT-----IGVEFGAR-MITI---------

Medtr6g021790       ----------VGKSCLLLQFTDKR-FQPVHDLT-----IGVEFGAR-MLTI---------

AtRABB1b            ----------VGKSCLLLQFTDKR-FQPVHDLT-----IGVEFGAR-MVTV---------

Medtr1g090717       ----------VGKSSLLLSFISNANSLDDLSPT-----IGVDFKIK-LFTI---------

AtRABC1             ----------VGKSSLLLSFTSN--TFDDLSPT-----IGVDFKVK-YLTI---------

Medtr1g029450       ----------VGKSTLLLRFTSD--NFEDLSPT-----IGVDFKVK-YVTL---------

Medtr3g096350       ----------VGKSSLLLCFTSD--SFENLSPT-----IGVDFKVK-YFTI---------

Medtr8g093740       ----------VGKSSLLLRFTSD--DFDDLSPT-----IGVDFKVK-YVTI---------

AtRABC2b            ----------VGKSSLLLSFISS--SVEDLAPT-----IGVDFKIK-QMKV---------

AtRABC2a            ----------VGKSSLLVSFISS--SVEDLAPT-----IGVDFKIK-QLTV---------

Medtr1g062760       ----------VGKSSLLVSFISG--SVEDPAPT-----IGVDFKIK-LLTV---------

Medtr7g103070       ----------VGKSCLLVTFISNS-SVEDLSPT-----IGVDFKIK-MLTV---------

Medtr2g096550       ----------VGKSSLLLRFSDSY-FTTSYITT-----LGIDYKNR-AIEL---------

AtRABE1d            ----------VGKSCLLLRFSDDT-FTTSFITT-----IGIDFKIR-TVEL---------

AtRABE1e            ----------VGKSCLLLRFSDDT-FTTSFITT-----IGIDFKIR-TVEL---------

Medtr4g063160       ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

Medtr1g115325       ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

AtRABE1c            ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

AtRABE1a            ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

Medtr7g100020       ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

Medtr1g068730       ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

Medtr1g068740       ----------VGKSCLLLRFSDGS-FTTSFITT-----IGIDFKIR-TIEL---------

Medtr4g099470       ----------------MSPPEDDS-YLDSYIST-----IGVDFKIR-TVEQ---------

AtRABD2b            ----------VGKSCLLLRFADDS-YLDSYIST-----IGVDFKIR-TVEQ---------

AtRABD2c            ----------VGKSCLLLRFADDS-YLDSYIST-----IGVDFKIR-TVEQ---------

AtRABD2a            ----------VGKSCLLLRFSDDS-YVESYIST-----IGVDFKIR-TVEQ---------

Medtr7g081700       ----------VGKSCLLLRFADDS-YIDSYIST-----IGVDFKIR-TVEQ---------

Medtr8g006970       ----------VGKSCLLLRFADDS-YIDSYIST-----IGVDFKIR-TVEQ---------

Medtr2g005500       ----------VGKSCLLLRFADDS-YDDTYIST-----IGVDFKIR-TVEL---------

AtRABD1             ----------VGKSCLLLRFADDA-YIDSYIST-----IGVDFKIR-TIEQ---------

AtRABA6a            ----------VGKSNLLSRFSKDE-FRFDSKPT-----IGVEFAYR-NVHV---------

AtRABA6b            ----------VGKSNLLSRFSRDE-FRLDSKPT-----IGVDFAYR-NVRV---------

Medtr6g079550       ----------VGKSNLISRFTKDE-FRLDSKPT-----IGVEFGYK-NIKV---------

Medtr8g107070       ----------VGKSNLLSRFAKDE-FRLDSKPT-----IGVEFAYR-NIKV---------

AtRABA5a            ----------VGKSNLLARFARDE-FYPNSKST-----IGVEFQTQ-KMDI---------

AtRABA5b            ----------VGKSNLLSRFSRDE-FDTNSKAT-----IGVEFQTQ-LVEI---------

Medtr7g051940       ----------VGKSNLLSRFARNE-FDSNSKAT-----IGVEFQTQ-MVEI---------

Medtr7g405790       ----------VGKSNLLSRYARNE-FNLHSKAT-----IGVEFQTQ-SLEI---------

AtRABA5c            ----------VGKSNLLTRYARNE-FNPNSKAT-----IGVEFQTQ-SMLI---------

AtRABA5d            ----------VGKSNLLSRYARNE-FNAHSKAT-----IGVEFQTQ-NMEI---------

AtRABA5e            ----------VGKSNLLSRYARNE-FSANSKAT-----IGVEFQTQ-SMEI---------

Medtr8g036220       ----------VGKSQLLNRFVRNE-FHLKSKAT-----IGVEFLTK-TVLM---------

Medtr2g005510       ----------VGKSNLLSRFTRNE-FCLESKST-----IGVEFATR-TLQV---------

AtRABA2a            ----------VGKSNLLSRFTRNE-FCLESKST-----IGVEFATR-TLQV---------

Medtr3g069510       ----------VGKSNILSRFTRNE-FCLESKST-----IGVEFATR-TIQV---------

AtRABA2b            ----------VGKSNILSRFTRNE-FCLESKST-----IGVEFATR-TLQVISLLSLSLN

Medtr4g064897       ----------VGKSNILSRFTRNE-FCLESKST-----IGVEFATR-TLQV---------

AtRABA2c            ----------VGKSNILSRFTRNE-FCLESKST-----IGVEFATR-TTQV---------

AtRABA2d            ----------VGKTNILSRFTRNE-FCLESKST-----IGVEFATR-TLQV---------

AtRABA1c            ----------VGKSNLLSRFTKNE-FSLESKST-----IGVEFATR-SLNV---------

AtRABA1d            ----------VGKSNLLSRFTRNE-FSLESKST-----IGVEFATR-SLNV---------

Medtr2g075950       ----------VGKSNLLSRFTKNE-FNLESKST-----IGVEFATR-TLNV---------

AtRABA1b            ----------VGKSNLLSRFTKNE-FNLESKST-----IGVEFATR-TLKV---------

Medtr2g083860       ----------VGKSNLLSRFTRNE-FNLESKST-----IGVEFATK-SLTV---------

AtRABA1a            ----------VGKSNLLSRFTKNE-FNLESKST-----IGVEFATK-TTKV---------

Medtr2g090865       ----------VGKSNLLSRFTRNE-FNLESKST-----IGVEFATR-SVRI---------

AtRABA1e            ----------VGKSNLLSRFTRNE-FSIESKST-----IGVEFATR-SVHV---------

AtRABA1g            ----------VGKSNLLSRFTRNE-FSLESKST-----IGVEFATR-SIHV---------

AtRABA1f            ----------VGKSNLLSRFTRNE-FSLESKST-----IGVEFATR-SIHV---------

Medtr4g079350       ----------VGKSNLLSRFTKNE-FSLESKST-----IGVEFATR-SIHV---------

Medtr2g014990       ----------VGKSNLLSRFTKNE-FSLESKST-----IGVEFATR-SIRV---------

Medtr4g088090       ----------VGKSNLLSRFTKNE-FSLESKST-----IGVEFATR-SIHV---------

AtRABA1h            ----------VGKSNLLSRFTRND-FSHDSRST-----IGVEFATRRGIQV---------

AtRABA1i            ----------VGKSNLLSRFTRND-FSHDSRAT-----IGVEFATR-SIQC---------

Medtr8g027220       ----------VGKTQILSRFSKNE-FCFDSKST-----IGVEFQTR-TVTI---------

AtRABA3             ----------VGKTQLLSRFTHNE-FCYDSKST-----IGVEFQTR-TITL---------

AtRABA4b            ----------VGKSQLLARFARDE-FSMDSKAT-----IGVEFQTR-TLSI---------

AtRABA4a            ----------VGKSQILARYARDE-FSLDSKAT-----IGVEFQTR-TLVI---------

Medtr3g086980       ----------VGKSQILARFARND-FSMDSKAT-----IGVEFQTR-TLVI---------

Medtr8g089985       ----------VGKSQILARFSRNE-FSLDSKST-----IGVEFQTR-TLVI---------

AtRABA4c            ----------VGKSQLLARFSRNE-FSIESKAT-----IGVEFQTR-TLEI---------

Medtr0262s0050      ----------VGKTQLLGRFARNE-FKVDSKAT-----IGVEFQTK-TLII---------

Medtr1g052475       ----------VGKTQLLARFSRNQ-FNVDSKAT-----IGVEFQTK-TLVI---------

AtRABA4d            ----------VGKTQLLARFARNE-FSVDSKAT-----IGVEFQTK-TLVI---------

Medtr5g036990       --------ND-SLVTLQIW-------DTERREGFQIDDA--IAFYKEVDCCVLVYDVNFM

AtRABG1             --------AE-RQVILQIW-------DTAGQERFKSL-P--SRFYRDTDCCVLVYDVNTL

AtRABG2             --------DE-KSVTLQIW-------DTAGQERFQSL-G--AAFYRGADCCVLVYDVNNL

Medtr6g039490       --------DN-KLVTLQIW-------DTEGKETFQNV-C--ADFYRGADCCVLVYDVNCF

AtRABG3e            --------ED-RLFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNSA

Medtr4g069850       --------ED-RLFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNSM

AtRABG3f            --------ED-RLFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNSM

Medtr2g101890       --------ED-RLFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNVM

Medtr4g012940       --------ED-RLFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNVM

AtRABG3c            --------DD-RIFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVNDVNVM

AtRABG3d            --------DD-RIFTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNVM

Medtr8g092020       --------DD-KLVTLQIW-------DTAGQERFHSL-G--AAFYRGADCCVLVYDVNIH

Medtr1686s0010      --------GD-QPVTLQIW-------DTAGRERFQSR-G--VSFYRGSDCCVLIYDINHM

AtRABG3a            --------GE-KLVTLQIW-------DTAGQERFQSL-G--AAFYRGADCCALVYDVNVL

Medtr1452s0010      --------DD-RLVTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNVM

Medtr1g097420       --------DD-RLVTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLAYDVNVM

AtRABG3b            --------DD-RLVTLQIW-------DTAGQERFQSL-G--VAFYRGADCCVLVYDVNHL

Medtr7g405820       --------KRKPTLKLEIE---------------VED-DDNDNDVRGAVGALVVYDISRR

Medtr2g078000       --------HN-TTLLLALR--------------YRAI-T--SAYYRGAVGALLVYDVTRH

Medtr2g078560       --------HN-TTLLLALR-------SIVMIDLYRVI-T--SAYYHGAVGALLVYDVTRH

AtRABH1a            --------ED-RTFRLQLWYKKLSLGDTAGQERFKSL-V--PSYIRDSSVAVIVYDVASK

AtRABH1c            --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAIVVYDVSNR

Medtr4g098950       --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVASR

Medtr5g013900       --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVASR

AtRABH1b            --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVASR

Medtr3g087160       --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVANR

Medtr8g090215       --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVANR

AtRABH1d            --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVVVYDVANR

AtRABH1e            --------ED-RTVRLQLW-------DTAGQERFRSL-I--PSYIRDSSVAVIVYDVANR

Medtr1g094220       --------QDSTTVKFEIW-------DTAGQERYAAL-A--PLYYRGAAVAVIAYDITSP

AtRABF1             --------QDSTTVKFEIW-------DTAGQERYSAL-A--PLYYRGAGVAVIVYDITSP

Medtr3g064390       --------ND-ATVKFEIW-------DTAGQERYHSL-A--PMYYRGAAAAIIVYDITSS

Medtr5g076590       --------ND-ATVKFEIW-------DTAGQERYHSL-A--PMYYRGAAAAIIVYDITNL

AtRABF2a            --------ND-ATVKFEIW-------DTAGQERYHSL-A--PMYYRGAAAAIIVFDITNQ

AtRABF2b            --------ND-ATVKFEIW-------DTAGQERYHSL-A--PMYYRGAAAAIIVFDVTNQ

Medtr2g102060       --------SE-ATVKFDIW-------DTAGQERYHSL-A--PMYYRGAAAAIVVYDISSI

Medtr8g103550       --------NE-ATVKFDIW-------DTAGQERYHSL-A--PMYYRGSAAAIVVYDITSM

Medtr7g117910       --------NG-KLIKAQIW-------DTAGQERYRAV-T--SAYYRGALGAMLVYDITKR

Medtr8g031660       --------KN-NRIKLHIW-------DTAGQETFRSI-T--RSYYRGAAGALLVYDITKR

Medtr8g031870       --------NN-NSVKLQIW-------DTAGQERFRSI-T--RSYYRKAAGALLVYDITRR

Medtr8g031680       --------NN-NPVKLQIW-------DTAGQERFRSI-T--KSYYRKAACALLVYDITKR

Medtr8g031830       --------NN-NPVKLQIW-------DTAGQERFSSI-T--KSYYRKAADALLVYDITRR

Medtr8g031810       --------KN-KGIKLQIY-------DTT-----------------GAVGALLVYDITRR

AtRABB1a            --------DN-KPIKLQIW-------DTAGQESFRSV-T--RSYYRGRAGTLLVYDITRR

Medtr2g027660       --------DN-KPIKLQIW-------DTAGQESFRSI-T--RSYYRGAAGALLVYDITRR

AtRABB1c            --------DN-KPIKLQIW-------DTAGQESFRSI-T--RSYYRGAAGALLVYDITRR

Medtr6g021790       --------DS-RPIKLQIW-------DTAGQESFRSI-T--RSYYRGAAGALLVYDITRR

AtRABB1b            --------DG-RPIKLQIW-------DTAGQESFRSI-T--RSYYRGAAGALLVYDITRR

Medtr1g090717       --------GD-KRLKLTIW-------DTAGQERFGTV-I--CSYYRGAHGIVLVYDVTRR

AtRABC1             --------GE-KKLKLAIW-------DTAGQERFRTL-T--SSYYRGAQGIIMVYDVTRR

Medtr1g029450       --------GG-KKLKLAIW-------DTAGQERFRTL-T--GSYYRGAQGIIMVYDVTRR

Medtr3g096350       --------DG-KKLKLAIW-------DTAGQERFRTL-T--SSYYRGAQGIIMAYDVTRR

Medtr8g093740       --------EG-KKLKLAIW-------DTAGQERFRTL-T--SSYYRGAQGIIMVYDVTRR

AtRABC2b            --------RG-KRLKLTIW-------DTAGQEKFRTL-T--SSYFRGSQGIILVYDVTKR

AtRABC2a            --------GG-KRLKLTIW-------DTAGQERFRTL-T--SSYYRGAQGIILVYDVTRR

Medtr1g062760       --------GG-KRLKLTIW-------DTAGQERFRTL-T--SSYYRGAQGIILVYDVTRR

Medtr7g103070       --------GG-KRLKLTIW-------DTAGQERFRTL-T--SSYYRGAQGIILVYDVTRR

Medtr2g096550       --------DG-KKIMLQVW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

AtRABE1d            --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

AtRABE1e            --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

Medtr4g063160       --------DG-KRIKLQIW-------DTAGQERFSFV-INNFTYYRGAMGILLVYDVTDE

Medtr1g115325       --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

AtRABE1c            --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

AtRABE1a            --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

Medtr7g100020       --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

Medtr1g068730       --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

Medtr1g068740       --------DG-KRIKLQIW-------DTAGQERFRTI-T--TAYYRGAMGILLVYDVTDE

Medtr4g099470       --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIVVYDVTDQ

AtRABD2b            --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIVTYDVTDL

AtRABD2c            --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIVTYDVTDL

AtRABD2a            --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIIVYDVTDE

Medtr7g081700       --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIIVYDVTDE

Medtr8g006970       --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIIVYDVTDE

Medtr2g005500       --------EG-KTAKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIIVYDVTDI

AtRABD1             --------DG-KTIKLQIW-------DTAGQERFRTI-T--SSYYRGAHGIIIVYDCTEM

AtRABA6a            --------GD-KIIKAQIW-------DTAGQERFRAI-T--SSYYRGALGALLIYDITRR

AtRABA6b            --------GD-KTIKAQIW-------DTAGQERFRAI-T--SSYYRGALGALLIYDITRR

Medtr6g079550       --------RD-KLIKAQIW-------DTAGQERFRAI-T--SSYYRGALGAMLVYDITRI

Medtr8g107070       --------RD-KLIKAQIW-------DTAGQERFRAI-T--SSYYRGALGALLVYDITRR

AtRABA5a            --------NG-KEIKAQIW-------DTAGQERFRAV-T--SAYYRGAVGALLVYDISRR

AtRABA5b            --------EG-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAFGALIVYDITRG

Medtr7g051940       --------DG-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAFGALVVYDISRR

Medtr7g405790       --------DS-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAVGALIVYDISRR

AtRABA5c            --------DG-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAVGALVVYDITRS

AtRABA5d            --------EG-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAVGALVVYDISRR

AtRABA5e            --------EG-KEVKAQIW-------DTAGQERFRAV-T--SAYYRGAVGALVVYDITRR

Medtr8g036220       --------DH-KLVKAQIW-------DTAGQERYQAI-T--TAYYRGATGALLTYDITKR

Medtr2g005510       --------EG-RTVKAQIW-------DTAGQERYRAI-T--SAYYRGALGALLVYDVTKP

AtRABA2a            --------EG-RTVKAQIW-------DTAGQERYRAI-T--SAYYRGALGALLVYDVTKP

Medtr3g069510       --------EG-KTVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITKR

AtRABA2b            LDNFPPDQFG-KTVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITKR

Medtr4g064897       --------EG-KTVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITKR

AtRABA2c            --------EG-KTIKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITKR

AtRABA2d            --------EG-KTVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITKR

AtRABA1c            --------DD-KVIKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

AtRABA1d            --------NE-KVIKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

Medtr2g075950       --------DS-KVIKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

AtRABA1b            --------DG-KVVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRR

Medtr2g083860       --------DA-KVIKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRR

AtRABA1a            --------EG-KVVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLIYDVTRH

Medtr2g090865       --------LD-KLVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDSTRH

AtRABA1e            --------DE-KIIKAQLW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDITRH

AtRABA1g            --------DE-KIVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

AtRABA1f            --------DD-KIVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

Medtr4g079350       --------DD-KIVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

Medtr2g014990       --------DD-KVVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

Medtr4g088090       --------DD-KVVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

AtRABA1h            --------DD-KIVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

AtRABA1i            --------DD-KIVKAQIW-------DTAGQERYRAI-T--SAYYRGAVGALLVYDVTRH

Medtr8g027220       --------NG-KVIKAQIW-------DTAGQERYRAV-T--SAYYRGALGAMLVYDITKR

AtRABA3             --------RG-KLVKAQIW-------DTAGQERYRAV-T--SAYYRGALGAMVVYDITKR

AtRABA4b            --------EQ-KSIKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDMTKR

AtRABA4a            --------DH-KSVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDITRR

Medtr3g086980       --------EH-KSVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDITKR

Medtr8g089985       --------DH-KTVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDITKR

AtRABA4c            --------DR-KTIKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDITKR

Medtr0262s0050      --------DN-KTVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDMTKR

Medtr1g052475       --------DN-KTVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDMTKR

AtRABA4d            --------DN-KTVKAQIW-------DTAGQERYRAV-T--SAYYRGAVGAMLVYDMTKR

                                     :                                  :  *    

Medtr5g036990       ESFDMI-DNLDNKFLANFCEKLPVPVI----------------NYMIMI-P---------

AtRABG1             KTFESI-DNWHDEFIKQA------------NPETPTKFPFVLMGNKTDV-NNGKPRVVAK

AtRABG2             KSFETL-NNWHTEFLKQA------------NPMEPETFPFVLIGNKTDV-DGGNSRVVSN

Medtr6g039490       ESFDIL-DSWHDDFLKKG------------NTSNHGISPFILLGNKVDI-DGGKSRVVPE

AtRABG3e            KSFEDL-NNWREEFLIQA------------SPSDPENFPFVVIGNKIDV-DGGSSRVVSE

Medtr4g069850       KSFDNL-NNWREEFLIQA------------NPSDPENFPFVVIGNKIDI-DGGNSRVVSE

AtRABG3f            KSFENL-NNWREEFLIQA------------SPSDPENFPFVLIGNKVDV-DDGNSRVVSE

Medtr2g101890       KSFENL-NHWREEFLIQA------------SPSDPENFPFVVLGNKVDV-DGGNSRVVSE

Medtr4g012940       KSFENL-NHWREEFLIQA------------SPSDPENFPFVVLGNKIDV-DGGNSRVVSE

AtRABG3c            KSFENL-NNWREEFLIQA------------SPSDPENFPFVVLGNKTDV-DGGKSRVVTE

AtRABG3d            KSFDNL-NNWREEFLIQA------------SPSDPENFPFVVLGNKTDV-DGGKSRVVSE

Medtr8g092020       KTFDTL-NNWHDDFLKQA------------DTGNPDAFPFVLLGNKVDV-DGGNSRRVTE

Medtr1686s0010      KSFDAL-KNWHAEFVEKVYYAISIFLI---------------------------------

AtRABG3a            RSFDNL-ETWHEEFLKQAWN-IGMWTIAEASPSDPKTFPFIVLGNKIDV-DGGSSRVVSD

Medtr1452s0010      KSFDTL-DNWHEEFLKQV------------YYVSSIFLIFLLSVI-CMI-TLF-------

Medtr1g097420       RSFDSL-DTWHEEFLKQA------------NPPDTRAFPFILLGNKIDI-DGGNSRVVSE

AtRABG3b            KSFESL-DNWHNEFLTRA------------SPRDPMAFPFILLGNKVDI-DGGNSRVVSE

Medtr7g405820       TTFDSARRQ-L----------------------TAQCAILALV--VYDI-NNS-------

Medtr2g078000       ATFENV-DTWLKELRNHT---------------DSNIVVM---CNIPKE-RAA-------

Medtr2g078560       ATFENV-DGWLKELRNHT---------------DSNIVAG---GPFYPV-LTG-------

AtRABH1a            QSFINT-SKWIEEVRAER---------------GS-YVIIVLVGNKTDL-VNK--RQVSI

AtRABH1c            QTFLNT-SKWIEDVHRER---------------GQSNVIIVLVGNKTDL-VEK--RQVSI

Medtr4g098950       QTFLNT-SKWIEEVRSER---------------GS-DVIVVLVGNKTDL-VEK--RQVST

Medtr5g013900       QTFLNT-TKWIEEVRTER---------------GS-DVIIVLVGNKTDL-VEK--RQVSI

AtRABH1b            QSFLNT-TKWIDEVRTER---------------GS-DVIVVLVGNKTDL-VDK--RQVSI

Medtr3g087160       QSFLNT-NKWVEEVRAER---------------GS-DVIIVLVGNKTDL-VEK--RQVSI

Medtr8g090215       QSFLNT-NKWVEEVRQER---------------GS-DVIIVLVGNKTDL-VEK--RQVSI

AtRABH1d            LSFLNT-SKWIEEVRNER---------------AG-DVIIVLVGNKTDL-VEK--RQVSI

AtRABH1e            QSFLNT-SKWIEDVRTER---------------GS-DVIIVLVGNKTDL-VDK--RQVSI

Medtr1g094220       ESFSKA-QYWVKELQKH----------------GSPDIVMALVGNKADL-QEK--REVAV

AtRABF1             ESFKKA-QYWVKELQKH----------------GSPDIVMALVGNKADL-HEK--REVPT

Medtr3g064390       DSFSRA-KKWVQELQKQ----------------GNPNMVMALAGNKSDL-EDK--RKVTA

Medtr5g076590       ESFTRA-KKWVQELQKQ----------------GNPNMVVAFAGNKADL-EDK--RKVTA

AtRABF2a            ASFERA-KKWVQELQAQ----------------GNPNMVMALAGNKADL-LDA--RKVSA

AtRABF2b            ASFERA-KKWVQELQAQ----------------GNPNMVMALAGNKSDL-LDA--RKVTA

Medtr2g102060       DTFVRA-KKWVQELQRH----------------GSQKLVMALVANKCDL-EPK--REVET

Medtr8g103550       DSFVRA-KKWVREVQRQ----------------ANPNLIMLLVANKADL-EDQ--RKVGN

Medtr7g117910       QTFDHV-ARWIEELRSHA---------------DNS-IVIMLIGNKGDL-VDQ--RVVHT

Medtr8g031660       ETFNHL-ATWLEEVREHG---------------NSN-TIITLVGNKSDL-AKK--RVVST

Medtr8g031870       ETFDHM-ATWLEDARQHA---------------SSD-MIIMLVGNKSDL-AGN--RLVST

Medtr8g031680       ETFNHL-ATWLEDARQHA---------------SSD-MIIMLIGNKSDL-ACN--RVVST

Medtr8g031830       ETFDHM-ATWLEDARQHA---------------SSD-TIIMLIGNKSDL-ACN--RVVST

Medtr8g031810       ETFNHL-ATWLEDARQHA---------------S--------------------------

AtRABB1a            ETFNHL-ASWLEEARQHA---------------SEN-MTTMLIGNKCDL-EDK--RTVST

Medtr2g027660       ETFNHL-ASWLEDARQHA---------------NAN-MTIMLIGNKCDL-AHR--RAVST

AtRABB1c            ETFNHL-ASWLEDARQHA---------------NAN-MTIMLIGNKCDL-AHR--RAVST

Medtr6g021790       ETFNHL-ASWLEDARQHA---------------NPN-MTITLIGNKCDL-SHR--RAVSK

AtRABB1b            ETFNHL-ASWLEDARQHA---------------NPN-MSIMLIGNKCDL-AHK--RAVSK

Medtr1g090717       ETFTNLVGTWAKEVGLYS---------------TNHDCIKILVGNKVDK-ESE--RAVSK

AtRABC1             DTFTNLSDIWAKEIDLYS---------------TNQDCIKMLVGNKVDK-ESE--RAVSK

Medtr1g029450       ETFTNLSDIWAKEIDLYS---------------TNQDCIKMLVGNKVDK-ESE--RAVTK

Medtr3g096350       DTFTNLSEVWAKEVDLYS---------------TNQDCIKMLVGNKVDK-ESD--RVVTK

Medtr8g093740       ETFTNLSEIWAKEIDLYS---------------TNQDCMKMLVGNKVDK-EGD--RVVTK

AtRABC2b            ETFLNLADIWAKEIELYS---------------TNHDCIKMLVGNKVDR-ESE--RKVSR

AtRABC2a            ETFTNLVDVWGKEIELYS---------------TNQECVRMLVGNKVDR-ESE--RGVSR

Medtr1g062760       ETFTNLSEVWSKEVELYS---------------TNQDCMKMLVGNKVDR-ESE--RTVST

Medtr7g103070       ETFTNLSEVWSKELELYS---------------TNQECVKMLVGNKVDK-DSE--RAVSR

Medtr2g096550       SSFNNI-TNWIRSIEQHS---------------SDNIVNKILVGNKVDM-DESK-RAVPF

AtRABE1d            SSFNNI-RNWMKNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

AtRABE1e            SSFNNI-RNWMKNIEQHA---------------SDS-VNKILVGNKADM-DESK-RAVPT

Medtr4g063160       ASFNNI-RNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

Medtr1g115325       ASFNNI-RNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

AtRABE1c            SSFNNI-RNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

AtRABE1a            SSFNNI-RNWIRNIEQHA---------------SDS-VNKILVGNKADM-DESK-RAVPK

Medtr7g100020       SSFNNI-RNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

Medtr1g068730       SSFNNI-KNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

Medtr1g068740       SSFNNI-KNWIRNIEQHA---------------SDN-VNKILVGNKADM-DESK-RAVPT

Medtr4g099470       ESFNNV-KQWLNEIDRYA---------------SEN-VNKLLVGNKSDL-SDK--KVVSS

AtRABD2b            ESFNNV-KQWLNEIDRYA---------------SEN-VNKLLVGNKNDL-TSQ--KVVST

AtRABD2c            ESFNNV-KQWLNEIDRYA---------------SEN-VNKLLVGNKCDL-TSQ--KVVST

AtRABD2a            ESFNNV-KQWLSEIDRYA---------------SDN-VNKLLVGNKSDL-TEN--RAIPY

Medtr7g081700       ESFNNV-KQWLSEIDRYA---------------SDN-VNKLLVGNKCDL-TSE--RAVSY

Medtr8g006970       ESFNNV-KQWLSEIDRYA---------------SDN-VNKLLVGNKSDL-TAN--RAVSY

Medtr2g005500       ESFNNV-KQWLHEIDRYA---------------NHS-VSKLLVGNKCDL-TDN--KLVHT

AtRABD1             ESFNNV-KQWLSEIDRYA---------------NES-VCKLLIGNKNDM-VES--KVVST

AtRABA6a            TTFDNI-KKWLFELRDFA---------------NPE-TVVVLVGNKSDL-RQS--REVEE

AtRABA6b            ITFKNI-EKWLSELRGFS---------------SPE-TVVVLVGNKSDL-GQS--REVEE

Medtr6g079550       ITFVNI-KKWLHELREFG---------------NED-MVIILVANKSDL-SQS--REVEK

Medtr8g107070       SSYESV-GRWLVELREFG---------------GEE-MVVILVGNKCDL-GES--REVEE

AtRABA5a            QTFHSI-GRWLNELHTHS---------------DMN-VVTILVGNKSDL-KDL--REVST

AtRABA5b            DTFESV-KRWLQELNTHC---------------DTA-VAQMLVGNKCDL-EDI--RAVSV

Medtr7g051940       GTFESI-KRWLDELTTQN---------------DST-VARMLVGNKCDL-ENI--REVSI

Medtr7g405790       TTFDSV-GRWLDELKTHC---------------DTT-VAMMLVGNKCDL-DNI--RDVSI

AtRABA5c            STFENV-GRWLDELNTHS---------------DTT-VAKMLIGNKCDL-ESI--RAVSV

AtRABA5d            STFESV-GRWLDELKTHS---------------DTT-VARMLVGNKCDL-ESI--RAVSV

AtRABA5e            TTFESV-GRWLDELKIHS---------------DTT-VARMLVGNKCDL-ENI--RAVSV

Medtr8g036220       HTFNHI-EKWLDELHNHA---------------DKN-IVVMLVGNKSDL-SSI--REVPI

Medtr2g005510       TTFDNV-TRWLKELRDHA---------------DAN-IVIMLIGNKTDL-KHL--RAVAT

AtRABA2a            TTFENV-SRWLKELRDHA---------------DSN-IVIMLIGNKTDL-KHL--RAVAT

Medtr3g069510       QTFENV-QRWLRELRDHA---------------DSN-IVIMLAGNKSDL-NHL--RAVSS

AtRABA2b            QTFENV-LRWLRELRDHA---------------DSN-IVIMMAGNKSDL-NHL--RSVAD

Medtr4g064897       QTFDNV-NRWLRELRDHA---------------DSN-IVIMMAGNKSDL-NHL--RAVSE

AtRABA2c            QTFDNV-LRWLRELRDHA---------------DSN-IVIMMAGNKSDL-NHL--RSVAE

AtRABA2d            QTFDNV-LRWLRELRDHA---------------DSN-IVIMMAGNKADL-NHL--RSVAE

AtRABA1c            STFENV-ETWLKELRNHT---------------DPN-IVVMLVGNKSDL-RHL--VAVQT

AtRABA1d            STFENV-ERWLRELRDHT---------------DPN-IVVMLVGNKSDL-RHL--VAVQT

Medtr2g075950       ATFENV-DRWLKELRNHT---------------DSN-IVVMLVGNKADL-RHL--VAVST

AtRABA1b            ATFENV-DRWLKELKNHT---------------DPN-IVVMLVGNKSDL-RHL--LAVPT

Medtr2g083860       ATFENA-ARWLKELRDHT---------------DPN-IVVMLIGNKSDL-RHL--VAVPT

AtRABA1a            ATFENA-ARWLRELRGHT---------------DPN-IVVMLIGNKCDL-RHL--VAVKT

Medtr2g090865       VTFENV-ERWLKELRDHT---------------DAY-VVIMLVGNKADL-KHL--QAVST

AtRABA1e            ITFENV-ERWLKELRDHT---------------DAN-VVIMLVGNKADL-RHL--RAVPT

AtRABA1g            VTFENV-ERWLKELRDHT---------------EAN-IVIMLVGNKADL-RHL--RAVST

AtRABA1f            VTFENV-ERWLKELRDHT---------------DAN-IVIMFVGNKADL-RHL--RAVST

Medtr4g079350       VTFENV-ERWLKELRDHT---------------DAN-IVIMLVGNKADL-RHL--RAVST

Medtr2g014990       VTFENV-ERWLKELRDHT---------------DAN-IVVMLVGNKADL-RHL--RAVST

Medtr4g088090       VTFENV-ERWLKELRDHT---------------DAN-IVVMLVGNKADL-RHL--RAVST

AtRABA1h            VTFENV-ERWLKELRDHT---------------DAN-TVIMLVGNKADL-NHL--RAIST

AtRABA1i            VTFENV-ERWLKELRDHT---------------DAN-IVIMLVGNKADL-RHL--RAIST

Medtr8g027220       QSFDHV-AKWVEELRAHA---------------DNS-IVIMLVGNKGDL-VDL--RMVPT

AtRABA3             LSFDHV-ARWVEELRAHA---------------DDS-AVIMLVGNKADLSVGK--RAVPT

AtRABA4b            ETFEHI-PRWLEELRAHA---------------DKN-IVIILIGNKSDL-EDQ--RAVPT

AtRABA4a            QTFDHI-PRWLEELRAHA---------------DKN-IVIILIGNKSDL-VDQ--RAIPT

Medtr3g086980       PSFDHI-PRWLEELRNHA---------------DKN-IVIILIGNKSDL-EEQ--RAVPT

Medtr8g089985       QTFDHI-PRWLEELRNHA---------------DKN-IVIILVGNKSDL-ENQ--RDVPT

AtRABA4c            QSFDHV-ARWLEELRGHA---------------DKN-IVIMLIGNKTDL-GTL--RAVPT

Medtr0262s0050      QSFDHM-ARWLEELRSHA---------------DKN-IVIMLIGNKCDL-SYL--RAVPM

Medtr1g052475       QSFDHM-ARWLEELRGHA---------------DTN-IVIMLIGNKCDL-GTL--KAVPT

AtRABA4d            QSFDHM-AKWLEELRGHA---------------DKN-IVIMLIGNKCDL-GSL--RAVPT

                     ::                                                         

Medtr5g036990       ------------------------------------------------------------

AtRABG1             EIADQWCGSKGNIVYFETSAKAKINVEEAFLEIAKKALTNERQIDDMER-----------

AtRABG2             KRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVAHIALSNERKQSNDIY-----------

Medtr6g039490       KKAKKWCASKGNIPYFETSAKEDFNVDDAFLCIAKTALANERDQD--IC-----------

AtRABG3e            KKARAWCASKGNIPYYETSAKVGTNVEDAFLCITTNAMKSGEEEE--MY-----------

Medtr4g069850       KKARAWCAAKGNIPYFETSAKEGINVEEAFQTIAKDALKSGEEEE--LY-----------

AtRABG3f            KKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIAKDALKSGEEEE--LY-----------

Medtr2g101890       KKAKAWCASKGNIPYFETSAKEGFNVEAAFECITKNALKNEPEEE--LY-----------

Medtr4g012940       KKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEEE--MY-----------

AtRABG3c            KKAKSWCASKGNIPYFETSAKDGVNVDAAFECIAKNALKNEPEEE--VY-----------

AtRABG3d            KKAKAWCASKGNIPYFETSAKEGFNVDAAFECITKNAFKNEPEEE--PY-----------

Medtr8g092020       KKAREWCASRGSIPYFETSAKEGYNVDDAFLCVAKVASENDHDLD--IY-----------

Medtr1686s0010      ------------------------------------------------------------

AtRABG3a            KKAADWCASNGNIPYFETSAKDDFNVDEAFLTIAKTALANEHEQD--IY-----------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       KKANDWCASKGNIPYFETSAKEDYNVDAAFLCIAKTALANEREQD--IY-----------

AtRABG3b            KKAREWCAEKGNIVYFETSAKEDYNVDDSFLCITKLALANERDQD--IY-----------

Medtr7g405820       ---NTASKQ-NHSYFSCCS-----------------------------------------

Medtr2g078000       ---------------------G--------------------------------------

Medtr2g078560       ---------------------RRDSLQSFFQEATDQIPRPDDNIMHTLHLFNLRGFNARE

AtRABH1a            EEGENKARE-FGALFMETSAKAGFNIKPLFCKITSALQGNEAVSW-T------------K

AtRABH1c            SEGEDKGKE-YGVMFIETSAKENFNIKALFRKIAAALPGVDSYSLAT------------K

Medtr4g098950       EEGEAKSRE-LNVMFIEASAKAGFNIKALFRKIAAALPGMETLST-T------------K

Medtr5g013900       EDGEAKARE-LNVMFIETSAKAGFNIKALFRKIAAALPGMETLSS-A------------K

AtRABH1b            EEAEAKARE-LNVMFIETSAKAGFNIKALFRKIAAALPGMETLSS-T------------K

Medtr3g087160       EEGDAKSRE-SGIMFIETSAKAGFNIKPLFRKIASALPGMESLST--------------K

Medtr8g090215       EEGDAKSKE-FGIMFIETSAKAGFNIKPLFRKIASALPGMETLSS-T------------N

AtRABH1d            EEGDSKGRE-YGVMFIETSAKAGFNIKPLFRKIAAALPGMESYSN-T------------K

AtRABH1e            EEGDNKARD-YGVIFIETSAKAGFNIKPLFRKIAAALPGMETLSS-T------------K

Medtr1g094220       EDGMDYAEK-NGMFFIETSAKTADNINELFEVSDNLFTIGQVPPY---------------

AtRABF1             EDGMELAEK-NGMFFIETSAKTADNINQLFEEIGKRLPRPAPSS----------------

Medtr3g064390       EEARVYAEE-NGLFFMETSAKSAANVNDVFYEIAKRLPRAQPAQN---------------

Medtr5g076590       EEARVYAEE-NGLFFIETSAKTAANVNDIFYEIAKKLPRAQPAQN---------------

AtRABF2a            EEAEIYAQE-NSLFFMETSAKTATNVKDIFYEIAKRLPRVQPAEN---------------

AtRABF2b            EDAQTYAQE-NGLFFMETSAKTATNVKEIFYEIARRLPRVQPTEN---------------

Medtr2g102060       EDGEQFAQE-NGMFYMETSAKTAENINELFYEIGRRLARAFPSK----------------

Medtr8g103550       EEGEEYAKE-NGMSFFETSAKTAQNVNELFYEIAKRLAKANPSR----------------

Medtr7g117910       DKCCGVCRG-SGPFFLRDFKINKVVSKRSLESN---------NGKNNI----------AT

Medtr8g031660       EEAEKFAKE-NGLMFMEVSAKSSENIEEAFVKTAESIYKKIEDGDVGVL---------NE

Medtr8g031870       EEGEKFAKE-NGLMFMEVSAKSRENIEEAFVKTAERMRVGYEGRRGCLV---------R-

Medtr8g031680       KEGEKFAKE-NGLMFMEVSAKSRENIEEAFVKTAESIYKNIQVRVSDVL---------DE

Medtr8g031830       EEGEKFTKE-NGLMFMEVSAKSRENIEE--------------VRVSDLL---------DE

Medtr8g031810       ------------------------------------------------------------

AtRABB1a            EEGEQFARE-HGLIFMEASAKTAHNVEEAFVETAATIYKRIQDGVVDEA---------NE

Medtr2g027660       EEGEQFAKE-NGLIFMEASAKTAQNVEEAFIKTAGTIYKKIQDGVFDVS---------NE

AtRABB1c            EEGEQFAKE-HGLIFMEASAKTAQNVEEAFIKTAATIYKKIQDGVFDVS---------NE

Medtr6g021790       EEGEQFAKE-NGLLFMEASAKTAQNVEEAFIKTAAKILQNIQDGVFDVS---------NE

AtRABB1b            EEGQQFAKE-HGLLFLEASARTAQNVEEAFIETAAKILQNIQDGVFDVS---------NE

Medtr1g090717       EEGMALAKE-HRCLFLECSAKTKENVQQCFKDLTLKILEVPSLREKGSV---------EV

AtRABC1             KEGIDFARE-YGCLFLECSAKTRVNVEQCFEELVLKILETPSLTAEGSS---------GG

Medtr1g029450       KEAVDFARQ-YGCLYTECSAKTRVNVEQCFEELVMKILDTPSLLAEGSS---------GV

Medtr3g096350       KEGIDFARE-YGCLFIECSAKTRVNVQHCFEELVLKILDTPSLLAEGSK---------GN

Medtr8g093740       KEGIDFARE-YGCLFIECSAKTRVNVQQCFEELVLKVLDTPSLLAEGSK---------GV

AtRABC2b            EEGMALAKD-LNCLFHECSARTRENVNGCFEELALKIMEVPSLLEEGSS---------SV

AtRABC2a            EEGIALAKE-LNCMFLECSARTRQNVEQCFEELALKIMEVPSLLEEGSS---------AV

Medtr1g062760       EEGLALAKE-FGCSFFECSAKTRENVDKCFEELALKIMEVPSLLEEGST---------SV

Medtr7g103070       EEGLSLAKE-LGCLLLECSAKTRENVEKCFEELALKIMEAPSLLEEGSA---------AT

Medtr2g096550       SKGQALANK-YGIKFFETSAKTNLNVDEAFFSIARDIKQRLPDS--K-----------KT

AtRABE1d            AKGQALADE-YGIKFFETSAKTNLNVENVFMSIAKDIKQRLTETDTK-----------AE

AtRABE1e            SKGQALADE-YGIKFFETSAKTNQNVEQVFLSIAKDIKQRLTESDTK-----------AE

Medtr4g063160       SKGQALADE-YGIKFFETSAKTNLNVEEVFFSIARDIKQRLADTDNK-----------AE

Medtr1g115325       SKGQALADE-YGIKFFETSAKTNMNVEEVFFSIARDIKQRLADTVSS-----------TE

AtRABE1c            AKGQALADE-YGIKFFETSAKTNLNVEEVFFSIGRDIKQRLSDTDSR-----------AE

AtRABE1a            SKGQALADE-YGMKFFETSAKTNLNVEEVFFSIAKDIKQRLADTDAR-----------AE

Medtr7g100020       SKGQALADE-YGIKFFETSAKTNLNVEEVFFSIARDIKQRLADTDSK-----------SE

Medtr1g068730       SKGQALADE-YGIKFFETSAKTNMNVDEVFFSIARDIKQRLAESDSK-----------TE

Medtr1g068740       SKGQALADE-YGIKFFETSAKTNMNVEEVFFSIARDIKQRLAESDSK-----------TE

Medtr4g099470       ETAKAFADE-IGIPFMETSAKNASNVEQAFMAMAAEIKNRMASQPAN-S---------AR

AtRABD2b            ETAKAFADE-LGIPFLETSAKNATNVEEAFMAMTAAIKTRMASQPAGG----------AK

AtRABD2c            ETAKAFADE-LGIPFLETSAKNATNVEEAFMAMTAAIKTRMASQPAGG----------SK

AtRABD2a            ETAKAFADE-IGIPFMETSAKDATNVEQAFMAMSASIKERMASQPAGNN---------AR

Medtr7g081700       DTAKAFADE-IGIPFMETSAKDSTNVEQAFMAMASSIKDRMASQPT-NN---------AR

Medtr8g006970       DTAKEFADQ-IGIPFMETSAKDATNVEGAFMAMAAAIKDRMASQPSANN---------AR

Medtr2g005500       HTAKAFADE-LGIPFLETSAKDSINVEQAFLTMAAEIKNKMGSQPTGSK---------SA

AtRABD1             ETGRALADE-LGIPFLETSAKDSINVEQAFLTIAGEIKKKMGSQTNANK--------TSG

AtRABA6a            DEGKTLAES-EGLYFLETSALENVNVEEAFLVMIGRIHE--VVTQRIASE---NKSNGAA

AtRABA6b            EEGKTLAES-EGLYFLETSALENQNVEEAFLSMIGRIHE--VLTQKIVLD---NRLNGDG

Medtr6g079550       EEGKGFAEK-EGLCFMETSALQNLNVEDAFLEMITKIHD--IISHKSLE----DKMNGTK

Medtr8g107070       EEAKRFAEA-EGLCFMETSALKNLNVEQVFLQMITTIFD--ITNQRSLD----AKMDETP

AtRABA5a            AEGKALAEA-QGLFFMETSALDSSNVAAAFETVVKEIYN--ILSRKVMSS---QELNKQ-

AtRABA5b            EEGKALAEE-EGLFFMETSALDATNVDKAFEIVIREIFN--NVSRKLLNS---DAYKAE-

Medtr7g051940       EEGKALAEE-EGLFFMETSALDSTNVQTAFEIVIREIYN--NISRKVLNS---DSYKAE-

Medtr7g405790       EEGKSLAES-EGLFFMETSALDSTNVKTAFEMVIREIYN--NVSRKVLNS---DTYKAE-

AtRABA5c            EEGKSLAES-EGLFFMETSALDSTNVKTAFEMVIREIYS--NISRKQLNS---DSYKEE-

AtRABA5d            EEGKALAET-EGLFFMETSALDSTNVKTAFEMVIRDIYT--NISRKQLNS---DTYKTE-

AtRABA5e            EEGKALAEE-EGLFFVETSALDSTNVKTAFEMVILDIYN--NVSRKQLNS---DTYKDE-

Medtr8g036220       EEAEDLAKQ-KGLFFIETSALDSNNVEPAFLGLLSQIYV--TMSKKHITA---DGRERN-

Medtr2g005510       EDAQSYAEK-EGLSFIETSALEATNVEKAFQTTLGEIYR--IISKKSLST---ANEPAA-

AtRABA2a            EDAQSYAEK-EGLSFIETSALEALNVEKAFQTILSEVYR--IISKKSISS---DQ-TTA-

Medtr3g069510       DDAQNLAEK-ETLSFLETSALEALNVEKAFQTILFDIYQ--IISKKALAA---QESAST-

AtRABA2b            EDGRSLAEK-EGLSFLETSALEATNIEKAFQTILSEIYH--IISKKALAA---QEAA---

Medtr4g064897       DDGQALAEK-EGLSFLETSALEATNIEKAFQTILTEIYH--IVSKKALAA---QEAA---

AtRABA2c            EDGQSLAEK-EGLSFLETSALEATNVEKAFQTILGEIYH--IISKKALAA---QEAAAA-

AtRABA2d            EDGQTLAET-EGLSFLETSALEATNVEKAFQTVLAEIYH--IISKKALAA---QEAAAA-

AtRABA1c            EDAKSFAEK-ESLYFMETSALEATNVENAFAEVLTQIHH--IVSKKAMEA---AS-E---

AtRABA1d            EDAKSFAEN-ESLYFMETSALESTNVENAFSEVLTQIYH--VVSKKAMEA---GE-D---

Medtr2g075950       EDGKSYAEK-ESLYFMETSALEATNVENAFAEVLTQIYR--IVSKKAVEG---AENG---

AtRABA1b            EDGKSYAEQ-ESLCFMETSALEATNVEDAFAEVLTQIYR--ITSKKQVEA---GEDG---

Medtr2g083860       EDGKSFAER-ESLYFMETSALEATNVENAFTEVLSQIYR--IVSKKAVEA---GEGG-S-

AtRABA1a            EEAKAFAER-ESLYFMETSALDATNVENAFTEVLTQIHK--IVSKRSVDG-----GG-E-

Medtr2g090865       EEATTFAEK-ENIYFMETSALESLNVDNAFVEVLTQIYN--VVSKKTLEK---ENGS---

AtRABA1e            EEARSFSER-ENMFFMETSALDATNVEQAFTHVLTQIYR--VMSRKALDG---TGDP-M-

AtRABA1g            EDAKAFAER-ENTFFMETSALEALNVENAFTEVLSQIYR--VASKKALDI---GDDH-T-

AtRABA1f            EDAKAFAER-ENTFFMETSALESMNVENAFTEVLSQIYR--VVSRKALDI---GDDP-A-

Medtr4g079350       DDAKAFAER-ENTFFMETSALESLNVDNSFTEVLTQIYR--VVSRKTLEI---GDDP-A-

Medtr2g014990       EDSTAFAER-ENTFFMETSALESMNVENAFTEVLTQIYR--VVSKKALEI---GDDP-T-

Medtr4g088090       EDATSFSER-ENTYFMETSALESLNVESAFTEVLTQIYR--VVSKKALEI---GDDP-A-

AtRABA1h            EEVKDFAER-ENTFFMETSALEAINVENAFTEVLTQIYR--VVSKKALDA---GDDP-T-

AtRABA1i            EEAKAFAER-ENTFFMETSALEAVNVDNAFTEVLTQIYR--VVSKKALEA---GDDP-T-

Medtr8g027220       EDAVEFAED-QGLFFSETSALTGVNVEGAFMKLLEEINS--VVSKKALEC--------G-

AtRABA3             EDAVEFAET-QRLFFSEVSALSGGNVDEAFFRLLEEIFSRVVVSRKAMES--------D-

AtRABA4b            EDAKEFAEK-EGLFFLETSALNATNVENSFNTLMTQIYN--TVNKKNLAS---EGD--S-

AtRABA4a            EDAKEFAEK-EGLFFLETSAFNATNVESAFSTVLTEIFN--IVNKKSLAA---SEDQEN-

Medtr3g086980       EDAKEFAEK-EGLFFLETSALQATNVETAFMTVLTEIFN--IVNKKNLAA---DENQGN-

Medtr8g089985       EDAKEFAEK-EGLFFLETSALQATNVEASFMTVLTEIYN--IVNKKNLAA---DESQGN-

AtRABA4c            EDAKEFAQR-ENLFFMETSALDSNNVEPSFLTVLTEIYR--IVSKKNLVA---NEEGES-

Medtr0262s0050      EDAEEFAQR-ENLFFMETSALEATNVETCFLTILTEIYR--INAKKPLSS---NGD-DQ-

Medtr1g052475       EDAQEFAQR-ENLFFMETSALESTNVETAFLTILTEIYR--LISKKTLTA---NDEADP-

AtRABA4d            EDAQEFAQR-ENLFFMETSALEATNVETAFLTILTEIYR--IISKKSLTA---DDD-DA-

Medtr5g036990       ------------------------------------------------------------

AtRABG1             YRSV------VPT----------------IEKETPRSRCSC-------------------

AtRABG2             PRGQ------YHDSV------------TDIIDPDQSRGCAC-------------------

Medtr6g039490       VQPI------WPA--------------MLENEQR--VGCACWFEFLSTALTQVLHILFEK

AtRABG3e            LPDT------IDV--------------GT-SNPQRSTGCEC-------------------

Medtr4g069850       LPDT------IDV--------------GN-SNQPRSSGCEC-------------------

AtRABG3f            LPDT------IDV--------------GT-SNQQRSTGCEC-------------------

Medtr2g101890       MPET------IDV--------------GGGGRQQRSTGCEC-------------------

Medtr4g012940       LPDT------IDV--------------GNGGRQQRSTGCEC-------------------

AtRABG3c            LPDT------IDV--------------AG-ARQQRSTGCEC-------------------

AtRABG3d            LPDT------IDV--------------AG-GQQQRSTGCEC-------------------

Medtr8g092020       FRGI------SET--------------PSEAEQR--SNCAC-------------------

Medtr1686s0010      ------------------------------------------------------------

AtRABG3a            FQGI------PDA--------------VTENEPK-GGGCAC-------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       FQGI------PEA--------------VPESEQSGGGGCAC-------------------

AtRABG3b            FQPD------TGS--------------VPEQ----RGGCAC-------------------

Medtr7g405820       ------------------------------------------------------------

Medtr2g078000       ------------------------------------------------------------

Medtr2g078560       TVSL--LGGHNIGKIGCDFFQQRLYDFQGTGQPDPSIPLDFLSQMRLNCPDNSKNNISSN

AtRABH1a            QEDL------VDVNLKPLMFSSQANHQ-------QESNCSC-------------------

AtRABH1c            SDDM------VDVNLKTTSN-SSQGEQQGGA--GGGGGCSC-------------------

Medtr4g098950       QEDM------VDVNLRSSTSHD--SQP-------QSGGCSC-------------------

Medtr5g013900       QEDL------VDVNLKSSSGNAQ-SQT-------QSSGCSC-------------------

AtRABH1b            QEDM------VDVNLKSSNANASLAQQ-------QSGGCSC-------------------

Medtr3g087160       QDDM------VDVNLKSTA-YSSRTEQ-------QGGGCSC-------------------

Medtr8g090215       KEDM------VDVNLKPTV-HSSNTEQ-------QGGGCSC-------------------

AtRABH1d            NEDM------VDVNLKPTS-NSSQGDQ-------QGGACSC-------------------

AtRABH1e            QEDM------VDVNLKTSS-NSAQGEQ-------QRGGCAC-------------------

Medtr1g094220       LLDV------AGGWVNPRLWTTR---IA-----SADGTVVCILDVSRSC-----------

AtRABF1             ------------------------------------------------------------

Medtr3g064390       PAGM------V---L-----VDR---PA-----EGSRAASCCS-----------------

Medtr5g076590       PAGM------V---L-----VDR---PA-----EGTRAASCCS-----------------

AtRABF2a            PTGM------V---L-----PNG---PG-----ATAVSSSCCA-----------------

AtRABF2b            PTGM------V---L-----PDR---AM-----DRAVSSSCCA-----------------

Medtr2g102060       PPGI------T---L-----RNE---IP-----GGGRKFFCCST----------------

Medtr8g103550       QTGI------K---L-----HGR---TQ-----ETRRRLFCCA-----------------

Medtr7g117910       LKGS------K---I--DIISGPELDITE-M--KEVPSCSC-------------------

Medtr8g031660       THGI------K---VGCVL------DNHK-S--HSSLGRSCCSLM---------------

Medtr8g031870       ---V------L---VGDEGLS---------------------------------------

Medtr8g031680       THGI------K---VGYV--AAEGRDNRE-S--SYALGRSCCS-----------------

Medtr8g031830       THEI------K---VGYGGLPAEGRDNRE-S--SYDLGRRCCS-----------------

Medtr8g031810       ------------------------------------------------------------

AtRABB1a            P----------------GITPGPFGGKDA-S--SSQQRRGCCG-----------------

Medtr2g027660       SYGI------K---VGYGGIPGPSGGRDG-P--SA-AGGGCCS-----------------

AtRABB1c            SYGI------K---VGYGGIPGPSGGRDG-S--TS-QGGGCCG-----------------

Medtr6g021790       TCGI------K---VGYGRPQGQAGGRDG-T--VA-AGGACCS-----------------

AtRABB1b            SSGI------K---IGYGRTQGAAGGRDG-T--IS-QGGGCCG-----------------

Medtr1g090717       KRQK-------------------QKRF---Y--ETSQRGGCCS-----------------

AtRABC1             KKNI-------------------FKQNPAQT--TSTSSSYCCSS----------------

Medtr1g029450       KKNI-------------------FKQKPQES--DASP-SSCCSW----------------

Medtr3g096350       KKNI-------------------FKDKPQS---DAST-SGCC------------------

Medtr8g093740       KKNI-------------------FKDKPQS---DASA-SGCC------------------

AtRABC2b            KRKP-------------------D------Y--R-AHQGRCCSS----------------

AtRABC2a            KRNI-------------------LKQKPEHQ--T-NTQSGCCS-----------------

Medtr1g062760       KRNI-------------------LKQKHEPQ--A-SQDGGCCL-----------------

Medtr7g103070       KRNV-------------------LKQKQEPQ--S-SQNGGCCS-----------------

Medtr2g096550       PSRI------R---I-----NKHNNAT--AA--RGSQKSECCG-----------------

AtRABE1d            PQGI------K---I-----TKQDTA--ASS--STAEKSACCSYV---------------

AtRABE1e            PQGI------K---I-----TKQDANKASSS--STNEKSACCSYV---------------

Medtr4g063160       PTTI------K---I-----NQ-DSATGS-G--QAAQKSACCG-----------------

Medtr1g115325       PQSI------K---I-----NQQDQAANG-G--QAAQKSACCG-----------------

AtRABE1c            PATI------K---I-----SQTDQAAGA-G--QATQKSACCGT----------------

AtRABE1a            PQTI------K---I-----NQSDQGAGT-S--QATQKSACCGT----------------

Medtr7g100020       PQTI------K---I-----NQPDQGAGA-A--QAAQKSACCGS----------------

Medtr1g068730       PQTL------K---I-----NQPDQGAGS-A--QASQTSSCCGS----------------

Medtr1g068740       PQTL------K---I-----NQPDQGAGS-A--QASQTSSCCGS----------------

Medtr4g099470       PATV------Q---I-----RG--------Q--PVNQKAGCCSS----------------

AtRABD2b            PPTV------Q---I-----RG--------Q--PVNQQSGCCSS----------------

AtRABD2c            PPTV------Q---I-----RG--------Q--PVNQQSGCCSS----------------

AtRABD2a            PPTV------Q---I-----RG--------Q--PVAQKNGCCST----------------

Medtr7g081700       PPTV------Q---I-----RG--------Q--PVGQKSGCCSS----------------

Medtr8g006970       PPTV------Q---I-----RG--------Q--PVGQKSGCCSS----------------

Medtr2g005500       AESV------Q---M-----KG--------Q--PIQQNT-NCCG----------------

AtRABD1             PGTV------Q---M-----KG--------Q--PIQQNNGGCCGQ---------------

AtRABA6a            TPHINGNGNGTVLPVGKEIVNI---HE-----VTATQ--PLLSSSSNCCFK---------

AtRABA6b            NN----ESNGAVVPPGKEIAES---PI-----SIRSGFTAMGIIASSTIFKSGDSKSSS-

Medtr6g079550       L----G------LPNGKEIHIA---DE-----VTATKQVNCCSG*---------------

Medtr8g107070       I---NH------LSNGKEIHIA---DE-----VTATKQKALEKKKVINAYI----ITIK-

AtRABA5a            ------D-PASL-SNGKKVVIP---SDGQ----GEFKKGGCCSS----------------

AtRABA5b            ------L------SV-NRVSLV---NNQDGSE-SSWRNPSCCSR----------------

Medtr7g051940       ------L------SV-NRVTLV---NGSGS---KKNMFSSCCS-----------------

Medtr7g405790       ------L------SV-NRVSLV---NNGNSTSKQSKGYFSCCS-----------------

AtRABA5c            ------L------TV-NRVSLV---KNENEGT---KTF-SCCSR----------------

AtRABA5d            ------L------SMKNRVSLV---KDDNKSSTQGFGF-SCCSSS---------------

AtRABA5e            ------L------TV-NRVSLV---KDDNSASKQSSGF-SCCSST---------------

Medtr8g036220       ------WDKVNLEFEGTKLLVS---SQ-EPECQKSKKRFSCCSVF---------------

Medtr2g005510       --------AAN-IKEGKTIAIG---G-----SETTNTNKPCCTS----------------

AtRABA2a            --------NAN-IKEGQTIDVA---A-----TSESNAKKPCCSSS---------------

Medtr3g069510       --------TS--VPHGTTINVS---N-----MSGTVEKKSCCSN----------------

AtRABA2b            ---------GNLPGQGTAINIS---D-----SSATN-RKGCCST----------------

Medtr4g064897       --------GTSLPGQGTTINVA---D-----SSANT-KRGCCST----------------

AtRABA2c            --------NSAIPGQGTTINVD---D-----TSGGA-KRACCSS----------------

AtRABA2d            --------NSAIPGQGTTINVE---D-----TSGAG-KRGCCST----------------

AtRABA1c            --------SANVPSKGDKIDI-----G-K--DVSAVKKGGCCSN----------------

AtRABA1d            --------SGNVPSKGEKIDV----------DVSAVKKTGCCSN----------------

Medtr2g075950       --------NASVPAKGEKIDL-----K-N--DVSALKRVGCCSS----------------

AtRABA1b            --------NASVP-KGEKIEV-----K-N--DVSALKKLGCCSN----------------

Medtr2g083860       --------SSSVPSVGQTINV-----K-E--DSSVLKRFGCCSN----------------

AtRABA1a            --------SADLPGKGETINV-----K-E--DGSVLKRMGCCSN----------------

Medtr2g090865       ---------ASVP-KGETINIG---K--D--DVSDVKKSGCCSTA---------------

AtRABA1e            ----------SLP-KGQTIDIG---NK-D--DVTAVKSSGCCSG----------------

AtRABA1g            ----------TLP-KGQSINVG---SK-D--DVSEVKKVGCCSS----------------

AtRABA1f            ----------ALP-KGQTINVG---SK-D--DVSAVKKVGCCSN----------------

Medtr4g079350       ----------ALP-KGQTINVG---SR-D--DVSAVKKVGCCSA----------------

Medtr2g014990       ----------ALP-KGQTIDVG---SR-D--DVSAVKKSGCCSA----------------

Medtr4g088090       ----------ALP-KGQTINVG---SR-D--DVSAVKKAGCCSA----------------

AtRABA1h            ---------TALP-KGQMINVG---SR-D--DVSAVKKSGCCAT----------------

AtRABA1i            ---------TALP-KGQMINVG---GR-D--DISAVKKPGCCSA----------------

Medtr8g027220       -------NVKGIALKGSKIDVI---SG-AELEISEIKKLSSCSC----------------

AtRABA3             -------GGATVKLDGSRIDVI---SG-SDLETSNIKEQASCSC----------------

AtRABA4b            --------NNPGSLAGKKI-LI---PG-SGQEIPAKTST-CCTSS---------------

AtRABA4a            --------GNPGSLAGKKIDIV---PG-PGQVIPNKSNM-CCNS----------------

Medtr3g086980       --------GNSASLSGKKI-IV---PG-PAQEIPKKS-M-CCQ-----------------

Medtr8g089985       --------GNSASLLGQKI-II---PG-PAQEIPAKSNM-CCQS----------------

AtRABA4c            -------GGDSSLLQGTKI-VV---AG-EETE--SKGKG-CCGTS---------------

Medtr0262s0050      -------NGTSTLLKGSRI-IV---PN-EIDG--GGKKG-CCFAS---------------

Medtr1g052475       -------GGGSGLLKGTRI-IV---PN-QDASAYEKKGG-CCG-----------------

AtRABA4d            -------DGNSSLLKGTRI-II---PS-EQES--GKRGG-CCGKS---------------

Medtr5g036990       ------------------------------------------------------------

AtRABG1             ------------------------------------------------------------

AtRABG2             ------------------------------------------------------------

Medtr6g039490       RT----------------------------------------------------------

AtRABG3e            ------------------------------------------------------------

Medtr4g069850       ------------------------------------------------------------

AtRABG3f            ------------------------------------------------------------

Medtr2g101890       ------------------------------------------------------------

Medtr4g012940       ------------------------------------------------------------

AtRABG3c            ------------------------------------------------------------

AtRABG3d            ------------------------------------------------------------

Medtr8g092020       ------------------------------------------------------------

Medtr1686s0010      ------------------------------------------------------------

AtRABG3a            ------------------------------------------------------------

Medtr1452s0010      ------------------------------------------------------------

Medtr1g097420       ------------------------------------------------------------

AtRABG3b            ------------------------------------------------------------

Medtr7g405820       ------------------------------------------------------------

Medtr2g078000       ------------------------------------------------------------

Medtr2g078560       GTFSTFTISKKMNVHHSSSDKGMSYMQALSSAVPSGASFDTHYYQSL--LRGRGLLFADQ

AtRABH1a            ------------------------------------------------------------

AtRABH1c            ------------------------------------------------------------

Medtr4g098950       ------------------------------------------------------------

Medtr5g013900       ------------------------------------------------------------

AtRABH1b            ------------------------------------------------------------

Medtr3g087160       ------------------------------------------------------------

Medtr8g090215       ------------------------------------------------------------

AtRABH1d            ------------------------------------------------------------

AtRABH1e            ------------------------------------------------------------

Medtr1g094220       ------------------------------------------------------------

AtRABF1             ------------------------------------------------------------

Medtr3g064390       ------------------------------------------------------------

Medtr5g076590       ------------------------------------------------------------

AtRABF2a            ------------------------------------------------------------

AtRABF2b            ------------------------------------------------------------

Medtr2g102060       ------------------------------------------------------------

Medtr8g103550       ------------------------------------------------------------

Medtr7g117910       ------------------------------------------------------------

Medtr8g031660       ------------------------------------------------------------

Medtr8g031870       ------------------------------------------------------------

Medtr8g031680       ------------------------------------------------------------

Medtr8g031830       ------------------------------------------------------------

Medtr8g031810       ------------------------------------------------------------

AtRABB1a            ------------------------------------------------------------

Medtr2g027660       ------------------------------------------------------------

AtRABB1c            ------------------------------------------------------------

Medtr6g021790       ------------------------------------------------------------

AtRABB1b            ------------------------------------------------------------

Medtr1g090717       ------------------------------------------------------------

AtRABC1             ------------------------------------------------------------

Medtr1g029450       ------------------------------------------------------------

Medtr3g096350       ------------------------------------------------------------

Medtr8g093740       ------------------------------------------------------------

AtRABC2b            ------------------------------------------------------------

AtRABC2a            ------------------------------------------------------------

Medtr1g062760       ------------------------------------------------------------

Medtr7g103070       ------------------------------------------------------------

Medtr2g096550       ------------------------------------------------------------

AtRABE1d            ------------------------------------------------------------

AtRABE1e            ------------------------------------------------------------

Medtr4g063160       ------------------------------------------------------------

Medtr1g115325       ------------------------------------------------------------

AtRABE1c            ------------------------------------------------------------

AtRABE1a            ------------------------------------------------------------

Medtr7g100020       ------------------------------------------------------------

Medtr1g068730       ------------------------------------------------------------

Medtr1g068740       ------------------------------------------------------------

Medtr4g099470       ------------------------------------------------------------

AtRABD2b            ------------------------------------------------------------

AtRABD2c            ------------------------------------------------------------

AtRABD2a            ------------------------------------------------------------

Medtr7g081700       ------------------------------------------------------------

Medtr8g006970       ------------------------------------------------------------

Medtr2g005500       ------------------------------------------------------------

AtRABD1             ------------------------------------------------------------

AtRABA6a            ------------------------------------------------------------

AtRABA6b            SYYQL--PAERRRAHEE--------------------AIVN--ATIDLIARELDALFPPK

Medtr6g079550       ------------------------------------------------------------

Medtr8g107070       YMYEG--ISTSVRTHDG--------------------AFDDFYITIGLLLRL-RGPVP--

AtRABA5a            ------------------------------------------------------------

AtRABA5b            ------------------------------------------------------------

Medtr7g051940       ------------------------------------------------------------

Medtr7g405790       ------------------------------------------------------------

AtRABA5c            ------------------------------------------------------------

AtRABA5d            ------------------------------------------------------------

AtRABA5e            ------------------------------------------------------------

Medtr8g036220       ------------------------------------------------------------

Medtr2g005510       ------------------------------------------------------------

AtRABA2a            ------------------------------------------------------------

Medtr3g069510       ------------------------------------------------------------

AtRABA2b            ------------------------------------------------------------

Medtr4g064897       ------------------------------------------------------------

AtRABA2c            ------------------------------------------------------------

AtRABA2d            ------------------------------------------------------------

AtRABA1c            ------------------------------------------------------------

AtRABA1d            ------------------------------------------------------------

Medtr2g075950       ------------------------------------------------------------

AtRABA1b            ------------------------------------------------------------

Medtr2g083860       ------------------------------------------------------------

AtRABA1a            ------------------------------------------------------------

Medtr2g090865       ------------------------------------------------------------

AtRABA1e            ------------------------------------------------------------

AtRABA1g            ------------------------------------------------------------

AtRABA1f            ------------------------------------------------------------

Medtr4g079350       ------------------------------------------------------------

Medtr2g014990       ------------------------------------------------------------

Medtr4g088090       ------------------------------------------------------------

AtRABA1h            ------------------------------------------------------------

AtRABA1i            ------------------------------------------------------------

Medtr8g027220       ------------------------------------------------------------

AtRABA3             ------------------------------------------------------------

AtRABA4b            ------------------------------------------------------------

AtRABA4a            ------------------------------------------------------------

Medtr3g086980       ------------------------------------------------------------

Medtr8g089985       ------------------------------------------------------------

AtRABA4c            ------------------------------------------------------------

Medtr0262s0050      ------------------------------------------------------------

Medtr1g052475       ------------------------------------------------------------

AtRABA4d            ------------------------------------------------------------

Medtr5g036990       ----------------------------------------------------------

AtRABG1             ----------------------------------------------------------

AtRABG2             ----------------------------------------------------------

Medtr6g039490       ----------------------------------------------------------

AtRABG3e            ----------------------------------------------------------

Medtr4g069850       ----------------------------------------------------------

AtRABG3f            ----------------------------------------------------------

Medtr2g101890       ----------------------------------------------------------

Medtr4g012940       ----------------------------------------------------------

AtRABG3c            ----------------------------------------------------------

AtRABG3d            ----------------------------------------------------------

Medtr8g092020       ----------------------------------------------------------

Medtr1686s0010      ----------------------------------------------------------

AtRABG3a            ----------------------------------------------------------

Medtr1452s0010      ----------------------------------------------------------

Medtr1g097420       ----------------------------------------------------------

AtRABG3b            ----------------------------------------------------------

Medtr7g405820       ----------------------------------------------------------

Medtr2g078000       ----------------------------------------------------------

Medtr2g078560       Q-LMAQEKTARLVSAYASDDGSTFRMDFARVMLKLSNLDVLTGNQGQVRLNCSHLVSS

AtRABH1a            ----------------------------------------------------------

AtRABH1c            ----------------------------------------------------------

Medtr4g098950       ----------------------------------------------------------

Medtr5g013900       ----------------------------------------------------------

AtRABH1b            ----------------------------------------------------------

Medtr3g087160       ----------------------------------------------------------

Medtr8g090215       ----------------------------------------------------------

AtRABH1d            ----------------------------------------------------------

AtRABH1e            ----------------------------------------------------------

Medtr1g094220       ----------------------------------------------------------

AtRABF1             ----------------------------------------------------------

Medtr3g064390       ----------------------------------------------------------

Medtr5g076590       ----------------------------------------------------------

AtRABF2a            ----------------------------------------------------------

AtRABF2b            ----------------------------------------------------------

Medtr2g102060       ----------------------------------------------------------

Medtr8g103550       ----------------------------------------------------------

Medtr7g117910       ----------------------------------------------------------

Medtr8g031660       ----------------------------------------------------------

Medtr8g031870       ----------------------------------------------------------

Medtr8g031680       ----------------------------------------------------------

Medtr8g031830       ----------------------------------------------------------

Medtr8g031810       ----------------------------------------------------------

AtRABB1a            ----------------------------------------------------------

Medtr2g027660       ----------------------------------------------------------

AtRABB1c            ----------------------------------------------------------

Medtr6g021790       ----------------------------------------------------------

AtRABB1b            ----------------------------------------------------------

Medtr1g090717       ----------------------------------------------------------

AtRABC1             ----------------------------------------------------------

Medtr1g029450       ----------------------------------------------------------

Medtr3g096350       ----------------------------------------------------------

Medtr8g093740       ----------------------------------------------------------

AtRABC2b            ----------------------------------------------------------

AtRABC2a            ----------------------------------------------------------

Medtr1g062760       ----------------------------------------------------------

Medtr7g103070       ----------------------------------------------------------

Medtr2g096550       ----------------------------------------------------------

AtRABE1d            ----------------------------------------------------------

AtRABE1e            ----------------------------------------------------------

Medtr4g063160       ----------------------------------------------------------

Medtr1g115325       ----------------------------------------------------------

AtRABE1c            ----------------------------------------------------------

AtRABE1a            ----------------------------------------------------------

Medtr7g100020       ----------------------------------------------------------

Medtr1g068730       ----------------------------------------------------------

Medtr1g068740       ----------------------------------------------------------

Medtr4g099470       ----------------------------------------------------------

AtRABD2b            ----------------------------------------------------------

AtRABD2c            ----------------------------------------------------------

AtRABD2a            ----------------------------------------------------------

Medtr7g081700       ----------------------------------------------------------

Medtr8g006970       ----------------------------------------------------------

Medtr2g005500       ----------------------------------------------------------

AtRABD1             ----------------------------------------------------------

AtRABA6a            ----------------------------------------------------------

AtRABA6b            LGDTSSADPPNEIDPTKRDEE--TELRFCEFMNEGACKESFTA-----LKNCVDEAQK

Medtr6g079550       ----------------------------------------------------------

Medtr8g107070       ----------------------------------------------------------

AtRABA5a            ----------------------------------------------------------

AtRABA5b            ----------------------------------------------------------

Medtr7g051940       ----------------------------------------------------------

Medtr7g405790       ----------------------------------------------------------

AtRABA5c            ----------------------------------------------------------

AtRABA5d            ----------------------------------------------------------

AtRABA5e            ----------------------------------------------------------

Medtr8g036220       ----------------------------------------------------------

Medtr2g005510       ----------------------------------------------------------

AtRABA2a            ----------------------------------------------------------

Medtr3g069510       ----------------------------------------------------------

AtRABA2b            ----------------------------------------------------------

Medtr4g064897       ----------------------------------------------------------

AtRABA2c            ----------------------------------------------------------

AtRABA2d            ----------------------------------------------------------

AtRABA1c            ----------------------------------------------------------

AtRABA1d            ----------------------------------------------------------

Medtr2g075950       ----------------------------------------------------------

AtRABA1b            ----------------------------------------------------------

Medtr2g083860       ----------------------------------------------------------

AtRABA1a            ----------------------------------------------------------

Medtr2g090865       ----------------------------------------------------------

AtRABA1e            ----------------------------------------------------------

AtRABA1g            ----------------------------------------------------------

AtRABA1f            ----------------------------------------------------------

Medtr4g079350       ----------------------------------------------------------

Medtr2g014990       ----------------------------------------------------------

Medtr4g088090       ----------------------------------------------------------

AtRABA1h            ----------------------------------------------------------

AtRABA1i            ----------------------------------------------------------

Medtr8g027220       ----------------------------------------------------------

AtRABA3             ----------------------------------------------------------

AtRABA4b            ----------------------------------------------------------

AtRABA4a            ----------------------------------------------------------

Medtr3g086980       ----------------------------------------------------------

Medtr8g089985       ----------------------------------------------------------

AtRABA4c            ----------------------------------------------------------

Medtr0262s0050      ----------------------------------------------------------

Medtr1g052475       ----------------------------------------------------------

AtRABA4d            ----------------------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 14
Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

AtRABA4c              ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

AtRABA4d              ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

AtRABA3               ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      MGCICSKAHSSDQFVSQNHSQDLKVTSSSNTNHFGDTTSLISNANHHSNSNSNSSEEKAS

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

AtRABA4c              ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

AtRABA4d              ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

AtRABA3               ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      TPILSDQLQHKGEQNGNGNGVRSTKHTQQQQQPKMCRLYSITRGERGVQIGQGTYSSVYK

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------
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AtRABA4d              ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

AtRABA3               ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      SREPVKSRTLNVFPHSGQSMHPSVYGSSNNMNLNEENVRTFHDHGSISGKSELRKHTSYW

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      ------------------------------------------------------------

AtRABA4c              ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

AtRABA4d              ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

AtRABA3               ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      --------------------MLTETGDSEER--GPRSIRGEKERKKEKETQNSLTTK---

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      --------------------------------DTNHDQI-------------QIRHRICH

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      QGSPAKLSRFSNSIAVRGDSLLDMSGDFSVNSQLPEDQFGMRYKHEADGESNQLLDRLKS

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              ------------------------------------------------------------

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              ------------------------------------------------------------

AtRABA5e              ------------------------------------------------------------

Phvul.011G213600      ------------------------------------------------------------

Phvul.006G220200      ------------------------------------------------------------

AtRABA2a              ------------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

AtRABA4b              ------------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      -----------------------------------------------MAG----------

AtRABA4c              ------------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

AtRABA4d              ------------------------------------------------------------

Phvul.008G143600      ------------------------------------------------------------

AtRABA3               -------------------------------------------MNEEMSG----------

Phvul.006G115500      -------------------------------------------MNQEMNG----------

Phvul.010G116500      -----------------------------------------------MNG----------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------MGCGS--SFPDR

AtRABF1               ------------------------------------------------MGCAS--SLPDR

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              ------------------------------------------------------------

AtRABE1e              ------------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      --------TKSRTTQHNQTHLILSSISRTLLIFSTVLHKVREKERIFLS------EFAWV

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      VSTRF---------SFKRKEAQISDASEVAFRF----RFLRASDSSETPGEAS--TQDLS

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      SEMDFLPMGKDRAKGFANKNARMHHSGPLLARGDNLEEMLKAHERQ-IQNAVRKARLDAT

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      ---------------MADTFDEECDYLFKAVLIGDSGVGKSNLLSRFAKDEFRLDSKPTI

Phvul.004G151500      ------------MAVADDAFDEQCDYLFKAVLIGDSGVGKTNLISRFAKDEFRLDSKPTI

AtRABA6a              --------------MAEDTYEEECDYLFKAVLIGDSAVGKSNLLSRFSKDEFRFDSKPTI

AtRABA6b              --------------MAEESYDEECDYLFKAVLIGDSAVGKSNLLSRFSRDEFRLDSKPTI

Phvul.007G117800      -------------MALPNEEEKTEDYLFKIVLIGDSAVGKSNLLARFARDEFYPNSKSTI

AtRABA5a              -------------MAFYSEDDKSEDYLFKIVLIGDSAVGKSNLLARFARDEFYPNSKSTI

Phvul.008G135600      ---------------MAENGDGTEEYLFKVVLIGDSAVGKSNLLSRFARNEFDSNSKATI

AtRABA5b              ---------------MGKEDDRGEEYLFKIVLIGDSAVGKSNLLSRFSRDEFDTNSKATI

Phvul.008G001800      --------------MWGSDDEGGEEYLFKIVIIGDSAVGKSNLLSRYARNEFNMHSKATI

AtRABA5c              ---------------MSDDDERGEEYLFKIVIIGDSAVGKSNLLTRYARNEFNPNSKATI

AtRABA5d              ---------------MSSDDEGGEEYLFKIVIIGDSAVGKSNLLSRYARNEFNAHSKATI

AtRABA5e              ---------------MSSDDEGREEYLFKIVVIGDSAVGKSNLLSRYARNEFSANSKATI

Phvul.011G213600      ------------MAQWQGDADEGIDYMFKIVMVGDSGVGKSQLLNRFVKNEFLMKSKPTI

Phvul.006G220200      ---------------MGRGAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTI

AtRABA2a              ---------------MARRPDEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTI

Phvul.001G238000      ---------------MAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTI

Phvul.008G229600      ---------------MAYKVDNEYDYLFKVVLIGDSGVGKSNILSRFTRNEFCLESKSTI

AtRABA2b              ---------------MANRIDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTI

Phvul.011G061100      ---------------MTHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTI

AtRABA2c              ---------------MTHRVDQEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTI

AtRABA2d              ---------------MAHRVEQDYDYLFKIVLIGDSGVGKTNILSRFTRNEFCLESKSTI

Phvul.005G099300      -----------------MGADEDYDYLFKLVLIGDSAVGKSNLLSRFTRNEFSLETKSTI

AtRABA1e              --------------MGAYRADDDYDYLFKLVLIGDSGVGKSNLLSRFTRNEFSIESKSTI

AtRABA1h              --------------MGTYKAEDDYDYLFKVVLTGDSGVGKSNLLSRFTRNDFSHDSRSTI

AtRABA1i              --------------MGAYRAEDDYDYLFKVVLTGDSGVGKSNLLSRFTRNDFSHDSRATI

AtRABA1f              --------------MAAYRADDEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFSLESKSTI

AtRABA1g              --------------MAAYRADDDYDFLYKVVLIGDSGVGKSNLLSRFTRNEFSLESKSTI

Phvul.003G073500      --------------MGAYRADDDYDYLFKVVLIGDSGVGKSNLLSRFTRNEFSLESKSTI

Phvul.011G116100      --------------MGAYRADDDYDYLFKVVLIGDSGVGKSNLLSRFTRNEFSLESKSTI

Phvul.006G180000      --------------MGAYRADEDYDYLFKVVLIGDSGVGKSNLLSRFTKNEFCLESKSTI

Phvul.005G081400      --------------MAGYKADDEYDYLFKLVLIGDSGVGKSNLLSRFTRNEFNLESKSTI

Phvul.005G093700      --------------MAGYKADDEYDYLFKLVLIGDSGVGKSNLLSRFTRNEFNLESKSTI

AtRABA1a              --------------MAGYRADEEYDYLFKLVLIGDSGVGKSNLLSRFTKNEFNLESKSTI

AtRABA1b              --------------MAGYRVEDDYDYLFKVVLIGDSGVGKSNLLSRFTKNEFNLESKSTI

AtRABA1c              --------------MAGYRADDEYDYLFKVVLIGDSGVGKSNLLSRFTKNEFSLESKSTI

AtRABA1d              --------------MAGYRADDDYDYLFKVVLIGDSGVGKSNLLSRFTRNEFSLESKSTI

AtRABA4b              --MAG--------GGGYGGASGKVDYVFKVVLIGDSAVGKSQLLARFARDEFSMDSKATI

AtRABA4a              --MTS--------GGGYGDPSQKIDYVFKVVLIGDSAVGKSQILARYARDEFSLDSKATI

Phvul.001G253300      --MAS--------AGGYGDANQKVDYVFKVVLIGDSAVGKSQILARFARNEFSLDSKATI

Phvul.002G261400      --AGA--------GGGYGDANQRIDYVFKVVLIGDSAVGKSQILARFARNEFSLDSKSTI

AtRABA4c              ----M--------SKFQSNFNQKIDYVFKVVLIGDSAVGKSQLLARFSRNEFSIESKATI

Phvul.007G257200      ----M--------SNLYGDFSQKIDYVFKVVLIGDSAVGKTQLLARFARNQFSVDSKATI

AtRABA4d              ----M--------SNLYGDYNQKIDYVFKVVLIGDSAVGKTQLLARFARNEFSVDSKATI

Phvul.008G143600      ----M--------SNLYGDYSQKIDYVFKVVLIGDSAVGKTQLLARFARNQFSLDSKATI

AtRABA3               --ESP----ENNKHVKKPTMPEKIDYVFKVVVIGDSAVGKTQLLSRFTHNEFCYDSKSTI

Phvul.006G115500      --FETE--------RVKETMHDKIDYVFKVVVIGDSAVGKTQILSRFAKNEFCFDSKSTI

Phvul.010G116500      --VEGEKREENGNEKMGYDVQEKIDYVFKVVVIGDSAVGKTQILSRFAKNEFCLDSKSTI

AtRABG1               ----------------------MEKTKLKIILLGDSGVGKTSLLKRYNDKDFKQLHNSTI

AtRABG2               -------------MD-----SLKNRTLLKVIVLGDSGVGKTSLMNQYVYKKFNKQYKATI

AtRABG3e              --------------M-----PSRRRTLLKVIILGDSGVGKTSLMNQYVNKKFSNQYKATI

Phvul.011G046100      --------------M-----PSRRRTLLKVIILGDSGVGKTSLMNQYVNKKFSNQYKATI

AtRABG3f              --------------M-----PSRRRTLLKVIILGDSGVGKTSLMNQYVNKKFSNQYKATI

Phvul.010G149200      --------------M-----ASRRRMLLKVIILGDSGVGKTSLMNQYVNRKFSNQYKATI

AtRABG3c              --------------M-----ASRRRVLLKVIILGDSGVGKTSLMNQFVNRKFSNQYKATI

AtRABG3d              --------------M-----SSRRRVLLKVIILGDSGVGKTSLMNQFVNRKFSNQYKATI

Phvul.002G265500      ------------MDI-----SQRKRTLLKVIVLGDSGVGKTSLMNQYVYRKFSQQYKATI

AtRABG3a              --------------M-----ATRRRTLLKVIVLGDSGVGKTSLMNQYVHKKFSMQYKATI

Phvul.007G085200      --------------M-----SLRRRTLLKVIVLGDSGVGKTSLMNQYVHKKFSQQYKATI

AtRABG3b              --------------M-----STRRRTLLKVIILGDSGVGKTSLMNQYVNNKFSQQYKATI

AtRABH1a              --------------------MGDLGKGYKLVFLGDQGVGKTSIITCFMYGKFDTSYQATI

AtRABH1c              --------------MA----SVSPLAKFKLVFLGDQSVGKTSIITRFMYDKFDTTYQPTI

AtRABH1b              --------------MA----PVSALAKYKLVFLGDQSVGKTSIITRFMYDKFDNTYQATI

Phvul.002G003500      --------------MA----PVSALAKYKLVFLGDQSVGKTSIITRFMYDKFDNTYQATI

Phvul.002G003800      --------------MA----PVSALAKYKLVFLGDQSVGKTSIITRFMYDKFDNTYQATI

Phvul.003G227800      --------------MA----PVSALAKYKLVFLGDQSVGKTSIITRFMYDKFDNTYQATI

AtRABH1d              --------------MA----SVSPLAKYKLVFLGDQSVGKTSIITRFMYDKFDTTYQATI

Phvul.002G256300      --------------MA----TVSPLAKYKLVFLGDQSVGKTSIITRFMYDKFDTTYQATI

AtRABH1e              --------------MA----SVSPLAKYKLVFLGDQSVGKTSIITRFMYDKFDTTYQATI

Phvul.007G098600      DSRQLG-RPSSENGGG----QDARNLRVKLVLLGDSGVGKSCIVLRFVRGQFDATSKVTV

AtRABF1               NSGTLSGLSNSENAVP----ADAKNLRVKLVLLGDSGVGKSCIVLRFVRGQFDATSKVTV

Phvul.006G086000      -------------MAT----IGHNNLNAKLVLLGDMGAGKSSLVLRFVKGQFLEFQESTI

AtRABF2a              -------------MAS----SGNKNINAKLVLLGDVGAGKSSLVLRFVKDQFVEFQESTI

AtRABF2b              -------------MAA----AGNKSINAKLVLLGDVGAGKSSLVLRFVKDQFVEFQESTI

Phvul.002G313600      ------------MARR----TGNKSLQAKLVLLGDMGTGKTSLVLRFVKGQFSEYQESTI

Phvul.005G170900      -------------MAR----PGNKIIQAKLVLLGDMGTGKTSLALRFVKGQFFPNQEPTI

Phvul.007G106900      ------------MLTSTPPIGPPF----S-----RTPVCSNTLKLGNQICS-CKRCIPVI

Phvul.009G151300      ---------------MDSSSSPEFEYLFKLLMIGDSGVGKSSLLLCFTSDSFEDL-SPTI

Phvul.002G272200      --------------MDLSSGTQEFDYLFKLLMIGDSGVGKSSLLLSFTTDAFEDL-SPTI

Phvul.001G064800      ------------MDASSSLSQPEFDYLFKLLMIGDSGVGKSTLLLSFTSDTFEDL-SPTI

AtRABC1               --------------MGSSSGQPEFDYLFKVLLIGDSGVGKSSLLLSFTSNTFDDL-SPTI

AtRABC2b              --------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLLSFISSSVEDL-APTI

AtRABC2a              --------------MGSSSGQSGYDLSFKILLIGDSGVGKSSLLVSFISSSVEDL-APTI

Phvul.001G181300      -------------MSSSSAQSSGYDLSFKILLIGDSGVGKSSLLVSFISSSVEDL-SPTI

Phvul.007G151900      -------------MSSSSGQSSGYDLSFKILLIGDSAVGKSSLLVSFISNSVEDI-APTI

AtRABB1a              ---------------------MSYAYRFKYIIIGDTGVGKSCLLLKFTDKRFQAVHDLTI

AtRABB1b              ---------------------MSYDYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTI

Phvul.006G135400      ---------------------MSYAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTI

AtRABB1c              ---------------------MSYAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTI

AtRABE1d              ------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFSDDTFTTSFITTI

AtRABE1e              ------------MAVAPARARSDYDYLIKLLLIGDSGVGKSCLLLRFSDDTFTTSFITTI

Phvul.011G066700      ------------MAAPSPRARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

Phvul.005G141600      ------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

AtRABE1a              ------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

Phvul.007G158500      ------------MAAPPARARADYDFLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

AtRABE1c              ------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

Phvul.007G011500      ------------MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

Phvul.008G014300      VVVIVWSP----MAAPPARARADYDYLIKLLLIGDSGVGKSCLLLRFSDGSFTTSFITTI

AtRABD2b              -------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFADDSYLDSYISTI

AtRABD2c              -------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFADDSYLDSYISTI

Phvul.003G224200      -------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFADDSYLDSYISTI

AtRABD2a              -------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFSDDSYVESYISTI

Phvul.008G047400      PAASPRSPVNLRSSFSSLEMNPEYDYLFKLLLIGDSGVGKSCLLLRFADDSYIESYISTI

Phvul.010G048200      -------------------MNPEYDYLFKLLLIGDSGVGKSCLLLRFADDSYIESYISTI

Phvul.006G220500      TAVCLIHNSDRCDVCIKYGSIQWHDYLFKLLLIGDSSVGKSCLLLRFADDSYVDSYISTI

AtRABD1               -------------------MSNEYDYLFKLLLIGDSSVGKSCLLLRFADDAYIDSYISTI

                                                  .        . .. :               .:

Phvul.002G329200      GVEFAYR-NIKV-----------------GD-KLIKAQIW-------DTAGQERFRAITS

Phvul.004G151500      GVEFAYR-NIKV-----------------ME-KLIKAQIW-------DTAGQERFRAITS

AtRABA6a              GVEFAYR-NVHV-----------------GD-KIIKAQIW-------DTAGQERFRAITS

AtRABA6b              GVDFAYR-NVRV-----------------GD-KTIKAQIW-------DTAGQERFRAITS

Phvul.007G117800      GVEFQTQ-KMDI-----------------NG-KEVKAQIW-------DTAGQERFRAVTS

AtRABA5a              GVEFQTQ-KMDI-----------------NG-KEIKAQIW-------DTAGQERFRAVTS

Phvul.008G135600      GVEFQTQ-VVEI-----------------DG-KEVKAQIW-------DTAGQERFRAVTS

AtRABA5b              GVEFQTQ-LVEI-----------------EG-KEVKAQIW-------DTAGQERFRAVTS

Phvul.008G001800      GVEFQTQ-CLEI-----------------DS-KEVKAQIW-------DTAGQERFRAVTS

AtRABA5c              GVEFQTQ-SMLI-----------------DG-KEVKAQIW-------DTAGQERFRAVTS

AtRABA5d              GVEFQTQ-NMEI-----------------EG-KEVKAQIW-------DTAGQERFRAVTS

AtRABA5e              GVEFQTQ-SMEI-----------------EG-KEVKAQIW-------DTAGQERFRAVTS

Phvul.011G213600      GVEFLTR-TVVM-----------------DH-KLVKAQIW-------DTAGQERYQAITT

Phvul.006G220200      GVEFATR-TLEV-----------------EG-RSVKAQIW-------DTAGQERYRAITS

AtRABA2a              GVEFATR-TLQV-----------------EG-RTVKAQIW-------DTAGQERYRAITS

Phvul.001G238000      GVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQERYRAITS

Phvul.008G229600      GVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQERYRAITS

AtRABA2b              GVEFATR-TLQVISLLSLSLNLDNFPPDQFG-KTVKAQIW-------DTAGQERYRAITS

Phvul.011G061100      GVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQERYRAITS

AtRABA2c              GVEFATR-TTQV-----------------EG-KTIKAQIW-------DTAGQERYRAITS

AtRABA2d              GVEFATR-TLQV-----------------EG-KTVKAQIW-------DTAGQERYRAITS

Phvul.005G099300      GVEFATR-SVPV-----------------DS-KLVKAQIW-------DTAGQERYRAITS

AtRABA1e              GVEFATR-SVHV-----------------DE-KIIKAQLW-------DTAGQERYRAITS

AtRABA1h              GVEFATRRGIQV-----------------DD-KIVKAQIW-------DTAGQERYRAITS

AtRABA1i              GVEFATR-SIQC-----------------DD-KIVKAQIW-------DTAGQERYRAITS

AtRABA1f              GVEFATR-SIHV-----------------DD-KIVKAQIW-------DTAGQERYRAITS

AtRABA1g              GVEFATR-SIHV-----------------DE-KIVKAQIW-------DTAGQERYRAITS

Phvul.003G073500      GVEFATR-SIRV-----------------DD-KVVKAQIW-------DTAGQERYRAITS

Phvul.011G116100      GVEFATR-SIRV-----------------DD-KVVKAQIW-------DTAGQERYRAITS

Phvul.006G180000      GVEFATR-SIRV-----------------DD-KIVKAQIW-------DTAGQERYRAITS

Phvul.005G081400      GVEFATK-SLNI-----------------DA-KVIKAQIW-------DTAGQERYRAITS

Phvul.005G093700      GVEFATK-SLNI-----------------DA-KVIKAQIW-------DTAGQERYRAITS

AtRABA1a              GVEFATK-TTKV-----------------EG-KVVKAQIW-------DTAGQERYRAITS

AtRABA1b              GVEFATR-TLKV-----------------DG-KVVKAQIW-------DTAGQERYRAITS

AtRABA1c              GVEFATR-SLNV-----------------DD-KVIKAQIW-------DTAGQERYRAITS

AtRABA1d              GVEFATR-SLNV-----------------NE-KVIKAQIW-------DTAGQERYRAITS

AtRABA4b              GVEFQTR-TLSI-----------------EQ-KSIKAQIW-------DTAGQERYRAVTS

AtRABA4a              GVEFQTR-TLVI-----------------DH-KSVKAQIW-------DTAGQERYRAVTS

Phvul.001G253300      GVEFQTR-TLVI-----------------QH-KSVKAQIW-------DTAGQERYRAVTS

Phvul.002G261400      GVEFQTR-TLLI-----------------DH-KTVKAQIW-------DTAGQERYRAVTS

AtRABA4c              GVEFQTR-TLEI-----------------DR-KTIKAQIW-------DTAGQERYRAVTS

Phvul.007G257200      GVEFQTK-TLII-----------------DN-KTVKAQIW-------DTAGQERYRAVTS

AtRABA4d              GVEFQTK-TLVI-----------------DN-KTVKAQIW-------DTAGQERYRAVTS

Phvul.008G143600      GVEFQTK-TLII-----------------DN-KTVKSQIW-------DTAGQERYRAVTS

AtRABA3               GVEFQTR-TITL-----------------RG-KLVKAQIW-------DTAGQERYRAVTS

Phvul.006G115500      GVEFQTR-TVTI-----------------NS-KVIKAQIW-------DTAGQERYRAVTS

Phvul.010G116500      GVEFQTR-TVTI-----------------NA-KLIKAQIW-------DTAGQERYRAVTS

AtRABG1               YVDLVTK-EICI-----------------AE-RQVILQIW-------DTAGQERFKSLPS

AtRABG2               GADFVTK-ELHI-----------------DE-KSVTLQIW-------DTAGQERFQSLGA

AtRABG3e              GADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQERFQSLGV

Phvul.011G046100      GADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQERFQSLGV

AtRABG3f              GADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQERFQSLGV

Phvul.010G149200      GADFLTK-EVQF-----------------ED-RLFTLQIW-------DTAGQERFQSLGV

AtRABG3c              GADFLTK-EVQI-----------------DD-RIFTLQIW-------DTAGQERFQSLGV

AtRABG3d              GADFLTK-EVQI-----------------DD-RIFTLQIW-------DTAGQERFQSLGV

Phvul.002G265500      GADFVTK-EIQV-----------------DD-KLVTLQIW-------DTAGQERFHSLGA

AtRABG3a              GADFVTK-ELQI-----------------GE-KLVTLQIW-------DTAGQERFQSLGA

Phvul.007G085200      GADFVTK-ELQI-----------------DD-RLVTLQIW-------DTAGQERFQSLGV

AtRABG3b              GADFVTK-ELQI-----------------DD-RLVTLQIW-------DTAGQERFQSLGV

AtRABH1a              GIDFLSK-TTRY-----------------ED-RTFRLQLWYKKLSLGDTAGQERFKSLVP

AtRABH1c              GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

AtRABH1b              GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

Phvul.002G003500      GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

Phvul.002G003800      GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

Phvul.003G227800      GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

AtRABH1d              GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

Phvul.002G256300      GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

AtRABH1e              GIDFLSK-TMYL-----------------ED-RTVRLQLW-------DTAGQERFRSLIP

Phvul.007G098600      GASFLSQ-TIAL-----------------QDSTTVKFEIW-------DTAGQERYAALAP

AtRABF1               GASFLSQ-TIAL-----------------QDSTTVKFEIW-------DTAGQERYSALAP

Phvul.006G086000      GAAFFSQ-TLAV-----------------ND-ATVKFEIW-------DTAGQERYHSLAP

AtRABF2a              GAAFFSQ-TLAV-----------------ND-ATVKFEIW-------DTAGQERYHSLAP

AtRABF2b              GAAFFSQ-TLAV-----------------ND-ATVKFEIW-------DTAGQERYHSLAP

Phvul.002G313600      GAAFFTQ-VLSL-----------------NE-ATVKFDIW-------DTAGQERYHSLAP

Phvul.005G170900      GAAFFTQ-ILSL-----------------SE-ATVKFDIW-------DTAGQERYHSLAP

Phvul.007G106900      RVEFAYR-NIKV-----------------GE-KLIKAQIW-------DTSGQER------

Phvul.009G151300      GVDFKVK-YLNM-----------------EG-KKLKLAIW-------DTAGQERFRTLTS

Phvul.002G272200      GVDFKVK-YVTM-----------------GS-KKLKLAIW-------DTAGQERFRTLTS

Phvul.001G064800      GVDFKVK-YVTI-----------------GG-KKLKLAIW-------DTAGQERFRTLTS

AtRABC1               GVDFKVK-YLTI-----------------GE-KKLKLAIW-------DTAGQERFRTLTS

AtRABC2b              GVDFKIK-QMKV-----------------RG-KRLKLTIW-------DTAGQEKFRTLTS

AtRABC2a              GVDFKIK-QLTV-----------------GG-KRLKLTIW-------DTAGQERFRTLTS

Phvul.001G181300      GVDFKIK-TLVV-----------------GG-KRLKLTIW-------DTAGQERFRTLTS

Phvul.007G151900      GVDFKIK-VFTV-----------------GG-KRLKLTIW-------DTAGQERFRTLTS

AtRABB1a              GVEFGAK-TITI-----------------DN-KPIKLQIW-------DTAGQESFRSVTR

AtRABB1b              GVEFGAR-MVTV-----------------DG-RPIKLQIW-------DTAGQESFRSITR

Phvul.006G135400      GVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQESFRSITR

AtRABB1c              GVEFGAR-MITI-----------------DN-KPIKLQIW-------DTAGQESFRSITR

AtRABE1d              GIDFKIR-TVEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

AtRABE1e              GIDFKIR-TVEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

Phvul.011G066700      GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

Phvul.005G141600      GIDFKIR-TIEQ-----------------DG-KRIKLQIW-------DTAGQERFRTITT

AtRABE1a              GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

Phvul.007G158500      GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

AtRABE1c              GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

Phvul.007G011500      GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

Phvul.008G014300      GIDFKIR-TIEL-----------------DG-KRIKLQIW-------DTAGQERFRTITT

AtRABD2b              GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

AtRABD2c              GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

Phvul.003G224200      GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

AtRABD2a              GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

Phvul.008G047400      GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

Phvul.010G048200      GVDFKIR-TVEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

Phvul.006G220500      GVDFKIR-TVDL-----------------QG-KTVKLQIW-------DTAGQERFRTITS

AtRABD1               GVDFKIR-TIEQ-----------------DG-KTIKLQIW-------DTAGQERFRTITS

                         :  :                           .   :*       **:***       

Phvul.002G329200      SYYRGASGAVLVYDITMRSSYENVR-KWLLELREF---------------GGEDMVIVLV

Phvul.004G151500      SYYRGALGAMLVYDITKRATFVNVR-KWLHELREF---------------GGDDMVVVLV

AtRABA6a              SYYRGALGALLIYDITRRTTFDNIK-KWLFELRDF---------------ANPETVVVLV

AtRABA6b              SYYRGALGALLIYDITRRITFKNIE-KWLSELRGF---------------SSPETVVVLV

Phvul.007G117800      AYYRGAVGALLVYDISRRQTFDSIG-RWLNELHTH---------------SDMNVVTILV

AtRABA5a              AYYRGAVGALLVYDISRRQTFHSIG-RWLNELHTH---------------SDMNVVTILV

Phvul.008G135600      AYYRGAVGALIVYDISRRGTFDSSK-RWLEELTTQ---------------NDSTVARMLV

AtRABA5b              AYYRGAFGALIVYDITRGDTFESVK-RWLQELNTH---------------CDTAVAQMLV

Phvul.008G001800      AYYRGAVGALIVYDISRRTTFDSVG-RWLDELKTH---------------CDTTVAMMLV

AtRABA5c              AYYRGAVGALVVYDITRSSTFENVG-RWLDELNTH---------------SDTTVAKMLI

AtRABA5d              AYYRGAVGALVVYDISRRSTFESVG-RWLDELKTH---------------SDTTVARMLV

AtRABA5e              AYYRGAVGALVVYDITRRTTFESVG-RWLDELKIH---------------SDTTVARMLV

Phvul.011G213600      AYYRGATGALLAYDITKQQTFDHVE-KWLDELRIH---------------ADQNILVMLV

Phvul.006G220200      AYYRGALGALLVYDVTKPTTFENVS-RWLKELRDH---------------ADANIVIMLI

AtRABA2a              AYYRGALGALLVYDVTKPTTFENVS-RWLKELRDH---------------ADSNIVIMLI

Phvul.001G238000      AYYRGAVGALLVYDITKRQTFENVQ-RWLRELRDH---------------ADSNIVIMMA

Phvul.008G229600      AYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDH---------------ADSNIVIMMA

AtRABA2b              AYYRGAVGALLVYDITKRQTFENVL-RWLRELRDH---------------ADSNIVIMMA

Phvul.011G061100      AYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRDH---------------ADSNIVIMMA

AtRABA2c              AYYRGAVGALLVYDITKRQTFDNVL-RWLRELRDH---------------ADSNIVIMMA

AtRABA2d              AYYRGAVGALLVYDITKRQTFDNVL-RWLRELRDH---------------ADSNIVIMMA

Phvul.005G099300      AYYRGAVGALVVYDVTRQLTFENVE-RWLKELRDH---------------TEAYAVVMLV

AtRABA1e              AYYRGAVGALLVYDITRHITFENVE-RWLKELRDH---------------TDANVVIMLV

AtRABA1h              AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TDANTVIMLV

AtRABA1i              AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TDANIVIMLV

AtRABA1f              AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TDANIVIMFV

AtRABA1g              AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TEANIVIMLV

Phvul.003G073500      AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TDANIVVMLV

Phvul.011G116100      AYYRGAVGALLVYDVTRHVTFENVE-RWLKELRDH---------------TDANIVVMLV

Phvul.006G180000      AYYRGAVGALLVYDVTRHVTFENVE-RWFKELRDH---------------TDANIVVMVV

Phvul.005G081400      AYYRGAVGALLVYDVTRRATFENAA-RWLKELRDH---------------TDPNIVVMLI

Phvul.005G093700      AYYRGAVGALLVYDVTRRATFENAA-RWLKELRDH---------------TDPNIVVMLI

AtRABA1a              AYYRGAVGALLIYDVTRHATFENAA-RWLRELRGH---------------TDPNIVVMLI

AtRABA1b              AYYRGAVGALLVYDVTRRATFENVD-RWLKELKNH---------------TDPNIVVMLV

AtRABA1c              AYYRGAVGALLVYDVTRHSTFENVE-TWLKELRNH---------------TDPNIVVMLV

AtRABA1d              AYYRGAVGALLVYDVTRHSTFENVE-RWLRELRDH---------------TDPNIVVMLV

AtRABA4b              AYYRGAVGAMLVYDMTKRETFEHIP-RWLEELRAH---------------ADKNIVIILI

AtRABA4a              AYYRGAVGAMLVYDITRRQTFDHIP-RWLEELRAH---------------ADKNIVIILI

Phvul.001G253300      AYYRGAVGAMLVYDITKRQSFNHIP-RWLEELRNH---------------ADKNIVIILI

Phvul.002G261400      AYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRNH---------------ADKNIVIILI

AtRABA4c              AYYRGAVGAMLVYDITKRQSFDHVA-RWLEELRGH---------------ADKNIVIMLI

Phvul.007G257200      AYYRGAVGAMLVYDMTKRQSFDNMA-KWLEELRGH---------------ADKNIVVMLI

AtRABA4d              AYYRGAVGAMLVYDMTKRQSFDHMA-KWLEELRGH---------------ADKNIVIMLI

Phvul.008G143600      AYYRGAVGAMLVYDMTKRQSFDHMV-RWLEELRGH---------------ADQNIVIMLI

AtRABA3               AYYRGALGAMVVYDITKRLSFDHVA-RWVEELRAH---------------ADDSAVIMLV

Phvul.006G115500      AYYRGALGAMLVYDITKRQSFDHVA-RWVDELRAH---------------ADSSVVIMLI

Phvul.010G116500      AYYRGALGAMLVYDITKRQSFDHVA-RWVEELRAH---------------ADSSIVIMLV

AtRABG1               RFYRDTDCCVLVYDVNTLKTFESID-NWHDEFIKQ-----------ANPETPTKFPFVLM

AtRABG2               AFYRGADCCVLVYDVNNLKSFETLN-NWHTEFLKQ-----------ANPMEPETFPFVLI

AtRABG3e              AFYRGADCCVLVYDVNSAKSFEDLN-NWREEFLIQ-----------ASPSDPENFPFVVI

Phvul.011G046100      AFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLIQ-----------ASPSDPENFPFVVI

AtRABG3f              AFYRGADCCVLVYDVNSMKSFENLN-NWREEFLIQ-----------ASPSDPENFPFVLI

Phvul.010G149200      AFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLIQ-----------ASPSDPENFPFVVL

AtRABG3c              AFYRGADCCVLVNDVNVMKSFENLN-NWREEFLIQ-----------ASPSDPENFPFVVL

AtRABG3d              AFYRGADCCVLVYDVNVMKSFDNLN-NWREEFLIQ-----------ASPSDPENFPFVVL

Phvul.002G265500      AFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLKQ-----------ADMNDPEAFPFVLL

AtRABG3a              AFYRGADCCALVYDVNVLRSFDNLE-TWHEEFLKQAWNIGMWTIAEASPSDPKTFPFIVL

Phvul.007G085200      AFYRGADCCVLAYDVNVMKSFDTLD-NWHEEFLKQ-----------ANPPDPRTFPFILL

AtRABG3b              AFYRGADCCVLVYDVNHLKSFESLD-NWHNEFLTR-----------ASPRDPMAFPFILL

AtRABH1a              SYIRDSSVAVIVYDVASKQSFINTS-KWIEEVRAE-----------R---GS-YVIIVLV

AtRABH1c              SYIRDSSVAIVVYDVSNRQTFLNTS-KWIEDVHRE-----------R---GQSNVIIVLV

AtRABH1b              SYIRDSSVAVIVYDVASRQSFLNTT-KWIDEVRTE-----------R---GS-DVIVVLV

Phvul.002G003500      SYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRTE-----------R---GS-DVIIVLV

Phvul.002G003800      SYIRDSSVAVIAYDVASRQTFLNTS-KWIEEVRSE-----------R---GS-DVIIVLV

Phvul.003G227800      SYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRSE-----------R---GS-DVIVVLV

AtRABH1d              SYIRDSSVAVVVYDVANRLSFLNTS-KWIEEVRNE-----------R---AG-DVIIVLV

Phvul.002G256300      SYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRTE-----------R---GS-DVIIVLV

AtRABH1e              SYIRDSSVAVIVYDVANRQSFLNTS-KWIEDVRTE-----------R---GS-DVIIVLV

Phvul.007G098600      LYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQKH---------------GSPDIVMALV

AtRABF1               LYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQKH---------------GSPDIVMALV

Phvul.006G086000      MYYRGAAAAIIVYDITSLDSFTRAK-KWVQELQKQ---------------GNPNMVMALA

AtRABF2a              MYYRGAAAAIIVFDITNQASFERAK-KWVQELQAQ---------------GNPNMVMALA

AtRABF2b              MYYRGAAAAIIVFDVTNQASFERAK-KWVQELQAQ---------------GNPNMVMALA

Phvul.002G313600      MYYRGAAAAIVVYDITSMDSFVRAK-KWVREVQRQ---------------ANSSLTMFLV

Phvul.005G170900      MYYRGAAAAIVVYDISSVDTFVRAK-KWVQELQTH---------------GNQKGVMALV

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      SYYRGAQGIIMAYDVTRRETFTNLADIWSKEIELY-----------S---TNSECIKMLV

Phvul.002G272200      SYYRGAQGIIMVYDVTRRDTFTNLSDIWSKEIDLY-----------S---TNQDCIKMLV

Phvul.001G064800      SYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDLY-----------S---TNQDCIKMLV

AtRABC1               SYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDLY-----------S---TNQDCIKMLV

AtRABC2b              SYFRGSQGIILVYDVTKRETFLNLADIWAKEIELY-----------S---TNHDCIKMLV

AtRABC2a              SYYRGAQGIILVYDVTRRETFTNLVDVWGKEIELY-----------S---TNQECVRMLV

Phvul.001G181300      SYYRKAQGIILVYDVTRRETFTNLSEVWSKEVELY-----------S---TNQDCVKMLV

Phvul.007G151900      SYYRGAQGIILVYDVTRRDTFTNLSEVWSKEVELY-----------S---TNQNCVKMLV

AtRABB1a              SYYRGRAGTLLVYDITRRETFNHLA-SWLEEARQH-----------A---SE-NMTTMLI

AtRABB1b              SYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH-----------A---NP-NMSIMLI

Phvul.006G135400      SYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH-----------A---NA-NMTIMLI

AtRABB1c              SYYRGAAGALLVYDITRRETFNHLA-SWLEDARQH-----------A---NA-NMTIMLI

AtRABE1d              AYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQH-----------A---SD-NVNKILV

AtRABE1e              AYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQH-----------A---SD-SVNKILV

Phvul.011G066700      AYYRGAMGILLVYDVTDEASFSNIR-NWIRNIEQH-----------A---SD-NVNKILV

Phvul.005G141600      AYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH-----------A---SD-NVNKILV

AtRABE1a              AYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH-----------A---SD-SVNKILV

Phvul.007G158500      AYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH-----------A---SD-NVNKILV

AtRABE1c              AYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQH-----------A---SD-NVNKILV

Phvul.007G011500      AYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQH-----------A---SD-NVNKILV

Phvul.008G014300      AYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQH-----------A---SD-NVNKILV

AtRABD2b              SYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDRY-----------A---SE-NVNKLLV

AtRABD2c              SYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDRY-----------A---SE-NVNKLLV

Phvul.003G224200      SYYRGAHGIIVVYDVTDQDSFNNVK-QWLNEIDRY-----------A---SE-NVNKLLV

AtRABD2a              SYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRY-----------A---SD-NVNKLLV

Phvul.008G047400      SYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDRY-----------A---SD-SVNKLLV

Phvul.010G048200      SYYRGAHGIIIVYDVTDEDSFNNVK-QWLSEIDRY-----------A---SD-NVNKLLV

Phvul.006G220500      SYYRGAHGIIIVYDVTDMESFNNVK-QWLNEIDRY-----------A---ND-SVCKLLV

AtRABD1               SYYRGAHGIIIVYDCTEMESFNNVK-QWLSEIDRY-----------A---NE-SVCKLLI

Phvul.002G329200      GNKCDLD-QSR--EVEKEEGKGY-AETEGLCFMETSALKNLNVEQVFLQMITRIYEMT--

Phvul.004G151500      GNKCDLV-QSR--EVEKEEGKGY-AETERLCFMETSALQNQNVEEAFIEMITKIHDII--

AtRABA6a              GNKSDLR-QSR--EVEEDEGKTL-AESEGLYFLETSALENVNVEEAFLVMIGRIHEVV--

AtRABA6b              GNKSDLG-QSR--EVEEEEGKTL-AESEGLYFLETSALENQNVEEAFLSMIGRIHEVL--

Phvul.007G117800      GNKSDLK-DAR--EVATAEGKSL-AEAQGLFFMETSALDSSNVAAAFETVVKEIYNIL--

AtRABA5a              GNKSDLK-DLR--EVSTAEGKAL-AEAQGLFFMETSALDSSNVAAAFETVVKEIYNIL--

Phvul.008G135600      GNKSDLE-NIR--EVSTEEGKSL-AEEEGLFFMETSALDSTNVQTAFEIVIREIYNNI--

AtRABA5b              GNKCDLE-DIR--AVSVEEGKAL-AEEEGLFFMETSALDATNVDKAFEIVIREIFNNV--

Phvul.008G001800      GNKCDLE-NIR--AVSVEEGKSL-AEAEGLFFMETSALDSTNVKTAFEMVIREIYNNV--

AtRABA5c              GNKCDLE-SIR--AVSVEEGKSL-AESEGLFFMETSALDSTNVKTAFEMVIREIYSNI--

AtRABA5d              GNKCDLE-SIR--AVSVEEGKAL-AETEGLFFMETSALDSTNVKTAFEMVIRDIYTNI--

AtRABA5e              GNKCDLE-NIR--AVSVEEGKAL-AEEEGLFFVETSALDSTNVKTAFEMVILDIYNNV--

Phvul.011G213600      GNKSDLS-SLR--AVPVEVAREF-AQQEGLFFLETSALDSSNVESAFIGLLSQVYRTV--

Phvul.006G220200      GNKTDLK-HLR--GVATEDAQGY-AEKEGLSFIETSALEATNVEKAFQTILSEIYRII--

AtRABA2a              GNKTDLK-HLR--AVATEDAQSY-AEKEGLSFIETSALEALNVEKAFQTILSEVYRII--

Phvul.001G238000      GNKSDLN-HLR--AVSTEDAESL-AEREGLSFLETSALEAFNVEKAFQTILFDIYQII--

Phvul.008G229600      GNKSDLN-HLR--AIPTDDAQSL-AEREGLSFLETSALEAYNVEKAFQTILFDIYHII--

AtRABA2b              GNKSDLN-HLR--SVADEDGRSL-AEKEGLSFLETSALEATNIEKAFQTILSEIYHII--

Phvul.011G061100      GNKSDLS-HLR--AVYEDDGQNL-AEREGLSFLETSALEATNIEKAFQTILTEIYHIV--

AtRABA2c              GNKSDLN-HLR--SVAEEDGQSL-AEKEGLSFLETSALEATNVEKAFQTILGEIYHII--

AtRABA2d              GNKADLN-HLR--SVAEEDGQTL-AETEGLSFLETSALEATNVEKAFQTVLAEIYHII--

Phvul.005G099300      GNKADLR-HLR--AVSTEEAKEF-AEKENIYFMETSALESLNVDKAFIEVLTQIYNVV--

AtRABA1e              GNKADLR-HLR--AVPTEEARSF-SERENMFFMETSALDATNVEQAFTHVLTQIYRVM--

AtRABA1h              GNKADLN-HLR--AISTEEVKDF-AERENTFFMETSALEAINVENAFTEVLTQIYRVV--

AtRABA1i              GNKADLR-HLR--AISTEEAKAF-AERENTFFMETSALEAVNVDNAFTEVLTQIYRVV--

AtRABA1f              GNKADLR-HLR--AVSTEDAKAF-AERENTFFMETSALESMNVENAFTEVLSQIYRVV--

AtRABA1g              GNKADLR-HLR--AVSTEDAKAF-AERENTFFMETSALEALNVENAFTEVLSQIYRVA--

Phvul.003G073500      GNKADLR-HLR--AVSTEDATSF-AERESTFFMETSALESLNVENAFTEVLTQIYHVV--

Phvul.011G116100      GNKADLR-HLR--AVSTEDATSF-AERESTFFMETSALESLNVENAFTEVLTQIYHVV--

Phvul.006G180000      GNKADLR-HLR--AVSTEDATTF-AERKKTFFMETSALESMNVENAFTELLTQIYHVV--

Phvul.005G081400      GNKSDLR-HLV--AVPTEDGKSF-AERESLYFMETSALEATNVENAFTEVLSQIYRIV--

Phvul.005G093700      GNKSDLR-HLV--AVPTEDGKSF-AERESLYFMETSALEATNVENAFTEVLSQIYRIV--

AtRABA1a              GNKCDLR-HLV--AVKTEEAKAF-AERESLYFMETSALDATNVENAFTEVLTQIHKIV--

AtRABA1b              GNKSDLR-HLL--AVPTEDGKSY-AEQESLCFMETSALEATNVEDAFAEVLTQIYRIT--

AtRABA1c              GNKSDLR-HLV--AVQTEDAKSF-AEKESLYFMETSALEATNVENAFAEVLTQIHHIV--

AtRABA1d              GNKSDLR-HLV--AVQTEDAKSF-AENESLYFMETSALESTNVENAFSEVLTQIYHVV--

AtRABA4b              GNKSDLE-DQR--AVPTEDAKEF-AEKEGLFFLETSALNATNVENSFNTLMTQIYNTV--

AtRABA4a              GNKSDLV-DQR--AIPTEDAKEF-AEKEGLFFLETSAFNATNVESAFSTVLTEIFNIV--

Phvul.001G253300      GNKSDLE-NQR--QVPTEDAKEF-AEKEGLFFLETSALEATNVETAFMTVLTEIFNIV--

Phvul.002G261400      GNKCDLE-NQR--DVPTEDAKEF-AEKEGLFFLETSALEATNVETAFVTVLTEIYNIV--

AtRABA4c              GNKTDLG-TLR--AVPTEDAKEF-AQRENLFFMETSALDSNNVEPSFLTVLTEIYRIV--

Phvul.007G257200      GNKCDLG-TLK--AVPTEDAEEF-AQRENLFFMETSALESTNVETAFLTILSEIYRLI--

AtRABA4d              GNKCDLG-SLR--AVPTEDAQEF-AQRENLFFMETSALEATNVETAFLTILTEIYRII--

Phvul.008G143600      GNKSDLA-SLR--AVPMEDAEEF-AQRENLFFMETSALESTNVETCFLTILTEIYRIH--

AtRABA3               GNKADLSVGKR--AVPTEDAVEF-AETQRLFFSEVSALSGGNVDEAFFRLLEEIFSRVVV

Phvul.006G115500      GNKGDLV-DQR--VVHAEDAVEF-AEDQGLFFSETSALSGENVETAFFKLLEQIHRVV--

Phvul.010G116500      GNKADLV-DQR--VVTTEDAVEF-AEDQGLFFSETSALSGDNVESAFLKLLEEINSVV--

AtRABG1               GNKTDVN-NGKPRVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFLEIAKKALTNERQ

AtRABG2               GNKTDVD-GGNSRVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVAHIALSNERK

AtRABG3e              GNKIDVD-GGSSRVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFLCITTNAMKSGEE

Phvul.011G046100      GNKIDID-GGNSRVVSEKKARAWCASKGNIPYFETSAKEGINVEEAFQCIAKNALKSGEE

AtRABG3f              GNKVDVD-DGNSRVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIAKDALKSGEE

Phvul.010G149200      GNKIDVD-GGNSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPE

AtRABG3c              GNKTDVD-GGKSRVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFECIAKNALKNEPE

AtRABG3d              GNKTDVD-GGKSRVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFECITKNAFKNEPE

Phvul.002G265500      GNKIDVD-GGNSRRVTEKKARDWCASRGNIPYFETSAKEGYNVEEAFLCVAKIALENEHD

AtRABG3a              GNKIDVD-GGSSRVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFLTIAKTALANEHE

Phvul.007G085200      GNKIDID-GGNSRVVSEKKAKDWCASKGNIPYFETSAKEDFNVDAAFLCIAKAALANEHE

AtRABG3b              GNKVDID-GGNSRVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFLCITKLALANERD

AtRABH1a              GNKTDLV-NKR--QVSIEEGENK-AREFGALFMETSAKAGFNIKPLFCKITSALQGNEAV

AtRABH1c              GNKTDLV-EKR--QVSISEGEDK-GKEYGVMFIETSAKENFNIKALFRKIAAALPGVDSY

AtRABH1b              GNKTDLV-DKR--QVSIEEAEAK-ARELNVMFIETSAKAGFNIKALFRKIAAALPGMETL

Phvul.002G003500      GNKTDLV-EKR--QVSIEEGEAK-ARELNVMFIETSAKAGFNIKALFRKIAAALPGMETL

Phvul.002G003800      GNKTDLV-DKR--QVSTEEGEAK-SRELNVMFIEASAKAGFNIKALFRKIAAALPGMETL

Phvul.003G227800      GNKTDLV-DKR--QVSTEEGEAK-SRELNVMFIEASAKAGFNIKALFRKIAAALPGMETL

AtRABH1d              GNKTDLV-EKR--QVSIEEGDSK-GREYGVMFIETSAKAGFNIKPLFRKIAAALPGMESY

Phvul.002G256300      GNKTDLV-DKR--QVSIEEGDAK-SREFGIMFIETSAKAGFNIKPLFRKIAAALPGMETL

AtRABH1e              GNKTDLV-DKR--QVSIEEGDNK-ARDYGVIFIETSAKAGFNIKPLFRKIAAALPGMETL

Phvul.007G098600      GNKADLQ-EKR--EVAVQDGTDY-AEKNGMFFIETSAKTADNINELFEEIAKRLPRPSDS

AtRABF1               GNKADLH-EKR--EVPTEDGMEL-AEKNGMFFIETSAKTADNINQLFEEIGKRLPRPAPS

Phvul.006G086000      GNKADLE-DKR--KVTAEEARVY-AEENGLFFMETSAKTASNVNDIFYEIAKRLPRAQPA

AtRABF2a              GNKADLL-DAR--KVSAEEAEIY-AQENSLFFMETSAKTATNVKDIFYEIAKRLPRVQPA

AtRABF2b              GNKSDLL-DAR--KVTAEDAQTY-AQENGLFFMETSAKTATNVKEIFYEIARRLPRVQPT

Phvul.002G313600      ANKADLE-DDR--KVCNEEGEEY-ARESGLSFLETSAKTAQNVNELFYEIAKRLAKANPS

Phvul.005G170900      GNKSDLE-PKR--EVEAEVGEQF-AQENGMFYMETSAKTAENINELFYEIAKRLARALPP

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      GNKVDKE-SDR--VVTKKEGIDF-ARECGCLFIECSAKTRVNVQQCFEELVLKILDTPSL

Phvul.002G272200      GNKVDKE-GDR--VVTKKEGIDF-ARQYGCLFTECSAKTRVNVQQCFEELVLKILDTPSL

Phvul.001G064800      GNKVDKE-SER--VVSKTEGINF-AREYGCLFTECSAKTRVNVAQCFDELVMKILETPSL

AtRABC1               GNKVDKE-SER--AVSKKEGIDF-AREYGCLFLECSAKTRVNVEQCFEELVLKILETPSL

AtRABC2b              GNKVDRE-SER--KVSREEGMAL-AKDLNCLFHECSARTRENVNGCFEELALKIMEVPSL

AtRABC2a              GNKVDRE-SER--GVSREEGIAL-AKELNCMFLECSARTRQNVEQCFEELALKIMEVPSL

Phvul.001G181300      GNKVDRD-TER--AVSREEGLSL-AKELGCLLLECSAKTRENVEQCFEELALKIMEAPSL

Phvul.007G151900      GNKVDRD-SER--VVTKEEGLTL-AEELGCLFFECSAKTRENVDRCFEELAQKIMEVPSL

AtRABB1a              GNKCDLE-DKR--TVSTEEGEQF-AREHGLIFMEASAKTAHNVEEAFVETAATIYKRIQD

AtRABB1b              GNKCDLA-HKR--AVSKEEGQQF-AKEHGLLFLEASARTAQNVEEAFIETAAKILQNIQD

Phvul.006G135400      GNKCDLA-HRR--AVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFIKTAATIYKKIQD

AtRABB1c              GNKCDLA-HRR--AVSTEEGEQF-AKEHGLIFMEASAKTAQNVEEAFIKTAATIYKKIQD

AtRABE1d              GNKADMD-ESK-RAVPTAKGQAL-ADEYGIKFFETSAKTNLNVENVFMSIAKDIKQRLTE

AtRABE1e              GNKADMD-ESK-RAVPTSKGQAL-ADEYGIKFFETSAKTNQNVEQVFLSIAKDIKQRLTE

Phvul.011G066700      GNKADMD-ESK-RVVPTSKGQAL-ADEYGIKFFETSAKTNLNVEEVFFSIARDIKQRLAD

Phvul.005G141600      GNKADMD-ESK-RAVPTSKGQAL-ADEYGIKFFETSAKTNLNVEEVFFSIAKDIKQRLAD

AtRABE1a              GNKADMD-ESK-RAVPKSKGQAL-ADEYGMKFFETSAKTNLNVEEVFFSIAKDIKQRLAD

Phvul.007G158500      GNKADMD-ESK-RAVPTSKGQAL-ADEYGIKFFETSAKTNMNVDEVFFSIARDIKQRLAD

AtRABE1c              GNKADMD-ESK-RAVPTAKGQAL-ADEYGIKFFETSAKTNLNVEEVFFSIGRDIKQRLSD

Phvul.007G011500      GNKADMD-ESK-RAVPTSKGQAL-ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLSD

Phvul.008G014300      GNKADMD-ESK-RAVPTSKGQAL-ADEYGIKFFETSAKTNMNVEEVFFSIARDIKQRLAD

AtRABD2b              GNKNDLT-SQK--VVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMTAAIKTRMAS

AtRABD2c              GNKCDLT-SQK--VVSTETAKAF-ADELGIPFLETSAKNATNVEEAFMAMTAAIKTRMAS

Phvul.003G224200      GNKCDLT-ANK--VVSYETAKAF-ADEIGIPFMETSAKNATNVEQAFMAMAAEIKNRMAS

AtRABD2a              GNKSDLT-ENR--AIPYETAKAF-ADEIGIPFMETSAKDATNVEQAFMAMSASIKERMAS

Phvul.008G047400      GNKCDLT-ENR--AVSYDTAKAF-ADEIGIPFMETSAKDATNVEQAFMAMAASIKNRMAS

Phvul.010G048200      GNKSDLT-ANR--VVSYDTAKEF-ADQIGIPFMETSAKDATNVEDAFMAMSASIKNRMAS

Phvul.006G220500      GNKCDLV-DNK--VVDSQTAKAF-ADELGIPFLETSAKDSINVEQAFLTMAAEIKKKMGS

AtRABD1               GNKNDMV-ESK--VVSTETGRAL-ADELGIPFLETSAKDSINVEQAFLTIAGEIKKKMGS

Phvul.002G329200      RQKNLA-AKME----------DKPINLLNGKEIHVTDEVTAT---K------QASSCCSR

Phvul.004G151500      SHKSLE-IKMN----------GTSLNLPNGKEIHIADEVTAT---K------QPNYCCS-

AtRABA6a              TQRIASENKSNGAATPHINGNGNGTVLPVGKEIVNIHEVTAT---Q--PLLSSSSNCCFK

AtRABA6b              TQKIVLDNRLNGDGNN----ESNGAVVPPGKEIAESPISIRS---GFTAMGIIASSTIFK

Phvul.007G117800      SRKVMMSQELNKQD-------V--ARIENGKTVVLQGEAEQEAEAAAATDVEPAKGCC--

AtRABA5a              SRKVMSSQELNKQD-------P--ASLSNGKKVVIPSDGQGEF---------KKGGCCSS

Phvul.008G135600      SRKTLNSDSYKAEL-------T----V-NR--VSLVNGA------G----SKEGVSCCSR

AtRABA5b              SRKLLNSDAYKAEL-------S----V-NR--VSLVNNQ------DGSESSWRNPSCCSR

Phvul.008G001800      SRKVLNSDAYKAEL-------S----V-NR--VSLVNNG------PATSKNQTYFSCCSR

AtRABA5c              SRKQLNSDSYKEEL-------T----V-NR--VSLVKNE------NEGT---KTFSCCSR

AtRABA5d              SRKQLNSDTYKTEL-------S----MKNR--VSLVKDD------NKSSTQGFGFSCCSS

AtRABA5e              SRKQLNSDTYKDEL-------T----V-NR--VSLVKDD------NSASKQSSGFSCCSS

Phvul.011G213600      SRKQILVDGHESNF-------DKVNLELEGTKIKMPFQE------TECQNAKKRSNCCSI

Phvul.006G220200      SKKSLSSNNH--SA-------SGA--VKEGKTIAVA--E------S--QPSASNSLCCTS

AtRABA2a              SKKSISSDQT--TA-------NAN--IKEGQTIDVA--A------T--SESNAKKPCCSS

Phvul.001G238000      SKKALAAQEA--A--------STS--VPHGTTINVS--N------M--SDSVEKKSCCSN

Phvul.008G229600      SKKALAAQEA--TS-------STG--LPQGTTINVS--N------M--QGNTESRSCCSN

AtRABA2b              SKKALAAQEA--A----------GNLPGQGTAINIS--D------S--SATN-RKGCCST

Phvul.011G061100      SKKALAAQEA--G--------VGTTLPGQGTTINVG--D------A--SGNT-KRGCCST

AtRABA2c              SKKALAAQEA--AA-------ANSAIPGQGTTINVD--D------T--SGGA-KRACCSS

AtRABA2d              SKKALAAQEA--AA-------ANSAIPGQGTTINVE--D------T--SGAG-KRGCCST

Phvul.005G099300      SRKTLETVDN--PP-------A--TSLPKGETIVVGTKD------D--VSAVKKSGCCST

AtRABA1e              SRKALDGTGD---P-------M---SLPKGQTIDIGNKD------D--VTAVKSSGCCSG

AtRABA1h              SKKALDAGDD---P-------T--TALPKGQMINVGSRD------D--VSAVKKSGCCAT

AtRABA1i              SKKALEAGDD---P-------T--TALPKGQMINVGGRD------D--ISAVKKPGCCSA

AtRABA1f              SRKALDIGDD---P-------A---ALPKGQTINVGSKD------D--VSAVKKVGCCSN

AtRABA1g              SKKALDIGDD---H-------T---TLPKGQSINVGSKD------D--VSEVKKVGCCSS

Phvul.003G073500      SKKALEIGDD---P-------A---ALPKGQTINVGSRD------D--VSAMKKAGCCSA

Phvul.011G116100      SKKALEIGDD---P-------A---ALPKGQTINVGSRD------D--VSAMKKAGCCSA

Phvul.006G180000      STKALEIGDD---P-------A---ALPKGQTLNVGSRD------G--VSDVKQNGCCSA

Phvul.005G081400      SRRAVEAGDN--GS-------S-STVPSKGQTINV--KD------D--SSVLKKIGCCSN

Phvul.005G093700      SRRAVEAGDN--GS-------S-STVPSKGQTINV--KD------D--SSVLKKIGCCSN

AtRABA1a              SKRSVDGG----GE-------S-ADLPGKGETINV--KE------D--GSVLKRMGCCSN

AtRABA1b              SKKQVEAGED-----------G-NASVPKGEKIEV--KN------D--VSALKKLGCCSN

AtRABA1c              SKKAMEAASE-----------S-ANVPSKGDKIDI--GK------D--VSAVKKGGCCSN

AtRABA1d              SKKAMEAGED-----------S-GNVPSKGEKIDV----------D--VSAVKKTGCCSN

AtRABA4b              NKKNLASEG-D----------SNNPGSLAGKKI-LIPGS------GQEIPAKTST-CCTS

AtRABA4a              NKKSLAASE-DQ-E-------NGNPGSLAGKKIDIVPGP------GQVIPNKSNM-CCNS

Phvul.001G253300      NKKNLAAGD-SQ-G-------NGNSASLSGKKI-IVPGP------AQEIPK-GNM-CCQ-

Phvul.002G261400      NKKNLTADE-NQ-G-------NGNSASLSGQKI-IVPGP------AQELPAKRNM-CCQA

AtRABA4c              SKKNLVANE-EGES-------GGDSSLLQGTKI-VVAGE------ETES--KGKG-CCGT

Phvul.007G257200      SKKTLTAND-DADP-------NGSSGLLKGTKI-IVPNQ------DMNA-EKKGG-CCG-

AtRABA4d              SKKSLTADD--DDA-------DGNSSLLKGTRI-IIPSE------Q-ES-GKRGG-CCGK

Phvul.008G143600      AKKSLTAND-D--D-------NGGSGLLKGSRI-IVPNQ------EIGNGGKTGG-CCFA

AtRABA3               SRKAMESDG-------------GATVKLDGSRIDVISGS------DLETSNIKEQASCSC

Phvul.006G115500      SKRSLESGKGKATR-------HNNVATLQGSKLDVISGA------ELEISEMKNLSSCSC

Phvul.010G116500      SKRSLECGCGKVNS-------ANNFASFKGTKVDILSGP------ELEISEMKKLSSCSC

AtRABG1               IDDMERYRS------------------VV----PT-----------IEKETPRSRCSC--

AtRABG2               QSNDIYPRG------------------QYHDSVTD-----------IIDPDQSRGCAC--

AtRABG3e              E--EMYLPD------------------TIDV--GT-----------S-NPQRSTGCEC--

Phvul.011G046100      E--ELYLPD------------------TIDV--GN-----------S-SQPRATGCEC--

AtRABG3f              E--ELYLPD------------------TIDV--GT-----------S-NQQRSTGCEC--

Phvul.010G149200      E--EMYLPD------------------TIEV--GG-----------GGRQQRSTGCEC--

AtRABG3c              E--EVYLPD------------------TIDV--AG------------ARQQRSTGCEC--

AtRABG3d              E--EPYLPD------------------TIDV--AG------------GQQQRSTGCEC--

Phvul.002G265500      Q--DIYFRG------------------ISDA--VS-------------EAEHRSSCAC--

AtRABG3a              Q--DIYFQG------------------IPDA--VT-----------E-NEPKGGGCAC--

Phvul.007G085200      Q--DIYFQG------------------IPEA--AV-----------P-ENEQRSGCAC--

AtRABG3b              Q--DIYFQP------------------DTG----------------S-VPEQRGGCAC--

AtRABH1a              SW-T-KQED------------------LVDVNLKPLMFS-SQANHQQ-----ESNCSC--

AtRABH1c              SLAT-KSDD------------------MVDVNLKTTS-N-SSQGEQQGGAGGGGGCSC--

AtRABH1b              SS-T-KQED------------------MVDVNLKSSNAN-ASLAQQQ-----SGGCSC--

Phvul.002G003500      SS-A-KQED------------------MVDVNLVSTTGN-AQ-SQPQ-----SSGCAC--

Phvul.002G003800      SS-T-KQED------------------MVDVNLRSSAGH--D-SQPD-----SGGCAC--

Phvul.003G227800      SA-T-KQED------------------MVDVNLRSSGNH--D-SQSQ-----SGGCAC--

AtRABH1d              SN-T-KNED------------------MVDVNLKPTS-N-SSQGDQQ-----GGACSC--

Phvul.002G256300      SS-T-KQED------------------MVDVNLKPTV-N-SSQTEQQ-----GGGCSC--

AtRABH1e              SS-T-KQED------------------MVDVNLKTSS-N-SAQGEQQ-----RGGCAC--

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               S-----------------------------------------------------------

Phvul.006G086000      QNPA----G------------------MV---LVD-----------RPAEGTRAASCCS-

AtRABF2a              ENPT----G------------------MV---LPN-----------GPGATAVSSSCCA-

AtRABF2b              ENPT----G------------------MV---LPD-----------RAMDRAVSSSCCA-

Phvul.002G313600      -RQS----G------------------IK---LHT-----------RATETRRGYFCCG-

Phvul.005G170900      -KPT----G------------------MN---LNS-----------NVQDRGRIYFCCSA

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      LAEG-----------------------SKSNKKNIFK-D-KP----SNNAT---SSCC--

Phvul.002G272200      IADG-----------------------SKGVRNNIFK-D-RP----PQSDASTSSCC---

Phvul.001G064800      LAEG-----------------------SSGVKKNIFK-Q-KA----QQSDASS-GGCCS-

AtRABC1               TAEG-----------------------SSGGKKNIFK-Q-NP----AQTTSTSSSYCCSS

AtRABC2b              LEEG-----------------------SSSVKRKPD------------YRAHQ-GRCCSS

AtRABC2a              LEEG-----------------------SSAVKRNILK-Q-KP----EHQTNTQ-SGCCS-

Phvul.001G181300      LEEG-----------------------STAVKRSVLK-Q-KQ----EPQASQN-SGCCS-

Phvul.007G151900      LEEG-----------------------STAVKRNVLK-Q-QQ----EPQASEI-GGCCS-

AtRABB1a              GVVD-EANE------------------P-------GITP-GPFGGKDASSSQQRRGCCG-

AtRABB1b              GVFD-VSNE------------------SSGIKIGYGRTQ-GAAGGRDGTIS-QGGGCCG-

Phvul.006G135400      GVFD-VSNE------------------SYGIKVGYGGIP-GPSGGRDGPSA-AAGGCCS-

AtRABB1c              GVFD-VSNE------------------SYGIKVGYGGIP-GPSGGRDGSTS-QGGGCCG-

AtRABE1d              TDTK---AE------------------PQGIKIT----K-QDTA--ASSSTAEKSACCSY

AtRABE1e              SDTK---AE------------------PQGIKIT----K-QDANKASSSSTNEKSACCSY

Phvul.011G066700      TDSK---AE------------------PSTIKIN----Q-DQS-G-GVGEAAQKSACCG-

Phvul.005G141600      TDSK---SE------------------PAGIKIN----Q-QDQAT-A-GQVAQKSACCG-

AtRABE1a              TDAR---AE------------------PQTIKIN----Q-SDQGA-GTSQATQKSACCGT

Phvul.007G158500      NDSK---TE------------------PSTLKIN----Q-PDNGP-GSSQSAQKSACCGS

AtRABE1c              TDSR---AE------------------PATIKIS----Q-TDQAA-GAGQATQKSACCGT

Phvul.007G011500      TDSK---AE------------------PQTIKIN----Q-PDQAD-GGGQPAQKSACCGS

Phvul.008G014300      TDSK---SE------------------PHTIKIN----Q-PDQTA-SGGLAAQKSACCGS

AtRABD2b              QPAG--GAK------------------PPTVQIR----G-QP-------VNQQSG-CCSS

AtRABD2c              QPAG--GSK------------------PPTVQIR----G-QP-------VNQQSG-CCSS

Phvul.003G224200      QPV--NNAR------------------PPTVQIR----G-QP-------VNQKGG-CCSN

AtRABD2a              QPAG-NNAR------------------PPTVQIR----G-QP-------VAQKNG-CCST

Phvul.008G047400      QPA--NNAR------------------PPTVQIR----G-QP-------VAQKGG-CCSS

Phvul.010G048200      QPSA-NNAR------------------PPTVQIR----G-QP-------VGQKGG-CCSS

Phvul.006G220500      HTTVGKS--------------------GEAVQMK----G-EP-------IPQKS-NCCG-

AtRABD1               QTNANKTSG------------------PGTVQMK----G-QP-------IQQNNGGCCGQ

Phvul.002G329200      ------------------------------------------------------------

Phvul.004G151500      ------------------------------------------------------------

AtRABA6a              ------------------------------------------------------------

AtRABA6b              SGDSKSSSSYYQLPAERRRAHEEAIVNATIDLIARELDALFPPKLGDTSSADPPNEIDPT

Phvul.007G117800      ------------------------------------------------------------

AtRABA5a              ------------------------------------------------------------

Phvul.008G135600      ------------------------------------------------------------

AtRABA5b              ------------------------------------------------------------

Phvul.008G001800      ------------------------------------------------------------

AtRABA5c              ------------------------------------------------------------

AtRABA5d              S-----------------------------------------------------------

AtRABA5e              T-----------------------------------------------------------

Phvul.011G213600      L-----------------------------------------------------------

Phvul.006G220200      S-----------------------------------------------------------

AtRABA2a              S-----------------------------------------------------------

Phvul.001G238000      ------------------------------------------------------------

Phvul.008G229600      ------------------------------------------------------------

AtRABA2b              ------------------------------------------------------------

Phvul.011G061100      ------------------------------------------------------------

AtRABA2c              ------------------------------------------------------------

AtRABA2d              ------------------------------------------------------------

Phvul.005G099300      ------------------------------------------------------------

AtRABA1e              ------------------------------------------------------------

AtRABA1h              ------------------------------------------------------------

AtRABA1i              ------------------------------------------------------------

AtRABA1f              ------------------------------------------------------------

AtRABA1g              ------------------------------------------------------------

Phvul.003G073500      ------------------------------------------------------------

Phvul.011G116100      ------------------------------------------------------------

Phvul.006G180000      ------------------------------------------------------------

Phvul.005G081400      ------------------------------------------------------------

Phvul.005G093700      ------------------------------------------------------------

AtRABA1a              ------------------------------------------------------------

AtRABA1b              ------------------------------------------------------------

AtRABA1c              ------------------------------------------------------------

AtRABA1d              ------------------------------------------------------------

AtRABA4b              S-----------------------------------------------------------

AtRABA4a              ------------------------------------------------------------

Phvul.001G253300      ------------------------------------------------------------

Phvul.002G261400      S-----------------------------------------------------------

AtRABA4c              S-----------------------------------------------------------

Phvul.007G257200      ------------------------------------------------------------

AtRABA4d              S-----------------------------------------------------------

Phvul.008G143600      S-----------------------------------------------------------

AtRABA3               ------------------------------------------------------------

Phvul.006G115500      ------------------------------------------------------------

Phvul.010G116500      ------------------------------------------------------------

AtRABG1               ------------------------------------------------------------

AtRABG2               ------------------------------------------------------------

AtRABG3e              ------------------------------------------------------------

Phvul.011G046100      ------------------------------------------------------------

AtRABG3f              ------------------------------------------------------------

Phvul.010G149200      ------------------------------------------------------------

AtRABG3c              ------------------------------------------------------------

AtRABG3d              ------------------------------------------------------------

Phvul.002G265500      ------------------------------------------------------------

AtRABG3a              ------------------------------------------------------------

Phvul.007G085200      ------------------------------------------------------------

AtRABG3b              ------------------------------------------------------------

AtRABH1a              ------------------------------------------------------------

AtRABH1c              ------------------------------------------------------------

AtRABH1b              ------------------------------------------------------------

Phvul.002G003500      ------------------------------------------------------------

Phvul.002G003800      ------------------------------------------------------------

Phvul.003G227800      ------------------------------------------------------------

AtRABH1d              ------------------------------------------------------------

Phvul.002G256300      ------------------------------------------------------------

AtRABH1e              ------------------------------------------------------------

Phvul.007G098600      ------------------------------------------------------------

AtRABF1               ------------------------------------------------------------

Phvul.006G086000      ------------------------------------------------------------

AtRABF2a              ------------------------------------------------------------

AtRABF2b              ------------------------------------------------------------

Phvul.002G313600      ------------------------------------------------------------

Phvul.005G170900      ------------------------------------------------------------

Phvul.007G106900      ------------------------------------------------------------

Phvul.009G151300      ------------------------------------------------------------

Phvul.002G272200      ------------------------------------------------------------

Phvul.001G064800      ------------------------------------------------------------

AtRABC1               ------------------------------------------------------------

AtRABC2b              ------------------------------------------------------------

AtRABC2a              ------------------------------------------------------------

Phvul.001G181300      ------------------------------------------------------------

Phvul.007G151900      ------------------------------------------------------------

AtRABB1a              ------------------------------------------------------------

AtRABB1b              ------------------------------------------------------------

Phvul.006G135400      ------------------------------------------------------------

AtRABB1c              ------------------------------------------------------------

AtRABE1d              V-----------------------------------------------------------

AtRABE1e              V-----------------------------------------------------------

Phvul.011G066700      ------------------------------------------------------------

Phvul.005G141600      ------------------------------------------------------------

AtRABE1a              ------------------------------------------------------------

Phvul.007G158500      ------------------------------------------------------------

AtRABE1c              ------------------------------------------------------------

Phvul.007G011500      ------------------------------------------------------------

Phvul.008G014300      ------------------------------------------------------------

AtRABD2b              ------------------------------------------------------------

AtRABD2c              ------------------------------------------------------------

Phvul.003G224200      ------------------------------------------------------------

AtRABD2a              ------------------------------------------------------------

Phvul.008G047400      ------------------------------------------------------------

Phvul.010G048200      ------------------------------------------------------------

Phvul.006G220500      ------------------------------------------------------------

AtRABD1               ------------------------------------------------------------

Phvul.002G329200      -----------------------------------

Phvul.004G151500      -----------------------------------

AtRABA6a              -----------------------------------

AtRABA6b              KRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

Phvul.007G117800      -----------------------------------

AtRABA5a              -----------------------------------

Phvul.008G135600      -----------------------------------

AtRABA5b              -----------------------------------

Phvul.008G001800      -----------------------------------

AtRABA5c              -----------------------------------

AtRABA5d              -----------------------------------

AtRABA5e              -----------------------------------

Phvul.011G213600      -----------------------------------

Phvul.006G220200      -----------------------------------

AtRABA2a              -----------------------------------

Phvul.001G238000      -----------------------------------

Phvul.008G229600      -----------------------------------

AtRABA2b              -----------------------------------

Phvul.011G061100      -----------------------------------

AtRABA2c              -----------------------------------

AtRABA2d              -----------------------------------

Phvul.005G099300      -----------------------------------

AtRABA1e              -----------------------------------

AtRABA1h              -----------------------------------

AtRABA1i              -----------------------------------

AtRABA1f              -----------------------------------

AtRABA1g              -----------------------------------

Phvul.003G073500      -----------------------------------

Phvul.011G116100      -----------------------------------

Phvul.006G180000      -----------------------------------

Phvul.005G081400      -----------------------------------

Phvul.005G093700      -----------------------------------

AtRABA1a              -----------------------------------

AtRABA1b              -----------------------------------

AtRABA1c              -----------------------------------

AtRABA1d              -----------------------------------

AtRABA4b              -----------------------------------

AtRABA4a              -----------------------------------

Phvul.001G253300      -----------------------------------

Phvul.002G261400      -----------------------------------

AtRABA4c              -----------------------------------

Phvul.007G257200      -----------------------------------

AtRABA4d              -----------------------------------

Phvul.008G143600      -----------------------------------

AtRABA3               -----------------------------------

Phvul.006G115500      -----------------------------------

Phvul.010G116500      -----------------------------------

AtRABG1               -----------------------------------

AtRABG2               -----------------------------------

AtRABG3e              -----------------------------------

Phvul.011G046100      -----------------------------------

AtRABG3f              -----------------------------------

Phvul.010G149200      -----------------------------------

AtRABG3c              -----------------------------------

AtRABG3d              -----------------------------------

Phvul.002G265500      -----------------------------------

AtRABG3a              -----------------------------------

Phvul.007G085200      -----------------------------------

AtRABG3b              -----------------------------------

AtRABH1a              -----------------------------------

AtRABH1c              -----------------------------------

AtRABH1b              -----------------------------------

Phvul.002G003500      -----------------------------------

Phvul.002G003800      -----------------------------------

Phvul.003G227800      -----------------------------------

AtRABH1d              -----------------------------------

Phvul.002G256300      -----------------------------------

AtRABH1e              -----------------------------------

Phvul.007G098600      -----------------------------------

AtRABF1               -----------------------------------

Phvul.006G086000      -----------------------------------

AtRABF2a              -----------------------------------

AtRABF2b              -----------------------------------

Phvul.002G313600      -----------------------------------

Phvul.005G170900      -----------------------------------

Phvul.007G106900      -----------------------------------

Phvul.009G151300      -----------------------------------

Phvul.002G272200      -----------------------------------

Phvul.001G064800      -----------------------------------

AtRABC1               -----------------------------------

AtRABC2b              -----------------------------------

AtRABC2a              -----------------------------------

Phvul.001G181300      -----------------------------------

Phvul.007G151900      -----------------------------------

AtRABB1a              -----------------------------------

AtRABB1b              -----------------------------------

Phvul.006G135400      -----------------------------------

AtRABB1c              -----------------------------------

AtRABE1d              -----------------------------------

AtRABE1e              -----------------------------------

Phvul.011G066700      -----------------------------------

Phvul.005G141600      -----------------------------------

AtRABE1a              -----------------------------------

Phvul.007G158500      -----------------------------------

AtRABE1c              -----------------------------------

Phvul.007G011500      -----------------------------------

Phvul.008G014300      -----------------------------------

AtRABD2b              -----------------------------------

AtRABD2c              -----------------------------------

Phvul.003G224200      -----------------------------------

AtRABD2a              -----------------------------------

Phvul.008G047400      -----------------------------------

Phvul.010G048200      -----------------------------------

Phvul.006G220500      -----------------------------------

AtRABD1               -----------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 15
AtRABH1a           ------------------------------------------------------------

AtRABH1c           ------------------------------------------------------------

Glyma01g41100      ------------------------------------------------------------

Glyma11g04330      ------------------------------------------------------------

Glyma05g05860      ------------------------------------------------------------

Glyma17g16200      ------------------------------------------------------------

AtRABH1b           ------------------------------------------------------------

AtRABH1d           ------------------------------------------------------------

AtRABH1e           ------------------------------------------------------------

Glyma05g31200      ------------------------------------------------------------

Glyma08g14390      ------------------------------------------------------------

Glyma11g38110      ------------------------------------------------------------

Glyma18g02040      ------------------------------------------------------------

AtRABF1            ----MGCASSLPDRNSGT---------LS-------G--------------------LSN

Glyma20g32320      ----MGCGSSLPDRDSRQ---------L--------G--------------------RPN

Glyma10g35230      ----MGCGSSLPDRGSRQ---------L--------G--------------------RPN

Glyma11g33100      ----------MATIGHNN---------LNA---KLVG--------PSSLFSISFCFFFLS

Glyma18g05120      ----------MATIGHNN---------LNA---KLVG--------PSSLFRFPLFFFSLS

AtRABF2a           ----------MASSGN--------------------------------------------

AtRABF2b           ----------MAAAGN--------------------------------------------

Glyma05g35400      ----------MART----------------------------------------------

Glyma15g01780      ----------MARP----------------------------------------------

Glyma13g43600      ----------MARP----------------------------------------------

AtRABG1            ------------------------------------------------------------

AtRABG3e           ------------------------------------------------------------

Glyma11g12630      ------------------------------------------------------------

Glyma12g04830      ------------------------------------------------------------

AtRABG3f           ------------------------------------------------------------

Glyma07g00660      ------------------------------------------------------------

Glyma08g21940      ------------------------------------------------------------

AtRABG3c           ------------------------------------------------------------

AtRABG3d           ------------------------------------------------------------

AtRABG2            ------------------------------------------------------------

Glyma05g31810      ------------------------------------------------------------

Glyma08g15080      ------------------------------------------------------------

AtRABG3a           ------------------------------------------------------------

Glyma20g31150      ------------------------------------------------------------

Glyma10g36420      ------------------------------------------------------------

AtRABG3b           ------------------------------------------------------------

Glyma09g30820      ------------------------------------------------------------

Glyma05g32520      ------------------------------------------------------------

AtRABC1            ------------------------------------------------------------

Glyma13g09260      --------------------------------------------------------MDAS

Glyma14g26690      --------------------------------------------------------MD-A

Glyma08g16680      ------------------------------------------------------------

Glyma04g39030      ------------------------------------------------------------

Glyma06g15950      ------------------------------------------------------------

Glyma10g34120      ----------------------------------------------------------MG

AtRABC2b           ----------------------------------------------------------MG

AtRABC2a           ----------------------------------------------------------MG

Glyma03g34330      ----------------------------------------------------------MS

Glyma19g37020      ----------------------------------------------------------MS

Glyma10g06780      ----------------------------------------------------------MN

Glyma13g20970      ----------------------------------------------------------MS

AtRABB1a           ------------------------------------------------------------

Glyma09g01950      ------------------------------------------------------------

Glyma15g12880      ------------------------------------------------------------

AtRABB1c           ------------------------------------------------------------

AtRABB1b           ------------------------------------------------------------

Glyma05g24120      MCHLLGFGWDSNKPHS-HCAS------LSSFLVLFSNPLQNL---LLTLLLSAT-LPLNN

Glyma19g07230      ------------------------------------------------------------

AtRABE1d           ----------------------------------------------------------MA

AtRABE1e           ----------------------------------------------------------MA

Glyma13g40870      ----------------------------------------------------------MA

Glyma15g04560      ----------------------------------------------------------MA

AtRABE1a           ----------------------------------------------------------MA

AtRABE1c           ----------------------------------------------------------MA

Glyma11g15120      ----------------------------------------------------------MA

Glyma12g07070      ----------------------------------------------------------MA

Glyma02g10450      ----------------------------------------------------------MA

Glyma18g52450      ----------------------------------------------------------MA

Glyma10g43590      ----------------------------------------------------------MA

Glyma20g23210      ----------------------------------------------------------MA

Glyma07g13890      ------------------------------------------------------------

Glyma03g26090      ------------------------------------------------------------

AtRABD2a           ------------------------------------------------------------

Glyma09g37860      ------------------------------------------------------------

Glyma18g48610      ----------MEKKHRAKPARLSSDSFVRAILLIFQGDAPTPDPSPATSHRSPA-NPRSP

Glyma05g05260      ------------------------------------------------------------

Glyma17g15550      ------------------------------------------------------------

AtRABD2b           ------------------------------------------------------------

AtRABD2c           ------------------------------------------------------------

Glyma16g00340      ------------------------------------------------------------

AtRABD1            ------------------------------------------------------------

Glyma07g11420      -----------------------------------------------------------M

Glyma05g33970      ------------------------------------------------------------

Glyma08g05800      ------------------------------------------------------------

AtRABA6a           ------------------------------------------------------------

AtRABA6b           ------------------------------------------------------------

AtRABA5a           -----------------------------------------------------------M

Glyma10g31470      -----------------------------------------------------------M

Glyma20g36100      -----------------------------------------------------------M

Glyma08g47610      ------------------------------------------------------------

Glyma18g53870      ------------------------------------------------------------

AtRABA5c           ------------------------------------------------------------

AtRABA5d           ------------------------------------------------------------

AtRABA5e           ------------------------------------------------------------

Glyma08g45920      ------------------------------------------------------------

AtRABA5b           ------------------------------------------------------------

AtRABA2a           ------------------------------------------------------------

Glyma12g28660      ------------------------------------------------------------

Glyma16g00350      ------------------------------------------------------------

AtRABA2b           ------------------------------------------------------------

Glyma18g03760      ---------------------------MYLILEIIFHWGS-----------WSRVVSGVG

Glyma02g41940      ------------------------------------------------------------

Glyma14g07040      ------------------------------------------------------------

Glyma11g14360      ------------------------------------------------------------

Glyma12g06280      ------------------------------------------------------------

AtRABA2c           ------------------------------------------------------------

AtRABA2d           ------------------------------------------------------------

AtRABA1a           ------------------------------------------------------------

Glyma12g34000      ------------------------------------------------------------

Glyma13g36530      ------------------------------------------------------------

AtRABA1c           ------------------------------------------------------------

AtRABA1d           ------------------------------------------------------------

AtRABA1b           ------------------------------------------------------------

Glyma12g35970      ------------------------------------------------------------

Glyma13g34410      ------------------------------------------------------------

Glyma12g33550      ------------------------------------------------------------

Glyma13g36910      ------------------------------------------------------------

AtRABA1e           ------------------------------------------------------------

AtRABA1g           ------------------------------------------------------------

AtRABA1f           ------------------------------------------------------------

Glyma10g08020      ------------------------------------------------------------

Glyma13g21850      ------------------------------------------------------------

Glyma06g43830      ------------------------------------------------------------

Glyma12g14070      ------------------------------------------------------------

Glyma07g32420      ------------------------------------------------------------

Glyma13g24160      ------------------------------------------------------------

AtRABA1h           ------------------------------------------------------------

AtRABA1i           ------------------------------------------------------------

Glyma09g00610      ----------------------------------------------------------MV

Glyma12g36760      ----------------------------------------------------------MA

AtRABA4b           -------------------------------------M-------------------AGG

AtRABA4a           -------------------------------------M-------------------TSG

Glyma11g38010      -------------------------------------M-------------------ASG

Glyma18g01910      -------------------------------------M-------------------ASG

Glyma05g31020      ----------------------------------MAGA-------------------GAG

Glyma08g14230      ------------------------------------MA-------------------GAG

AtRABA4c           ----------------------------------------------------------MS

Glyma11g17460      ----------------------------------------------------------MS

AtRABA4d           ----------------------------------------------------------MS

Glyma02g29900      ----------------------------------------------------------MS

Glyma10g12110      ---------------------------------------------------------MMS

AtRABA3            ---------------------------MN---EEMSGESP-----------E----NNKH

Glyma07g05860      ---------------------------MN---QEMNGVEA-----------EKRQENGHE

Glyma16g02460      ---------------------------MN---PEMNGVEA-----------EKRQENGHE

Glyma03g42030      ---------------------------MN---QEMNGVEA-----------ERV------

Glyma19g44730      ---------------------------MN---QEMNGVEA-----------ERV------

AtRABH1a           ------MGDLGKGYKLVFLGDQGVGK-----TSIITCFMYGK-FDTSYQATIGIDFLSK-

AtRABH1c           ----MASVSPLAKFKLVFLGDQSVGK-----TSIITRFMYDK-FDTTYQPTIGIDFLSK-

Glyma01g41100      ----MAPVSALAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDNTYQATIGIDFLSK-

Glyma11g04330      ----MASVSALAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDNTYQATIGIDFLSK-

Glyma05g05860      ----MAPVSALAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDNTYQATIGIDFLSK-

Glyma17g16200      ----MAPVSALAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDNTYQATIGIDFLSK-

AtRABH1b           ----MAPVSALAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDNTYQATIGIDFLSK-

AtRABH1d           ----MASVSPLAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDTTYQATIGIDFLSK-

AtRABH1e           ----MASVSPLAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDTTYQATIGIDFLSK-

Glyma05g31200      ----MATVSPLAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDTTYQATIGIDFLSK-

Glyma08g14390      ----MATVSPLAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDTTYQATIGIDFLSK-

Glyma11g38110      --------------------------------------MYDK-FDTNYQATIGIDFLSK-

Glyma18g02040      ----MATVSPLAKYKLVFLGDQSVGK-----TSIITRFMYDK-FDINYQATIGIDFLSK-

AtRABF1            SENAVPADAKNLRVKLVLLGDSGVGK-----SCIVLRFVRGQ-FDATSKVTVGASFLSQ-

Glyma20g32320      SENGGGQDAKNLRVKLVLLGDSGVGK-----SCIVLRFVRGQ-FDPTSKVTVGASFLSQ-

Glyma10g35230      SENGGGQDAKNLRVKLVLLGDSGVGK-----SCIVLRFVRGQ-FDPTSKVTVGASFLSQ-

Glyma11g33100      QSFSIPMMFSPCSFHQVLLGDMGAGK-----SSLVLRFVKGQ-FLEFQESTIGAAFFSQ-

Glyma18g05120      QFSSIPIMFSLCSLHQVLLGDMGAGK-----SSLVLRFVKGQ-FLEFQESTIGAAFFSQ-

AtRABF2a           ---------KNINAKLVLLGDVGAGK-----SSLVLRFVKDQ-FVEFQESTIGAAFFSQ-

AtRABF2b           ---------KSINAKLVLLGDVGAGK-----SSLVLRFVKDQ-FVEFQESTIGAAFFSQ-

Glyma05g35400      -------RNKSLQAKLVLLGDMGAGK-----TSLVLRFVKGE-FSEYQESTIGAAFFTH-

Glyma15g01780      -------GNKIIQAKLVLLGDMGTGK-----TSIALRFVKGH-FFPNQEPTIGAAFFTQ-

Glyma13g43600      -------GNKIIQAKLVLLGDMGTGK-----TSIALRFVKGH-FFPNQEPTIGAAFFTQ-

AtRABG1            --------MEKTKLKIILLGDSGVGK-----TSLLKRYNDKD-FKQLHNSTIYVDLVTK-

AtRABG3e           -----MPSRRRTLLKVIILGDSGVGK-----TSLMNQYVNKK-FSNQYKATIGADFLTK-

Glyma11g12630      -----MPSRRRTLLKVIILGDSGVGK-----TSLMNQYVNKK-FSNQYKATIGADFLTK-

Glyma12g04830      -----MPSRRRTLLKVIILGDSGVGK-----TSLMNQYVNKK-FSNQYKATIGADFLTK-

AtRABG3f           -----MPSRRRTLLKVIILGDSGVGK-----TSLMNQYVNKK-FSNQYKATIGADFLTK-

Glyma07g00660      -----MASRRRMLLKVIILGDSGVGK-----TSLMNQYVNRK-FSNQYKATIGADFLTK-

Glyma08g21940      -----MASRRRMLLKVIILGDSGVGK-----TSLMNQYVNRK-FSNQYKATIGADFLTK-

AtRABG3c           -----MASRRRVLLKVIILGDSGVGK-----TSLMNQFVNRK-FSNQYKATIGADFLTK-

AtRABG3d           -----MSSRRRVLLKVIILGDSGVGK-----TSLMNQFVNRK-FSNQYKATIGADFLTK-

AtRABG2            ----MDSLKNRTLLKVIVLGDSGVGK-----TSLMNQYVYKK-FNKQYKATIGADFVTK-

Glyma05g31810      ---MDISQRKRTLLKIIVLGDSGVGK-----TSLMNQYVYRK-FSQQYKATIGADFVTK-

Glyma08g15080      ---MDISQRKRTLLKIIVLGDSGVGK-----TSLMNQYVYRK-FSQQYKATIGADFVTK-

AtRABG3a           -----MATRRRTLLKVIVLGDSGVGK-----TSLMNQYVHKK-FSMQYKATIGADFVTK-

Glyma20g31150      -----MSLRRRTLLKVIVLGDSGVGK-----TSLMNQYVHKK-FSQQYKATIGADFVTK-

Glyma10g36420      -----MSLRRRTLLKVIVLGDSGVGK-----TSLMNQYVHKK-FSQQYKATIGADFVTK-

AtRABG3b           -----MSTRRRTLLKVIILGDSGVGK-----TSLMNQYVNNK-FSQQYKATIGADFVTK-

Glyma09g30820      ------------------IGESGVGK-----SNLISRFAKDE-FRLDSKPSIGVEFAYG-

Glyma05g32520      MHNSGFLNQKEILGKRNCIAHARVNITTFLVTALLLSFRL---QFPFGFHSLGVDFKVK-

AtRABC1            MGSSSGQPEFDYLFKVLLIGDSGVGK-----SSLLLSFTSN--TFDDLSPTIGVDFKVK-

Glyma13g09260      SSSSSTQPEFDYLFKLLLIGDSGVGK-----STLLLSFTSD--TFEDLSPTIGVDFKVK-

Glyma14g26690      SSSSSSQPEFDYLFKLLLIGDSGVGK-----STLLLSFTSD--TFEDLSPTIGVDFKVK-

Glyma08g16680      MDSSSGHQEFDYLFKLLMIGDSGVGK-----SSLLLSFTSD--AFEDLSPTIGVDFKVK-

Glyma04g39030      -MDSSSTQEFEYLFKLLMIGDSGVGK-----SSLLLCFTSD--SFEDLSPTIGVDFKVK-

Glyma06g15950      -MESSPTQEFEYLFKLLMIGDSGVGK-----SSLLLCFTSD--SFEDLSPTIGVDFKVK-

Glyma10g34120      SASRVESSNYDYSFKVLLIGDSGVGK-----SSLLLSFISNSNSINDLSPTIGVDFKIK-

AtRABC2b           S-S-SGQSGYDLSFKILLIGDSGVGK-----SSLLLSFISS--SVEDLAPTIGVDFKIK-

AtRABC2a           S-SS-GQSGYDLSFKILLIGDSGVGK-----SSLLVSFISS--SVEDLAPTIGVDFKIK-

Glyma03g34330      S-SSGQSSGYDLSFKILLIGDSGVGK-----SSLLVSFISS--SVEDLSPTIGVDFKIK-

Glyma19g37020      S-SSGQSSGYDLSFKILLIGDSGVGK-----SSLLVSFISS--SVEDLSPTIGVDFKIK-

Glyma10g06780      S-SSGQSSGYDLSFKILLIGDSAVGK-----SSLLVSFISN--SAEDIAPTIGVDFKIK-

Glyma13g20970      S-SSGQSSGYDLSFKILLIGDSAVGK-----SSLLVSFISN--SAEDIAPTIGVDFKIK-

AtRABB1a           -------MSYAYRFKYIIIGDTGVGK-----SCLLLKFTDKR-FQAVHDLTIGVEFGAK-

Glyma09g01950      -------MSYAYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

Glyma15g12880      -------MSYAYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

AtRABB1c           -------MSYAYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

AtRABB1b           -------MSYDYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

Glyma05g24120      VVSRRTAMSYDYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

Glyma19g07230      -------MSYDYLFKYIIIGDTGVGK-----SCLLLQFTDKR-FQPVHDLTIGVEFGAR-

AtRABE1d           VAPARARSDYDYLIKLLLIGDSGVGK-----SCLLLRFSDDT-FTTSFITTIGIDFKIR-

AtRABE1e           VAPARARSDYDYLIKLLLIGDSGVGK-----SCLLLRFSDDT-FTTSFITTIGIDFKIR-

Glyma13g40870      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma15g04560      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

AtRABE1a           APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

AtRABE1c           APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma11g15120      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma12g07070      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma02g10450      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma18g52450      APPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma10g43590      AAPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma20g23210      AAPARARADYDYLIKLLLIGDSGVGK-----SCLLLRFSDGS-FTTSFITTIGIDFKIR-

Glyma07g13890      -------------------------M-----EMYIAAQYYDS-YIESYISTIGVDFVNTI

Glyma03g26090      -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YIESYISTIGVDFKIR-

AtRABD2a           -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFSDDS-YVESYISTIGVDFKIR-

Glyma09g37860      -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFSDDS-YIESYISTIGVDFKIR-

Glyma18g48610      LSSLEMNPECDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YIESYISTIGVDLKIR-

Glyma05g05260      -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YLDSYISTIGVDFKIR-

Glyma17g15550      -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YLDSYISTIGVDFKIR-

AtRABD2b           -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YLDSYISTIGVDFKIR-

AtRABD2c           -----MNPEYDYLFKLLLIGDSGVGK-----SCLLLRFADDS-YLDSYISTIGVDFKIR-

Glyma16g00340      -----MSNEYDYLFKLLLIGDSSVGK-----SCLLLRFADDS-YVDSYISTIGVDFKIR-

AtRABD1            -----MSNEYDYLFKLLLIGDSSVGK-----SCLLLRFADDA-YIDSYISTIGVDFKIR-

Glyma07g11420      AVADAFDEQCDYLFKAVLIGDSGVGK-----SNLISRFAKDE-FRLDSKPTIGVEFAYR-

Glyma05g33970      -MADAFDEECDYLFKAVLIGDSGVGK-----SNMLSRFAKDE-FRLDSKPTIGVEFAYR-

Glyma08g05800      -MADAFDEECDYLFKAVLIGDSGVGK-----SNLLSRFAKDE-FRLDSKPTIGVEFAYR-

AtRABA6a           MAEDTYEEECDYLFKAVLIGDSAVGK-----SNLLSRFSKDE-FRFDSKPTIGVEFAYR-

AtRABA6b           MAEESYDEECDYLFKAVLIGDSAVGK-----SNLLSRFSRDE-FRLDSKPTIGVDFAYR-

AtRABA5a           AFYSEDDKSEDYLFKIVLIGDSAVGK-----SNLLARFARDE-FYPNSKSTIGVEFQTQ-

Glyma10g31470      AFYNEEEKTEDYLFKIVLIGDSAVGK-----SNLLARFARDE-FYPNSKSTIGVEFQTQ-

Glyma20g36100      AFYNEEEKTEDYLFKIVLIGDSAVGK-----SNLLARFARDE-FYPNSKSTIGVEFQTQ-

Glyma08g47610      MSGSEDEGGEEYLFKIVIIGDSAVGK-----SNLLSRYARNE-FNMHSKATIGVEFQTQ-

Glyma18g53870      MSGSEDEGGEEYLFKIVIIGDSAVGK-----SNLLSRYARNE-FNMHSKATIGVEFQTQ-

AtRABA5c           -MSDDDERGEEYLFKIVIIGDSAVGK-----SNLLTRYARNE-FNPNSKATIGVEFQTQ-

AtRABA5d           -MSSDDEGGEEYLFKIVIIGDSAVGK-----SNLLSRYARNE-FNAHSKATIGVEFQTQ-

AtRABA5e           -MSSDDEGREEYLFKIVVIGDSAVGK-----SNLLSRYARNE-FSANSKATIGVEFQTQ-

Glyma08g45920      -MAENGEGGEEYLFKIVLIGDSAVGK-----SNLLSRFARNE-FDSNSKATIGVEFQTQ-

AtRABA5b           -MGKEDDRGEEYLFKIVLIGDSAVGK-----SNLLSRFSRDE-FDTNSKATIGVEFQTQ-

AtRABA2a           -MARRPDEEYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FCLESKSTIGVEFATR-

Glyma12g28660      -MARRAEEEYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FCLESKSTIGVEFATR-

Glyma16g00350      -MARRAEEEYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FCLESKSTIGVEFATR-

AtRABA2b           -MANRIDHEYDYLFKIVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

Glyma18g03760      SMAYKVDHEYDYLFKIVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

Glyma02g41940      -MAFKVDHEYDYLFKVVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

Glyma14g07040      -MAYKVDHEYDYLFKVVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

Glyma11g14360      -MAHRVDHEYDYLFKIVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

Glyma12g06280      -MAHRVDHEYDYLFKIVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

AtRABA2c           -MTHRVDQEYDYLFKIVLIGDSGVGK-----SNILSRFTRNE-FCLESKSTIGVEFATR-

AtRABA2d           -MAHRVEQDYDYLFKIVLIGDSGVGK-----TNILSRFTRNE-FCLESKSTIGVEFATR-

AtRABA1a           MAGYRADEEYDYLFKLVLIGDSGVGK-----SNLLSRFTKNE-FNLESKSTIGVEFATK-

Glyma12g34000      MAGYKGDDEYDYLFKLVLIGDSGVGK-----SNLLSRFTRNE-FNLESKSTIGVEFATK-

Glyma13g36530      MAGYKGDDEYDYLFKLVLIGDSGVGK-----SNLLSRFTRNE-FNLESKSTIGVEFATK-

AtRABA1c           MAGYRADDEYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FSLESKSTIGVEFATR-

AtRABA1d           MAGYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FSLESKSTIGVEFATR-

AtRABA1b           MAGYRVEDDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FNLESKSTIGVEFATR-

Glyma12g35970      MAGYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FNLESKSTIGVEFATR-

Glyma13g34410      MAGYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FNLESKSTIGVEFATR-

Glyma12g33550      ---MGADEDYDYLFKLVLIGDSGVGK-----SNLLSRFTRNE-FSLETKSTIGVEFATR-

Glyma13g36910      ---MGADEDYDYLFKLVLIGDSGVGK-----SNLLSRFTRNE-FSLETKSTIGVEFATR-

AtRABA1e           MGAYRADDDYDYLFKLVLIGDSGVGK-----SNLLSRFTRNE-FSIESKSTIGVEFATR-

AtRABA1g           MAAYRADDDYDFLYKVVLIGDSGVGK-----SNLLSRFTRNE-FSLESKSTIGVEFATR-

AtRABA1f           MAAYRADDEYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FSLESKSTIGVEFATR-

Glyma10g08020      MGAYRADEDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FSLESKSTIGVEFATR-

Glyma13g21850      MGAYRADEDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FSLESKSTIGVEFATR-

Glyma06g43830      MGAYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FSLESKSTIGVEFATR-

Glyma12g14070      MGAYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTKNE-FSLESKSTIGVEFATR-

Glyma07g32420      MAAYKADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FSLESKSTIGVEFATR-

Glyma13g24160      MGAYRADDDYDYLFKVVLIGDSGVGK-----SNLLSRFTRNE-FSLESKSTIGVEFATR-

AtRABA1h           MGTYKAEDDYDYLFKVVLTGDSGVGK-----SNLLSRFTRND-FSHDSRSTIGVEFATRR

AtRABA1i           MGAYRAEDDYDYLFKVVLTGDSGVGK-----SNLLSRFTRND-FSHDSRATIGVEFATR-

Glyma09g00610      QWQGDADEGIDYMFKIVMVGDSGVGK-----SQLLNRFVKNE-FHMKSKPTIGVEFLTR-

Glyma12g36760      QWQGNADEGIDYMFKIVMTGDSGVGK-----SQLLNRFVKNE-FHMKSKPTIGVEFLTR-

AtRABA4b           GGYGGASGKVDYVFKVVLIGDSAVGK-----SQLLARFARDE-FSMDSKATIGVEFQTR-

AtRABA4a           GGYGDPSQKIDYVFKVVLIGDSAVGK-----SQILARYARDE-FSLDSKATIGVEFQTR-

Glyma11g38010      GGYGDANQKVDYVFKVVLIGDSAVGK-----SQILARFARNE-FSLDSKATIGVEFQTR-

Glyma18g01910      RSYGDANQKVDYVFKVVLIGDSAVGK-----SQILARFARNE-FSLDSKATIGVEFQTR-

Glyma05g31020      GGYGDANQRIDYVFKVVLIGDSAVGK-----SQILARFARNE-FSLDSKSTIGVEFQTR-

Glyma08g14230      GGYGDANQRIDYVFKVVLIGDSAVGK-----SQILARFARNE-FSLDSKSTIGVEFQTR-

AtRABA4c           KFQSNFNQKIDYVFKVVLIGDSAVGK-----SQLLARFSRNE-FSIESKATIGVEFQTR-

Glyma11g17460      NLYGDYNQKIDYVFKVVLIGDSAVGK-----TQLLARFARNE-FSLDSKATIGVEFQTK-

AtRABA4d           NLYGDYNQKIDYVFKVVLIGDSAVGK-----TQLLARFARNE-FSVDSKATIGVEFQTK-

Glyma02g29900      NLYGEYNHKIDYVFKVVLVGDSAVGK-----TQLLARFAKNQ-FNVDSKATIGVEFQTK-

Glyma10g12110      NLYGEYNQKIDYVFKVVLIGDSAVGK-----TQLLARFAKNQ-FSVDSKATIGVEFQTK-

AtRABA3            VKKPTMPEKIDYVFKVVVIGDSAVGK-----TQLLSRFTHNE-FCYDSKSTIGVEFQTR-

Glyma07g05860      KVDYDVQEKIDYVFKVVVIGDSAVGK-----TQILSRFAKNE-FCFDSKSTIGVEFQTR-

Glyma16g02460      KVDYDVQEKIDYVFKVVVIGDSAVGK-----TQILSRFAKNE-FCFDSKSTIGVEFQTR-

Glyma03g42030      --KVNVHDKIDYVFKVVVIGDSAVGK-----TQILSRFAKNE-FCFDSKSTIGVEFQTR-

Glyma19g44730      --KVNVHDKIDYVFKVVVIGDSAVGK-----TQILSRFAKNE-FCFNSKSTIGVEFQTR-

                                                                     ::   :    

AtRABH1a           ---TTRY-----------------ED-RTF-----------------------R-LQLWY

AtRABH1c           ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma01g41100      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma11g04330      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma05g05860      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma17g16200      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

AtRABH1b           ---TMYL-----------------ED-RTV-----------------------R-LQLW-

AtRABH1d           ---TMYL-----------------ED-RTV-----------------------R-LQLW-

AtRABH1e           ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma05g31200      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma08g14390      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma11g38110      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

Glyma18g02040      ---TMYL-----------------ED-RTV-----------------------R-LQLW-

AtRABF1            ---TIAL-----------------QDSTTV-----------------------K-FEIW-

Glyma20g32320      ---TIAL-----------------QDSTTV-----------------------K-FEIW-

Glyma10g35230      ---TIAL-----------------QDSTTV-----------------------K-FEIW-

Glyma11g33100      ---TLAV-----------------ND-ATV-----------------------K-FEIW-

Glyma18g05120      ---TLAV-----------------ND-ATV-----------------------K-FEIW-

AtRABF2a           ---TLAV-----------------ND-ATV-----------------------K-FEIW-

AtRABF2b           ---TLAV-----------------ND-ATV-----------------------K-FEIW-

Glyma05g35400      ---VLSL-----------------NE-ATV-----------------------K-FDIW-

Glyma15g01780      ---ILSL-----------------SE-ATV-----------------------K-FDIW-

Glyma13g43600      ---ILSL-----------------SE-ATV-----------------------K-FDVW-

AtRABG1            ---EICI-----------------AE-RQV-----------------------I-LQIW-

AtRABG3e           ---EVQF-----------------ED-RLF-----------------------T-LQIW-

Glyma11g12630      ---EVQF-----------------ED-RLF-----------------------T-LQIW-

Glyma12g04830      ---EVQF-----------------ED-RLF-----------------------T-LQIW-

AtRABG3f           ---EVQF-----------------ED-RLF-----------------------T-LQIW-

Glyma07g00660      ---EVQF-----------------ED-RLF-----------------------T-LQIW-

Glyma08g21940      ---EVQF-----------------ED-RLF-----------------------T-LQIW-

AtRABG3c           ---EVQI-----------------DD-RIF-----------------------T-LQIW-

AtRABG3d           ---EVQI-----------------DD-RIF-----------------------T-LQIW-

AtRABG2            ---ELHI-----------------DE-KSV-----------------------T-LQIW-

Glyma05g31810      ---EIQV-----------------DD-KLV-----------------------T-LQIW-

Glyma08g15080      ---EIQV-----------------DD-KLV-----------------------T-LQIW-

AtRABG3a           ---ELQI-----------------GE-KLV-----------------------T-LQIW-

Glyma20g31150      ---ELQI-----------------DD-RLV-----------------------T-LQIW-

Glyma10g36420      ---ELQI-----------------DD-RLV-----------------------T-LQIW-

AtRABG3b           ---ELQI-----------------DD-RLV-----------------------T-LQIW-

Glyma09g30820      ---NIKL-----------------GQ-GQAHQSTDMGHCRPRETITKPPRDLENLHQIL-

Glyma05g32520      ---YVTM-----------------GG-KKL-----------------------K-LAIW-

AtRABC1            ---YLTI-----------------GE-KKL-----------------------K-LAIW-

Glyma13g09260      ---YVTM-----------------GG-KKL-----------------------K-LAIW-

Glyma14g26690      ---YVTI-----------------GG-KKL-----------------------K-LAIW-

Glyma08g16680      ---YVMM-----------------GG-KKL-----------------------K-LAIW-

Glyma04g39030      ---YLTM-----------------EG-KKL-----------------------K-LAIW-

Glyma06g15950      ---YLTM-----------------EG-KKL-----------------------K-LAIW-

Glyma10g34120      ---LFTV-----------------GG-KRL-----------------------K-LTIW-

AtRABC2b           ---QMKV-----------------RG-KRL-----------------------K-LTIW-

AtRABC2a           ---QLTV-----------------GG-KRL-----------------------K-LTIW-

Glyma03g34330      ---TLTV-----------------GG-KRL-----------------------K-LTIW-

Glyma19g37020      ---TLTV-----------------GG-KRL-----------------------K-LTIW-

Glyma10g06780      ---MLTV-----------------GG-KRL-----------------------K-LTIW-

Glyma13g20970      ---MLTV-----------------GG-KRL-----------------------K-LTIW-

AtRABB1a           ---TITI-----------------DN-KPI-----------------------K-LQIW-

Glyma09g01950      ---MITI-----------------DN-KPI-----------------------K-LQIW-

Glyma15g12880      ---MITI-----------------DN-KPI-----------------------K-LQIW-

AtRABB1c           ---MITI-----------------DN-KPI-----------------------K-LQIW-

AtRABB1b           ---MVTV-----------------DG-RPI-----------------------K-LQIW-

Glyma05g24120      ---MVSI-----------------DS-RPI-----------------------K-LQIW-

Glyma19g07230      ---MVTI-----------------DS-RPI-----------------------K-LQIW-

AtRABE1d           ---TVEL-----------------DG-KRI-----------------------K-LQIW-

AtRABE1e           ---TVEL-----------------DG-KRI-----------------------K-LQIW-

Glyma13g40870      ---TIEQ-----------------DG-KRI-----------------------K-LQIW-

Glyma15g04560      ---TIEQ-----------------DG-KRI-----------------------K-LQIW-

AtRABE1a           ---TIEL-----------------DG-KRI-----------------------K-LQIW-

AtRABE1c           ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma11g15120      ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma12g07070      ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma02g10450      ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma18g52450      ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma10g43590      ---TIEL-----------------DG-KRI-----------------------K-LQIW-

Glyma20g23210      ---TIEL-----------------DS-KRI-----------------------K-LQIW-

Glyma07g13890      KFALLKR-----------------MG-RQL-----------------------NYRLYW-

Glyma03g26090      ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

AtRABD2a           ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

Glyma09g37860      ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

Glyma18g48610      ---TVEQ-----------------DG-KTI-----------------------K-LQMW-

Glyma05g05260      ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

Glyma17g15550      ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

AtRABD2b           ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

AtRABD2c           ---TVEQ-----------------DG-KTI-----------------------K-LQIW-

Glyma16g00340      ---TVEL-----------------EG-KTV-----------------------K-LQIW-

AtRABD1            ---TIEQ-----------------DG-KTI-----------------------K-LQIW-

Glyma07g11420      ---NIKV-----------------RD-KLI-----------------------K-AQIW-

Glyma05g33970      ---NIRV-----------------GD-KLI-----------------------K-AQIW-

Glyma08g05800      ---NIKV-----------------GD-KLI-----------------------K-AQIW-

AtRABA6a           ---NVHV-----------------GD-KII-----------------------K-AQIW-

AtRABA6b           ---NVRV-----------------GD-KTI-----------------------K-AQIW-

AtRABA5a           ---KMDI-----------------NG-KEI-----------------------K-AQIW-

Glyma10g31470      ---KMDI-----------------NG-KEV-----------------------K-AQIW-

Glyma20g36100      ---KMDI-----------------NG-KEV-----------------------K-AQIW-

Glyma08g47610      ---CLEI-----------------DS-KEV-----------------------K-AQIW-

Glyma18g53870      ---CLEI-----------------DS-KEV-----------------------K-AQIW-

AtRABA5c           ---SMLI-----------------DG-KEV-----------------------K-AQIW-

AtRABA5d           ---NMEI-----------------EG-KEV-----------------------K-AQIW-

AtRABA5e           ---SMEI-----------------EG-KEV-----------------------K-AQIW-

Glyma08g45920      ---LVEI-----------------DG-KEI-----------------------K-AQIW-

AtRABA5b           ---LVEI-----------------EG-KEV-----------------------K-AQIW-

AtRABA2a           ---TLQV-----------------EG-RTV-----------------------K-AQIW-

Glyma12g28660      ---TLQV-----------------EG-RTV-----------------------K-AQIW-

Glyma16g00350      ---TLQV-----------------EG-RTV-----------------------K-AQIW-

AtRABA2b           ---TLQVISLLSLSLNLDNFPPDQFG-KTV-----------------------K-AQIW-

Glyma18g03760      ---TLQV-----------------EG-KTV-----------------------K-AQIW-

Glyma02g41940      ---TLQV-----------------EG-KTV-----------------------K-AQIW-

Glyma14g07040      ---TLQV-----------------EG-KTV-----------------------K-AQIW-

Glyma11g14360      ---TLQV-----------------EG-KTV-----------------------K-AQIW-

Glyma12g06280      ---TLQV-----------------EG-KTV-----------------------K-AQIW-

AtRABA2c           ---TTQV-----------------EG-KTI-----------------------K-AQIW-

AtRABA2d           ---TLQV-----------------EG-KTV-----------------------K-AQIW-

AtRABA1a           ---TTKV-----------------EG-KVV-----------------------K-AQIW-

Glyma12g34000      ---SLNI-----------------DA-KVI-----------------------K-AQIW-

Glyma13g36530      ---SLDI-----------------DA-KVI-----------------------K-AQIW-

AtRABA1c           ---SLNV-----------------DD-KVI-----------------------K-AQIW-

AtRABA1d           ---SLNV-----------------NE-KVI-----------------------K-AQIW-

AtRABA1b           ---TLKV-----------------DG-KVV-----------------------K-AQIW-

Glyma12g35970      ---TLNV-----------------DS-KVI-----------------------K-AQIW-

Glyma13g34410      ---TLNV-----------------DS-KVI-----------------------K-AQIW-

Glyma12g33550      ---SVPV-----------------DS-KLV-----------------------K-AQIW-

Glyma13g36910      ---SVPV-----------------DS-KLV-----------------------K-AQIW-

AtRABA1e           ---SVHV-----------------DE-KII-----------------------K-AQLW-

AtRABA1g           ---SIHV-----------------DE-KIV-----------------------K-AQIW-

AtRABA1f           ---SIHV-----------------DD-KIV-----------------------K-AQIW-

Glyma10g08020      ---SIRV-----------------DD-KVL-----------------------K-AQIW-

Glyma13g21850      ---SIRV-----------------DE-KVL-----------------------K-AQIW-

Glyma06g43830      ---SIHV-----------------DD-KIV-----------------------K-AQIW-

Glyma12g14070      ---SIHV-----------------DD-KIV-----------------------K-AQIW-

Glyma07g32420      ---SIRV-----------------DD-KVV-----------------------K-AQIW-

Glyma13g24160      ---SIRV-----------------DD-KVV-----------------------K-AQIW-

AtRABA1h           ---GIQV-----------------DD-KIV-----------------------K-AQIW-

AtRABA1i           ---SIQC-----------------DD-KIV-----------------------K-AQIW-

Glyma09g00610      ---TVVM-----------------DH-KLV-----------------------K-AQIW-

Glyma12g36760      ---TVVM-----------------DH-KLV-----------------------K-AQIW-

AtRABA4b           ---TLSI-----------------EQ-KSI-----------------------K-AQIW-

AtRABA4a           ---TLVI-----------------DH-KSV-----------------------K-AQIW-

Glyma11g38010      ---TLVI-----------------QH-KSV-----------------------K-AQIW-

Glyma18g01910      ---TLVI-----------------QH-KSI-----------------------K-AQIW-

Glyma05g31020      ---TLVI-----------------DH-KTV-----------------------K-AQIW-

Glyma08g14230      ---TLVI-----------------DH-KTV-----------------------K-AQIW-

AtRABA4c           ---TLEI-----------------DR-KTI-----------------------K-AQIW-

Glyma11g17460      ---TLII-----------------DN-KII-----------------------K-AQIW-

AtRABA4d           ---TLVI-----------------DN-KTV-----------------------K-AQIW-

Glyma02g29900      ---TLII-----------------DK-KTV-----------------------K-AQIW-

Glyma10g12110      ---TLII-----------------DN-KTV-----------------------K-AQIW-

AtRABA3            ---TITL-----------------RG-KLV-----------------------K-AQIW-

Glyma07g05860      ---TVTI-----------------NG-KVI-----------------------K-AQIW-

Glyma16g02460      ---TVTI-----------------NA-KVI-----------------------K-AQIW-

Glyma03g42030      ---TVTI-----------------NG-KVI-----------------------K-AQIW-

Glyma19g44730      ---SVTI-----------------NG-KVI-----------------------K-AQIW-

AtRABH1a           KKLSLGDTA-------GQERFKSLVPSYIRDSSVAVIVYDVASKQSFINTS-KWIEEVRA

AtRABH1c           ------DTA-------GQERFRSLIPSYIRDSSVAIVVYDVSNRQTFLNTS-KWIEDVHR

Glyma01g41100      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRT

Glyma11g04330      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTA-KWIEEVRT

Glyma05g05860      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRS

Glyma17g16200      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVASRQTFLNTS-KWIEEVRS

AtRABH1b           ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVASRQSFLNTT-KWIDEVRT

AtRABH1d           ------DTA-------GQERFRSLIPSYIRDSSVAVVVYDVANRLSFLNTS-KWIEEVRN

AtRABH1e           ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTS-KWIEDVRT

Glyma05g31200      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRT

Glyma08g14390      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWVEEVRT

Glyma11g38110      ------DTA-------GQERFRSLIPSYIRDSSVAVIVYDVANRQSFLNTN-KWIEEVRT

Glyma18g02040      ------DTA-------GQERFRSLIPSYIRDSSVAVVVYDVANRQSFLNTN-KWIEEVRT

AtRABF1            ------DTA-------GQERYSALAPLYYRGAGVAVIVYDITSPESFKKAQ-YWVKELQK

Glyma20g32320      ------DTA-------GQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQK

Glyma10g35230      ------DTA-------GQERYAALAPLYYRGAAVAVIVYDITSPESFSKAQ-YWVKELQK

Glyma11g33100      ------DTA-------GQERYHSLAPMYYRGAAAAIIVYDITSSDSFTRAK-KWVQELQK

Glyma18g05120      ------DTA-------GQERYHSLAPMYYRGAAAAIIVYDITSSDSFTRAK-KWVQELQK

AtRABF2a           ------DTA-------GQERYHSLAPMYYRGAAAAIIVFDITNQASFERAK-KWVQELQA

AtRABF2b           ------DTA-------GQERYHSLAPMYYRGAAAAIIVFDVTNQASFERAK-KWVQELQA

Glyma05g35400      ------DTA-------GQERYHSLAPMYYRGAAAAIVVYDITSMDSFVRAK-KWVREVQR

Glyma15g01780      ------DTA-------GQERYHSLAPMYYRGAAAAIVVYDISSVDTFVRAK-KWVQELQT

Glyma13g43600      ------DTA-------GQERYHSLAPMYYRGAAAAIVVYDISSVDTFVRAK-KMGSGIAN

AtRABG1            ------DTA-------GQERFKSLPSRFYRDTDCCVLVYDVNTLKTFESID-NWHDEFIK

AtRABG3e           ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNSAKSFEDLN-NWREEFLI

Glyma11g12630      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLI

Glyma12g04830      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNSMKSFDNLN-NWREEFLI

AtRABG3f           ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNSMKSFENLN-NWREEFLI

Glyma07g00660      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLI

Glyma08g21940      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-HWREEFLI

AtRABG3c           ------DTA-------GQERFQSLGVAFYRGADCCVLVNDVNVMKSFENLN-NWREEFLI

AtRABG3d           ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDNLN-NWREEFLI

AtRABG2            ------DTA-------GQERFQSLGAAFYRGADCCVLVYDVNNLKSFETLN-NWHTEFLK

Glyma05g31810      ------DTA-------GQERFHSIGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLK

Glyma08g15080      ------DTA-------GQERFHSLGAAFYRGADCCVLVYDVNIHKTFDTLN-NWHDEFLK

AtRABG3a           ------DTA-------GQERFQSLGAAFYRGADCCALVYDVNVLRSFDNLE-TWHEEFLK

Glyma20g31150      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDTLE-NWHEEFLK

Glyma10g36420      ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNVMKSFDTLE-NWHEEFLK

AtRABG3b           ------DTA-------GQERFQSLGVAFYRGADCCVLVYDVNHLKSFESLD-NWHNEFLT

Glyma09g30820      ------DRVGIRKHKGDTTQFRAITSSYYRGALGAMLVYDITKRATFVNVG-KWLHELRE

Glyma05g32520      ------DTA-------GQERFRTLTNSYYRGAQGIIMVYDVTRRDTFTNLSEIWAKEIDL

AtRABC1            ------DTA-------GQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSDIWAKEIDL

Glyma13g09260      ------DTA-------GQERFRTLTSSYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDL

Glyma14g26690      ------DTA-------GQERFRTLTSSYYRGAQGIIMVYDVTRRETFTNLSDIWAKEIDL

Glyma08g16680      ------DTA-------GQERFRTLTSSYYRGAQGIIMVYDVTRRDTFTNLSEIWAKEIDL

Glyma04g39030      ------DTA-------GQERFRTLTSSYYRGAQGIIMAYDVTRRETFTNLSEIWAKEIDL

Glyma06g15950      ------DTA-------GQERFRTLTSSYYRGAQGIIMAYDVTRRETFTNLSEIWAKEIDL

Glyma10g34120      ------DTA-------GQERFGTVISSYYRGAHGIILVYDVTRRETFTNLIDIWAKEVER

AtRABC2b           ------DTA-------GQEKFRTLTSSYFRGSQGIILVYDVTKRETFLNLADIWAKEIEL

AtRABC2a           ------DTA-------GQERFRTLTSSYYRGAQGIILVYDVTRRETFTNLVDVWGKEIEL

Glyma03g34330      ------DTA-------GQERFRTLNSSYYRKAQGIILVYDVTRRETFTNLSEVWSKEVEL

Glyma19g37020      ------DTA-------GQERFRTLNSSYYRKAQGIILVYDVTRRETFTNLSEVWSKEVEL

Glyma10g06780      ------DTA-------GQERFRTLTSSYYRGAQGIILVYDVTRRDTFTNLSEVWSKEVEL

Glyma13g20970      ------DTA-------GQERFRTLTSSYYRGAQGIILVYDVTRRDTFTNLSLVWSKEVEL

AtRABB1a           ------DTA-------GQESFRSVTRSYYRGRAGTLLVYDITRRETFNHLA-SWLEEARQ

Glyma09g01950      ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ

Glyma15g12880      ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ

AtRABB1c           ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ

AtRABB1b           ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRETFNHLA-SWLEDARQ

Glyma05g24120      ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRDTFNHLA-SWLEDARQ

Glyma19g07230      ------DTA-------GQESFRSITRSYYRGAAGALLVYDITRRDTFNHLA-SWLEDARQ

AtRABE1d           ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ

AtRABE1e           ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWMKNIEQ

Glyma13g40870      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ

Glyma15g04560      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ

AtRABE1a           ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ

AtRABE1c           ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDESSFNNIR-NWIRNIEQ

Glyma11g15120      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma12g07070      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma02g10450      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma18g52450      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma10g43590      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma20g23210      ------DTA-------GQERFRTITTAYYRGAMGILLVYDVTDEASFNNIR-NWIRNIEQ

Glyma07g13890      ------DTA-------GQERFRTITSSYYREAHGIIIVYDVIDEDRFNNVK-QWLSEIDR

Glyma03g26090      ------DTA-------GQERFRTITSSYYRGAHGIIIVYDVTDEDSFNNVK-QWLSEIDR

AtRABD2a           ------DTA-------GQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDR

Glyma09g37860      ------DTA-------GQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDR

Glyma18g48610      ------DTA-------GQERFRTITSSYYRGAHGIIIVYDVTDEESFNNVK-QWLSEIDR

Glyma05g05260      ------DTA-------GQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLNEIDR

Glyma17g15550      ------DTA-------GQERFRTITSSYYRGAHGIIVVYDVTDQESFNNVK-QWLNEIDR

AtRABD2b           ------DTA-------GQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR

AtRABD2c           ------DTA-------GQERFRTITSSYYRGAHGIIVTYDVTDLESFNNVK-QWLNEIDR

Glyma16g00340      ------DTA-------GQERFRTITSSYYRGAHGIIIVYDVTEMESFNNVK-QWLNEIDR

AtRABD1            ------DTA-------GQERFRTITSSYYRGAHGIIIVYDCTEMESFNNVK-QWLSEIDR

Glyma07g11420      ------DTA-------GQERFRAITSSYYRGALGAMLVYDITKRATFVNVG-KWLHELRE

Glyma05g33970      ------DTA-------GQERFRAITSSYYRGALGAMLVYDISMRSSYENVS-KWLLELRE

Glyma08g05800      ------DTA-------GQERFRAITSSYYRGALGAMLVYDISRRSSYENVS-KWLLELRE

AtRABA6a           ------DTA-------GQERFRAITSSYYRGALGALLIYDITRRTTFDNIK-KWLFELRD

AtRABA6b           ------DTA-------GQERFRAITSSYYRGALGALLIYDITRRITFKNIE-KWLSELRG

AtRABA5a           ------DTA-------GQERFRAVTSAYYRGAVGALLVYDISRRQTFHSIG-RWLNELHT

Glyma10g31470      ------DTA-------GQERFRAVTSAYYRGAVGALLVYDISRRQTFDSIG-RWLNELHT

Glyma20g36100      ------DTA-------GQERFRAVTSAYYRGAVGALLVYDISRRQTFDSIG-RWLNELHT

Glyma08g47610      ------DTA-------GQERFRAVTSAYYRGAVGALIVYDISRRTTFDSVG-RWLDELKT

Glyma18g53870      ------DTA-------GQERFRAVTSAYYRGAVGALIVYDISRRTTFDSVG-RWLDELKS

AtRABA5c           ------DTA-------GQERFRAVTSAYYRGAVGALVVYDITRSSTFENVG-RWLDELNT

AtRABA5d           ------DTA-------GQERFRAVTSAYYRGAVGALVVYDISRRSTFESVG-RWLDELKT

AtRABA5e           ------DTA-------GQERFRAVTSAYYRGAVGALVVYDITRRTTFESVG-RWLDELKI

Glyma08g45920      ------DTA-------GQERFRAVTSAYYRGAVGALVVYDISRRGTFDSIK-RWLQELTT

AtRABA5b           ------DTA-------GQERFRAVTSAYYRGAFGALIVYDITRGDTFESVK-RWLQELNT

AtRABA2a           ------DTA-------GQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRD

Glyma12g28660      ------DTA-------GQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRD

Glyma16g00350      ------DTA-------GQERYRAITSAYYRGALGALLVYDVTKPTTFENVS-RWLKELRD

AtRABA2b           ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFENVL-RWLRELRD

Glyma18g03760      ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFENVQ-RWLRELRD

Glyma02g41940      ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRD

Glyma14g07040      ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRD

Glyma11g14360      ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRD

Glyma12g06280      ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVQ-RWLRELRD

AtRABA2c           ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD

AtRABA2d           ------DTA-------GQERYRAITSAYYRGAVGALLVYDITKRQTFDNVL-RWLRELRD

AtRABA1a           ------DTA-------GQERYRAITSAYYRGAVGALLIYDVTRHATFENAA-RWLRELRG

Glyma12g34000      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRD

Glyma13g36530      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRRATFENAA-RWLKELRD

AtRABA1c           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-TWLKELRN

AtRABA1d           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHSTFENVE-RWLRELRD

AtRABA1b           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRRATFENVD-RWLKELKN

Glyma12g35970      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHATFENVD-RWLKELRN

Glyma13g34410      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHATFENVD-RWLKELRN

Glyma12g33550      ------DTA-------GQERYRAITSAYYRGAVGALVVYDVTRHVTFENVE-RWLKELRD

Glyma13g36910      ------DTA-------GQERYRAITSAYYRGAVGALIVYDVTRHVTFENVE-RWLKELRD

AtRABA1e           ------DTA-------GQERYRAITSAYYRGAVGALLVYDITRHITFENVE-RWLKELRD

AtRABA1g           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

AtRABA1f           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma10g08020      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma13g21850      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENME-RWLKELRD

Glyma06g43830      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma12g14070      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma07g32420      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma13g24160      ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

AtRABA1h           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

AtRABA1i           ------DTA-------GQERYRAITSAYYRGAVGALLVYDVTRHVTFENVE-RWLKELRD

Glyma09g00610      ------DTA-------GQERYQAITTAYYRGATCALLAYDITKQQTFDHVE-KWLDELRI

Glyma12g36760      ------DTA-------GQERYQAITTAYYRGATGALLAYDITKQQTFDHVE-KWLDELRI

AtRABA4b           ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDMTKRETFEHIP-RWLEELRA

AtRABA4a           ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITRRQTFDHIP-RWLEELRA

Glyma11g38010      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHIP-RWLEELRN

Glyma18g01910      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHIP-RWLEELRN

Glyma05g31020      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRN

Glyma08g14230      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITKRQTFDHIP-RWLEELRN

AtRABA4c           ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDITKRQSFDHVA-RWLEELRG

Glyma11g17460      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMV-KWLEELRG

AtRABA4d           ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDHMA-KWLEELRG

Glyma02g29900      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDVTRRPSFDNMA-KWLEELRG

Glyma10g12110      ------DTA-------GQERYRAVTSAYYRGAVGAMLVYDMTKRQSFDNMA-KWLEELRG

AtRABA3            ------DTA-------GQERYRAVTSAYYRGALGAMVVYDITKRLSFDHVA-RWVEELRA

Glyma07g05860      ------DTA-------GQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVEELRA

Glyma16g02460      ------DTA-------GQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVEELRA

Glyma03g42030      ------DTA-------GQERYRAVTSAYYRGALGAMLVYDISKRQSFDHVA-RWVDELRA

Glyma19g44730      ------DTA-------GQERYRAVTSAYYRGALGAMLVYDITKRQSFDHVA-RWVDELRA

                         * .       .   : ::   : *      :  *      :             

AtRABH1a           E--------------RGS-YVIIVLVGNKTDL-VNK--RQVSIEEGENKAR-EFGALFME

AtRABH1c           E--------------RGQSNVIIVLVGNKTDL-VEK--RQVSISEGEDKGK-EYGVMFIE

Glyma01g41100      E--------------RGS-DVIIVLVGNKTDL-VEK--RQVSIEEGEAKAR-ELNVMFIE

Glyma11g04330      E--------------RGS-DVIIVLVGNKTDL-VEK--RQVSIEEGEAKAR-ELNVMFIE

Glyma05g05860      E--------------RGS-DVIVVLVGNKTDL-VDK--RQVSTEEGEAKSR-ELNVMFIE

Glyma17g16200      E--------------RGS-DVIVVLVGNKTDL-VDK--RQVSTEEGEAKSR-ELNVMFIE

AtRABH1b           E--------------RGS-DVIVVLVGNKTDL-VDK--RQVSIEEAEAKAR-ELNVMFIE

AtRABH1d           E--------------RAG-DVIIVLVGNKTDL-VEK--RQVSIEEGDSKGR-EYGVMFIE

AtRABH1e           E--------------RGS-DVIIVLVGNKTDL-VDK--RQVSIEEGDNKAR-DYGVIFIE

Glyma05g31200      E--------------RGS-DVIIVLVGNKTDL-VDK--RQVSIEEGDAKSR-EFGIMFIE

Glyma08g14390      E--------------RGS-DVIIVLVGNKTDL-VEK--RQVSIEEGDAKSR-EFGIMFIE

Glyma11g38110      E--------------RGS-DVIIVLVGNKTDL-VEK--RQVSIEEGDAKSR-ESGIMFIE

Glyma18g02040      E--------------RGS-DVIIVLVGNKTDL-VEK--RQVSIEEGDAKSR-ESGIMFIE

AtRABF1            H---------------GSPDIVMALVGNKADL-HEK--REVPTEDGMELAE-KNGMFFIE

Glyma20g32320      H---------------GSPDIVMALVGNKADL-LEK--REVAVQDGTDYAE-KNDMFFIE

Glyma10g35230      H---------------GSPDIVMALVGNKADL-LEK--REVAVQDGTDYAE-KNGMFFIE

Glyma11g33100      Q---------------GNPNMVMALAGNKADL-EDK--RKVTAEEARVYAE-ENGLFFME

Glyma18g05120      Q---------------GNPNMVMALAGNKADL-EDK--RKVTAEEARVYAE-ENGLFFME

AtRABF2a           Q---------------GNPNMVMALAGNKADL-LDA--RKVSAEEAEIYAQ-ENSLFFME

AtRABF2b           Q---------------GNPNMVMALAGNKSDL-LDA--RKVTAEDAQTYAQ-ENGLFFME

Glyma05g35400      Q---------------ANSSLTMFLVANKADL-EDE--RKVRYEEGEEYAK-ENGLSFLE

Glyma15g01780      H---------------GNQKSVMALVANKSDL-EPK--REVEAEVGEQFAQ-ENGMFYME

Glyma13g43600      T---------------W-------------------------------------------

AtRABG1            Q-----------ANPETPTKFPFVLMGNKTDV-NNGKPRVVAKEIADQWCGSKGNIVYFE

AtRABG3e           Q-----------ASPSDPENFPFVVIGNKIDV-DGGSSRVVSEKKARAWCASKGNIPYYE

Glyma11g12630      Q-----------ASPSDPENFPFVVIGNKIDI-DGGNSRVVSEKKARAWCASKGNIPYFE

Glyma12g04830      Q-----------ASPSDPENFPFVVIGNKIDI-DGGNSRVVSEKKARAWCASKGNIPYFE

AtRABG3f           Q-----------ASPSDPENFPFVLIGNKVDV-DDGNSRVVSEKKAKAWCASKGNIPYFE

Glyma07g00660      Q-----------ASPSDPENFPFVVLGNKIDV-DGGNSRVISEKKAKAWCASKGNIPYFE

Glyma08g21940      Q-----------ASPSDPENFPFVVLGNKIDV-DGGNSRVISEKKAKAWCASKGNIPYFE

AtRABG3c           Q-----------ASPSDPENFPFVVLGNKTDV-DGGKSRVVTEKKAKSWCASKGNIPYFE

AtRABG3d           Q-----------ASPSDPENFPFVVLGNKTDV-DGGKSRVVSEKKAKAWCASKGNIPYFE

AtRABG2            Q-----------ANPMEPETFPFVLIGNKTDV-DGGNSRVVSNKRAIEWCGSKGNIPYHE

Glyma05g31810      Q-----------GDMNDPEAFPFVLLGNKVDV-DGGNSRRVTEKKARDWCASRGNIPYFE

Glyma08g15080      Q-----------GDMNDPEAFPFVLLGNKVDV-DGGNSRRVTEKKARDWCASRGNIPYFE

AtRABG3a           QAWNIGMWTIAEASPSDPKTFPFIVLGNKIDV-DGGSSRVVSDKKAADWCASNGNIPYFE

Glyma20g31150      Q-----------ANPPDPRAFPFILLGNKIDI-DGGNSRVVSEKKAKDWCAAKGNIPYFE

Glyma10g36420      Q-----------ANPPDPRAFPFILLGNKIDI-DGGNSRVVSEKKAKDWCASKGNIPYFE

AtRABG3b           R-----------ASPRDPMAFPFILLGNKVDI-DGGNSRVVSEKKAREWCAEKGNIVYFE

Glyma09g30820      F--------------GG-EDMVVVLVRNKSDL-DQS--RQVEREKGKGFAE-TEGLCFME

Glyma05g32520      Y--------------STNQDCIKMLVGNKVDK-EGD--RVVTKKEGIDFAR-EYGCLFIE

AtRABC1            Y--------------STNQDCIKMLVGNKVDK-ESE--RAVSKKEGIDFAR-EYGCLFLE

Glyma13g09260      Y--------------STNQDCIKMLVGNKVDK-ESE--RVVSKKEGIDFAR-EYGCLYTE

Glyma14g26690      Y--------------STNQDCIKMLVGNKVDK-ESE--RVVSKKEGIDFAR-EYGCLYTE

Glyma08g16680      Y--------------STNQDCIKMLVGNKLDK-DGD--RVVTKKEGIDFAR-EYGCLFIE

Glyma04g39030      Y--------------STNPECIKMLVGNKVDK-EGD--RVVTKKEGVDFAR-ECGCLFIE

Glyma06g15950      Y--------------STNPECVKMLVGNKVDK-ESD--RVVTKKEGIDFAR-ECGCLFTE

Glyma10g34120      Y--------------STNHGSIKILVGNKVDK-DSE--RAVSKEEGMALAQ-QHRCLFLE

AtRABC2b           Y--------------STNHDCIKMLVGNKVDR-ESE--RKVSREEGMALAK-DLNCLFHE

AtRABC2a           Y--------------STNQECVRMLVGNKVDR-ESE--RGVSREEGIALAK-ELNCMFLE

Glyma03g34330      Y--------------STNQDCVKILVGNKVDR-DTE--RAVSREEGLALAK-ELGCLLLE

Glyma19g37020      Y--------------STNQDCVKILVGNKVDR-DTE--RAVSREEGLALAK-DLGCLLLE

Glyma10g06780      Y--------------STNQNCVKMLVGNKVDR-DSE--RVVSKEEGLALAE-ELGCLFFE

Glyma13g20970      Y--------------STNQNCVKMLVGNKVDR-DSE--RVVSKEEGLALAE-ELGCLFFE

AtRABB1a           H--------------AS-ENMTTMLIGNKCDL-EDK--RTVSTEEGEQFAR-EHGLIFME

Glyma09g01950      H--------------AN-ANMTIMLIGNKCDL-AHR--RAVSTEEGEQFAK-EHGLIFME

Glyma15g12880      H--------------AN-ANMTIMLIGNKCDL-AHR--RAVSTEEGEQFAK-EHGLIFME

AtRABB1c           H--------------AN-ANMTIMLIGNKCDL-AHR--RAVSTEEGEQFAK-EHGLIFME

AtRABB1b           H--------------AN-PNMSIMLIGNKCDL-AHK--RAVSKEEGQQFAK-EHGLLFLE

Glyma05g24120      H--------------AN-PNMTIMLIGNKCDL-SHR--RAVSKEEGEQFAK-ENGLLFLE

Glyma19g07230      H--------------AN-PNMTIMLIGNKCDL-SHR--RAVSKEEGEQFAK-ENGLLFLE

AtRABE1d           H--------------AS-DNVNKILVGNKADM-DES-KRAVPTAKGQALAD-EYGIKFFE

AtRABE1e           H--------------AS-DSVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma13g40870      H--------------AS-DNVNKVLVGNKADM-DES-KRVVPTSKGQALAD-EYGIKFFE

Glyma15g04560      H--------------AS-DNVNKILVGNKADM-DES-KRVVPTSKGQALAD-EYGIKFFE

AtRABE1a           H--------------AS-DSVNKILVGNKADM-DES-KRAVPKSKGQALAD-EYGMKFFE

AtRABE1c           H--------------AS-DNVNKILVGNKADM-DES-KRAVPTAKGQALAD-EYGIKFFE

Glyma11g15120      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma12g07070      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma02g10450      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma18g52450      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma10g43590      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma20g23210      H--------------AS-DNVNKILVGNKADM-DES-KRAVPTSKGQALAD-EYGIKFFE

Glyma07g13890      Y--------------AS-DNVNKLLVGNKSDM-TTN--RVVSYDTAKEFAD-QIGIPFME

Glyma03g26090      Y--------------AS-DNVNKLLVGNKSDL-TAN--RVVSYDTAKEFAD-QIGIPFME

AtRABD2a           Y--------------AS-DNVNKLLVGNKSDL-TEN--RAIPYETAKAFAD-EIGIPFME

Glyma09g37860      Y--------------AS-DNVNKLLVGNKCDL-EAN--RAVSYETAKAFAD-GIGIPFME

Glyma18g48610      Y--------------AS-DNVNKLLVGNKCDL-EAN--RAVSYETAKAFAD-EIGIPFME

Glyma05g05260      Y--------------AS-ENVNKLLVGNKCDL-TAN--KVVSYETAKAFAD-EIGIPFME

Glyma17g15550      Y--------------AS-ENVNKLLVGNKCDL-TAN--KVVSSETAKAFAD-EIGIPFME

AtRABD2b           Y--------------AS-ENVNKLLVGNKNDL-TSQ--KVVSTETAKAFAD-ELGIPFLE

AtRABD2c           Y--------------AS-ENVNKLLVGNKCDL-TSQ--KVVSTETAKAFAD-ELGIPFLE

Glyma16g00340      Y--------------AN-DSVCKLLVGNKSDL-VDN--KVVDSLTAKAFAD-ELGIPFLE

AtRABD1            Y--------------AN-ESVCKLLIGNKNDM-VES--KVVSTETGRALAD-ELGIPFLE

Glyma07g11420      F---------------GGEDMVVVLVGNKSDLDQ-S--RQVEREEGKVFAE-TEELCFME

Glyma05g33970      F---------------GGEDMVVVLVGNKCDLDE-S--REVEKEEGKGFAE-TEGLCFME

Glyma08g05800      F---------------GGEDMVVVLVGNKCDLDGQS--REVDKEEGKGFAE-TEGLCFME

AtRABA6a           F---------------ANPETVVVLVGNKSDLRQ-S--REVEEDEGKTLAE-SEGLYFLE

AtRABA6b           F---------------SSPETVVVLVGNKSDLGQ-S--REVEEEEGKTLAE-SEGLYFLE

AtRABA5a           H---------------SDMNVVTILVGNKSDL-KDL--REVSTAEGKALAE-AQGLFFME

Glyma10g31470      H---------------SDMNVVTILVGNKSDL-KDA--REVATAEGKALAE-AQGLFFME

Glyma20g36100      H---------------SDMNVVTILVGNKSDL-KDA--REVATAEGKALAE-AQGLFFME

Glyma08g47610      H---------------CDTTVAMMLVGNKCDL-ENI--RAVSIDEGKSLAE-AEGLFFME

Glyma18g53870      H---------------CDTTVAMMLVGNKCDL-ENI--RAVSVDEGKSLAE-AEGLFFME

AtRABA5c           H---------------SDTTVAKMLIGNKCDL-ESI--RAVSVEEGKSLAE-SEGLFFME

AtRABA5d           H---------------SDTTVARMLVGNKCDL-ESI--RAVSVEEGKALAE-TEGLFFME

AtRABA5e           H---------------SDTTVARMLVGNKCDL-ENI--RAVSVEEGKALAE-EEGLFFVE

Glyma08g45920      Q---------------NDSTVARMLVGNKCDL-ENI--REVSTEEGKSLAE-EEGLFFME

AtRABA5b           H---------------CDTAVAQMLVGNKCDL-EDI--RAVSVEEGKALAE-EEGLFFME

AtRABA2a           H---------------ADSNIVIMLIGNKTDL-KHL--RAVATEDAQSYAE-KEGLSFIE

Glyma12g28660      H---------------ADANIVIMLIGNKTDL-KHL--RAVATEDAQGYAE-KEGLSFIE

Glyma16g00350      H---------------ADANIVIMLIGNKTDL-KHL--RAVATEDAQGYSE-KEGLSFIE

AtRABA2b           H---------------ADSNIVIMMAGNKSDL-NHL--RSVADEDGRSLAE-KEGLSFLE

Glyma18g03760      H---------------ADSNIVIMMAGNKSDL-NHL--RAVSTDDAQNLAE-REALSFLE

Glyma02g41940      H---------------ADSNIVIMMAGNKSDL-NHL--RAVSTEDAQSLAE-REGLSFLE

Glyma14g07040      H---------------ADSNIVIMMAGNKSDL-NHL--RAVSTEDAQSLAE-REGLSFLE

Glyma11g14360      H---------------ADSNIVIMMAGNKSDL-SHL--RAVSEDDGQALAE-REGLSFLE

Glyma12g06280      H---------------ADSNIVIMMAGNKSDL-SHL--RAVSEDDGQALAE-REGLSFLE

AtRABA2c           H---------------ADSNIVIMMAGNKSDL-NHL--RSVAEEDGQSLAE-KEGLSFLE

AtRABA2d           H---------------ADSNIVIMMAGNKADL-NHL--RSVAEEDGQTLAE-TEGLSFLE

AtRABA1a           H---------------TDPNIVVMLIGNKCDL-RHL--VAVKTEEAKAFAE-RESLYFME

Glyma12g34000      H---------------TDPNIVVMLIGNKSDL-RHL--VAVPTEDGKSFAE-KESLYFME

Glyma13g36530      H---------------TDPNIVVMLIGNKSDL-RHL--VAVPTEDGKSFAE-KESLYFME

AtRABA1c           H---------------TDPNIVVMLVGNKSDL-RHL--VAVQTEDAKSFAE-KESLYFME

AtRABA1d           H---------------TDPNIVVMLVGNKSDL-RHL--VAVQTEDAKSFAE-NESLYFME

AtRABA1b           H---------------TDPNIVVMLVGNKSDL-RHL--LAVPTEDGKSYAE-QESLCFME

Glyma12g35970      H---------------TDANIVVMLVGNKSDL-RHL--VAVSTEDGKSYAE-KESLYFME

Glyma13g34410      H---------------TDANIVVMLVGNKSDL-RHL--VAVSTEDGKSYAE-KESLYFME

Glyma12g33550      H---------------TEAYVVVMLVGNKADL-RHL--RAVSTEEATEFAE-KESIYFME

Glyma13g36910      H---------------TEAYVVVMLVGNKADL-RHL--RAVSTEEATEYAE-KENIYFME

AtRABA1e           H---------------TDANVVIMLVGNKADL-RHL--RAVPTEEARSFSE-RENMFFME

AtRABA1g           H---------------TEANIVIMLVGNKADL-RHL--RAVSTEDAKAFAE-RENTFFME

AtRABA1f           H---------------TDANIVIMFVGNKADL-RHL--RAVSTEDAKAFAE-RENTFFME

Glyma10g08020      H---------------TDANIVVMLVGNKADL-RHL--RAVSTEETTNFAE-REKTFFME

Glyma13g21850      H---------------TDANIVVMLVGNKADL-RHL--RAVSTEEATAFAE-REKTFFME

Glyma06g43830      H---------------TDANIVIMLVGNKADL-RHL--RAVATNDAKAFAE-RENTFFME

Glyma12g14070      H---------------TDANIVIMLVGNKADL-RHL--RAVSTDDAKAFAE-RENTFFME

Glyma07g32420      H---------------TDANIVVMLVGNKADL-RHL--RAVSTEDATTFAE-RENTFFME

Glyma13g24160      H---------------TDANIVVMLVGNKADL-RHL--RAVSTEDARTFAE-RENTFFME

AtRABA1h           H---------------TDANTVIMLVGNKADL-NHL--RAISTEEVKDFAE-RENTFFME

AtRABA1i           H---------------TDANIVIMLVGNKADL-RHL--RAISTEEAKAFAE-RENTFFME

Glyma09g00610      H---------------TDKNILVMLVGNKSDL-SSL--RAVPTEVARDFAQ-QEGLFFLE

Glyma12g36760      H---------------ADKNILVMLVGNKSDL-SSL--RAVPTEVARDFAQ-QEGLFFLE

AtRABA4b           H---------------ADKNIVIILIGNKSDL-EDQ--RAVPTEDAKEFAE-KEGLFFLE

AtRABA4a           H---------------ADKNIVIILIGNKSDL-VDQ--RAIPTEDAKEFAE-KEGLFFLE

Glyma11g38010      H---------------ADKNIVIILIGNKSDL-ENQ--RQVPTEDAKEFAE-KEGLFFLE

Glyma18g01910      H---------------ADKNIVIILIGNKSDL-ENQ--RQVPTEDAKEFAE-KEGLFFLE

Glyma05g31020      H---------------ADKNIVIILTGNKCDL-ENQ--RDVPTEDAKEFAE-KEGLFFLE

Glyma08g14230      H---------------ADKNIVIILIGNKCDL-ESQ--RDVPTEDAKEFAE-KEGLFFLE

AtRABA4c           H---------------ADKNIVIMLIGNKTDL-GTL--RAVPTEDAKEFAQ-RENLFFME

Glyma11g17460      H---------------ADQNIVIMLIGNKCDL-GSL--RAVPMEDAEELAQ-RENLFFME

AtRABA4d           H---------------ADKNIVIMLIGNKCDL-GSL--RAVPTEDAQEFAQ-RENLFFME

Glyma02g29900      H---------------ADKNIVVMLIGNKCDL-GTL--RAVPTEDAEEFAQ-RENLFFME

Glyma10g12110      H---------------ADKNIVVMLIGNKCDL-GTL--RAVPTEDAEEFAQ-RENLFFME

AtRABA3            H---------------ADDSAVIMLVGNKADLSVGK--RAVPTEDAVEFAE-TQRLFFSE

Glyma07g05860      H---------------ADSSIVIMLVGNKADL-VDQ--RMVPTEDAVEFAE-DQGLFFSE

Glyma16g02460      H---------------ADSSIVIMLVGNKADL-VDQ--RMVPTEDAVEFAE-DQGLFFSE

Glyma03g42030      H---------------ADSSIVIMLIGNKGDL-VDQ--RVVHAEDAVEFAE-DQGLFFSE

Glyma19g44730      H---------------ADSSIVIMLIGNKGDL-VDQ--RVVHAEDAVEFAE-DQGLFFSE

AtRABH1a           TSAKAGFNIKPLFCKITSALQGNE--AVSW-TKQEDL-----------VDVNLKPLMF--

AtRABH1c           TSAKENFNIKALFRKIAAALPGVD--SYSLATKSDDM-----------VDVNLKTTSN--

Glyma01g41100      TSAKAGFNIKALFRKIAAALPGME--TLSS-AKQEDM-----------VDVNLKSTTG--

Glyma11g04330      TSAKAGFNIKALFRKIAAALPGME--TLSS-AKQEDM-----------VDVNLKSTNG--

Glyma05g05860      ASAKAGFNIKALFRKIAAALPGME--TLST-TKQEDM-----------VDVNLRSSGS--

Glyma17g16200      ASAKAGFNIKALFRKIAAALPGME--TLST-TKQEDM-----------VDVNLRSSGS--

AtRABH1b           TSAKAGFNIKALFRKIAAALPGME--TLSS-TKQEDM-----------VDVNLKSSNA--

AtRABH1d           TSAKAGFNIKPLFRKIAAALPGME--SYSN-TKNEDM-----------VDVNLKPTSN--

AtRABH1e           TSAKAGFNIKPLFRKIAAALPGME--TLSS-TKQEDM-----------VDVNLKTSSN--

Glyma05g31200      TSAKAGFNIKPLFRKIAAALPGME--TLSS-TKQEDM-----------VDVNLKPTVN--

Glyma08g14390      TSAKAGFNIKPLFRKIAAALPGME--SLSS-TKQEDM-----------VDVNLKPTVN--

Glyma11g38110      TSAKAGFNIKPLFRKIAAALPGME--TLSS-TKQEDM-----------VDVNLKPTVN--

Glyma18g02040      TSAKAGFNIKPLFRKIAAALPGME--TLSS-TKQEDM-----------VDVNLKPTVN--

AtRABF1            TSAKTADNINQLFEEIGKRLPRPA--PSS-------------------------------

Glyma20g32320      TSAKTADNINELFEEIAKRLPRP------SVS----------------------------

Glyma10g35230      TSAKTADNINELFEDIVDYATSKL--PNDVLAA---------------------------

Glyma11g33100      TSAKTASNVNDIFYEIAKRLPRAQ--PAQNPAG---M-----------VLVDR-------

Glyma18g05120      TSAKTASNVNDIFYEIAKRLPRAQ--PAQNPAG---M-----------VLVDR-------

AtRABF2a           TSAKTATNVKDIFYEIAKRLPRVQ--PAENPTG---M-----------VLPNG-------

AtRABF2b           TSAKTATNVKEIFYEIARRLPRVQ--PTENPTG---M-----------VLPDR-------

Glyma05g35400      TSAKTAQNVNELFYEIGKIISHKP-------SK---V-----------FW----------

Glyma15g01780      TSAKTAENINELFYEIAKRLARAL--PP-KPTG---M-----------NLNSD-------

Glyma13g43600      ------------------------------------------------------------

AtRABG1            TSAKAKINVEEAFLEIAKKALTNE--RQIDD-----M-----------ERYRSV----V-

AtRABG3e           TSAKVGTNVEDAFLCITTNAMKSG--EEE-------E-----------MYLPDTIDV---

Glyma11g12630      TSAKEGLNVEEAFQCIAKNALKSG--EEE-------E-----------LYLPDTIDV---

Glyma12g04830      TSAKEGINVEEAFQCIAKNALKSG--EEE-------E-----------LYLPDTIDV---

AtRABG3f           TSAKVGTNVEEAFQCIAKDALKSG--EEE-------E-----------LYLPDTIDV---

Glyma07g00660      TSAKEGFNVEAAFQCIAKNALKNE--PEE-------E-----------MYLPDTIDV---

Glyma08g21940      TSAKEGFNVEAAFQCIAKNALKNE--PEE-------E-----------MYLPDTIDV---

AtRABG3c           TSAKDGVNVDAAFECIAKNALKNE--PEE-------E-----------VYLPDTIDV---

AtRABG3d           TSAKEGFNVDAAFECITKNAFKNE--PEE-------E-----------PYLPDTIDV---

AtRABG2            TSAKEDTNIDEAFLSVAHIALSNE--RKQSN-----D-----------IYPRGQYHDSV-

Glyma05g31810      TSAKEGYNVEEAFLCVAKIALENE--HDQ-------D-----------IYFRGISEA---

Glyma08g15080      TSAKEGYNVEEAFSCVAKIALENE--HDQ-------D-----------M-----------

AtRABG3a           TSAKDDFNVDEAFLTIAKTALANE--HEQ-------D-----------IYFQGIPDA---

Glyma20g31150      TSAKEDYNVDAAFLCIAKAALANE--HEQ-------D-----------IYFQGIPEA---

Glyma10g36420      TSAKEDYNVDAAFLCIAKAALANE--HEQ-------D-----------IYFQGIPEA---

AtRABG3b           TSAKEDYNVDDSFLCITKLALANE--RDQ-------D-----------IYFQPDTG----

Glyma09g30820      TSALQNLNIHDIISQKSLETKMNG--AAL----------------------NLPSGKEIH

Glyma05g32520      CSAKTRVNVQQCFEELVLKILDTP--SLIAE---------------------GSKGVKKN

AtRABC1            CSAKTRVNVEQCFEELVLKILETP--SLTAE---------------------GSSGGKKN

Glyma13g09260      CSAKTRVNVAQCFDELVMKILETP--SLLAE---------------------GSSGVKKN

Glyma14g26690      CSAKTRVNVTQCFDELVMKILETP--SLLAE---------------------GSSGVKKN

Glyma08g16680      CSAKTRVNVQQCFEELVLKILDTP--SLIAE---------------------GSKGVKKN

Glyma04g39030      CSAKTRVNVQQCFEELVLKILDTP--SLLAE---------------------GSKGNKKN

Glyma06g15950      CSAKTRANVQQCFEELVLKILDTP--SLLAE---------------------GSKGNKKN

Glyma10g34120      CSAKTRENVQQCFNDLTLKILDVP--GLREK---------------------GSVAVKRQ

AtRABC2b           CSARTRENVNGCFEELALKIMEVP--SLLEE---------------------GSSSVKRK

AtRABC2a           CSARTRQNVEQCFEELALKIMEVP--SLLEE---------------------GSSAVKRN

Glyma03g34330      CSAKTRENVEQCFEELALKIMEAP--SLLEE---------------------GSTAVKRS

Glyma19g37020      CSAKTRENVEQCFEELALKIMEAP--SLLEE---------------------GSTAVKRS

Glyma10g06780      CSAKTRENVERCFEELALKIMEVP--SLLEE---------------------GSTAVKRN

Glyma13g20970      CSAKTRENVERCFEELALKIMEVP--SLLEE---------------------GSTAVKRN

AtRABB1a           ASAKTAHNVEEAFVETAATIYKRI--QDGVV-----D------------EANEP------

Glyma09g01950      ASAKTAQNVEEAFIKTAATIYKKI--QDGVF-----D------------VSNESYGIKVG

Glyma15g12880      ASAKTAQNVEEAFIKTAATIYKKI--QDGVF-----D------------VSNESYGIKVG

AtRABB1c           ASAKTAQNVEEAFIKTAATIYKKI--QDGVF-----D------------VSNESYGIKVG

AtRABB1b           ASARTAQNVEEAFIETAAKILQNI--QDGVF-----D------------VSNESSGIKIG

Glyma05g24120      ASARTAQNVEEAFIRTAGKILQNI--KEGVF-----D------------VSNESFGIKVG

Glyma19g07230      ASARTAQNVEEAFIRTAGKILQNI--QEGVF-----D------------VSNESFGIKVG

AtRABE1d           TSAKTNLNVENVFMSIAKDIKQRL--TETDT-----K-----------A---EPQGIKIT

AtRABE1e           TSAKTNQNVEQVFLSIAKDIKQRL--TESDT-----K-----------A---EPQGIKIT

Glyma13g40870      TSAKTNLNVEEVFFSIARDIKQRL--ADTDS-----K-----------A---EPAGIKIN

Glyma15g04560      TSAKTDLNVEEVFFSIARDIKQRL--ADTDS-----K-----------A---EPAGIKID

AtRABE1a           TSAKTNLNVEEVFFSIAKDIKQRL--ADTDA-----R-----------A---EPQTIKIN

AtRABE1c           TSAKTNLNVEEVFFSIGRDIKQRL--SDTDS-----R-----------A---EPATIKIS

Glyma11g15120      TSAKTNLNVEEVFFSIARDIKQRL--ADTDS-----K-----------A---EPSTIKIN

Glyma12g07070      TSAKTNLNVEEVFFSIARDIKQRL--ADTDT-----K-----------A---EPSTIKIN

Glyma02g10450      TSAKTNMNVEEVFFSIARDIKQRL--ADTDS-----K-----------A---EPQTIKIN

Glyma18g52450      TSAKTNMNVEEVFFSIARDIKQRL--ADTDS-----K-----------A---EPQTIKIN

Glyma10g43590      TSAKTNMNVEEVFFSIARDIKQRL--ADTDS-----R-----------A---EPQTIKIN

Glyma20g23210      TSAKTNMNVEEVFFSIARDIKQRL--ADTDS-----R-----------A---EPQTIKIN

Glyma07g13890      TSAKDATNVEDAFMAMSTAIKN--------------------------------------

Glyma03g26090      TSAKDATNVEDAFMAMSAAIKNRM--ASQPS-----A-----------NNA-RPPTVQIR

AtRABD2a           TSAKDATNVEQAFMAMSASIKERM--ASQPA-----G-----------NNA-RPPTVQIR

Glyma09g37860      TSAKDATNVEQAFMAMTASIKDRM--ASQPA-----------------NNA-RPPTVQIR

Glyma18g48610      TSAKDATNVEQAFMAMAASIKDRM--ASQPA-----------------NNA-RPPTVQIR

Glyma05g05260      TSAKNATNVEQAFMAMAAEIKNRM--ASQPV-----------------NNA-RPPTVQIR

Glyma17g15550      TSAKNATNVEQAFMAMAAEIKNRM--ASQPV-----------------NNA-RPPTVQIR

AtRABD2b           TSAKNATNVEEAFMAMTAAIKTRM--ASQPA-----------------GGA-KPPTVQIR

AtRABD2c           TSAKNATNVEEAFMAMTAAIKTRM--ASQPA-----------------GGS-KPPTVQIR

Glyma16g00340      TSAKDSINVEQAFLTMTAEIKKKM--GSQTT-----A-----------GKS--AETVQMK

AtRABD1            TSAKDSINVEQAFLTIAGEIKKKM--GSQTN-----A-----------NKTSGPGTVQMK

Glyma07g11420      TSALQNLNVDEAFLEMITKIHDII--SQKSLET-KMNG----------TALNLPSGKEIH

Glyma05g33970      TSALKNLNVEEVFLQMITRIYDMT--SQKNLAA-KMEE----------QPINLLNGKEIH

Glyma08g05800      TSALKNLNVEEVFLQMITRIYDMT--SQKNLAA-KMDE----------KPINLLNGKEIH

AtRABA6a           TSALENVNVEEAFLVMIGRIHEVV--TQRIASENKSNGAATPHINGNGNGTVLPVGKEIV

AtRABA6b           TSALENQNVEEAFLSMIGRIHEVL--TQKIVLDNRLNGDGNN----ESNGAVVPPGKEIA

AtRABA5a           TSALDSSNVAAAFETVVKEIYNIL--SRKVMSSQELNKQD---------PASLSNGKKVV

Glyma10g31470      TSALDSSNVAAAFETVVKEIYNIL--SRKVMISQELNKQD---------VTRIENGKTVV

Glyma20g36100      TSALDSSNVAAAFETVVKEIYNIL--SRKVMMSQELNKQD---------VTRIENGKTVV

Glyma08g47610      TSALDSTNVKMAFEMVIREIYNNV--SRKVLNSETYKAEL---------S--V-N--RVS

Glyma18g53870      TSALDSTNVKTAFEMVIREIYTNV--SRKVLNSETYKAEL---------S--V-N--RVS

AtRABA5c           TSALDSTNVKTAFEMVIREIYSNI--SRKQLNSDSYKEEL---------T--V-N--RVS

AtRABA5d           TSALDSTNVKTAFEMVIRDIYTNI--SRKQLNSDTYKTEL---------S--MKN--RVS

AtRABA5e           TSALDSTNVKTAFEMVILDIYNNV--SRKQLNSDTYKDEL---------T--V-N--RVS

Glyma08g45920      TSALDATNVQTAFEIVIREIYNNI--SRKVLNSDSYKAEL---------S--V-N--RVS

AtRABA5b           TSALDATNVDKAFEIVIREIFNNV--SRKLLNSDAYKAEL---------S--V-N--RVS

AtRABA2a           TSALEALNVEKAFQTILSEVYRII--SKKSISSDQTTA---------N--ANIKEGQTID

Glyma12g28660      TSALEATNVENAFQTILAEIYRII--SKKSLSSNDPAA------------NIIKEGKTIT

Glyma16g00350      TSALEATNVEKAFQTILAEIYRII--SKKSLSSNEPAS------------ANIKEGMTIT

AtRABA2b           TSALEATNIEKAFQTILSEIYHII--SKKALAAQEAA------------GNLPGQGTAIN

Glyma18g03760      TSALEAFNVEKAFQTILFDIYQIM--SKKALAAQGAAS---------TTS--LPHGTTIN

Glyma02g41940      TSALEAYNVDKAFQTILFDIYHII--SKKALAAQEATS---------STG--LPQGTTIN

Glyma14g07040      TSALEAYNVEKAFQTILFDIYHII--SKKALAAQEANS---------STG--LPQGTTIN

Glyma11g14360      TSALEATNIEKAFQTILTEIYHIV--SKKALAAQEAA----------VGTTLPGQGTTIN

Glyma12g06280      TSALEATNIEKAFQTILTEIYHIV--SKKALAAQEAA----------VGTILPGQGTTIN

AtRABA2c           TSALEATNVEKAFQTILGEIYHII--SKKALAAQEAAA---------ANSAIPGQGTTIN

AtRABA2d           TSALEATNVEKAFQTVLAEIYHII--SKKALAAQEAAA---------ANSAIPGQGTTIN

AtRABA1a           TSALDATNVENAFTEVLTQIHKIV--SKRSVDGG--GE---------S-ADLPGKGETIN

Glyma12g34000      TSALEATNVENAFTEVLSQIYRIV--SKRTVEAGKNAS---------S-SAVPSKGQTIN

Glyma13g36530      TSALEATNVENAFTEVLSQIYRIV--SKRAVEAGNNAS---------S-SAVPSKGQTIN

AtRABA1c           TSALEATNVENAFAEVLTQIHHIV--SKKAMEAAS-E----------S-ANVPSKGDKID

AtRABA1d           TSALESTNVENAFSEVLTQIYHVV--SKKAMEAGE-D----------S-GNVPSKGEKID

AtRABA1b           TSALEATNVEDAFAEVLTQIYRIT--SKKQVEAGEDG----------N-ASVP-KGEKIE

Glyma12g35970      TSALEATNVENAFAEVLTQIYRIV--SKKAVEGAENG----------T-ASVPAKGEKID

Glyma13g34410      TSALEATNVENAFAEVLTQIYHIV--SKKAVEVAENG----------T-TSVPAKGEKID

Glyma12g33550      TSALESLNVDNAFIEVLTQIYNVV--SRKTLETVDDDP---------S-TKALPKGETIV

Glyma13g36910      TSALESLNVGNAFVEVLTQIYNVV--SRKTLETMDDDP---------N-SKALPKGETIV

AtRABA1e           TSALDATNVEQAFTHVLTQIYRVM--SRKALDGTGD-----------P-M-SLPKGQTID

AtRABA1g           TSALEALNVENAFTEVLSQIYRVA--SKKALDIGDD-----------H-T-TLPKGQSIN

AtRABA1f           TSALESMNVENAFTEVLSQIYRVV--SRKALDIGDD-----------P-A-ALPKGQTIN

Glyma10g08020      TSALESLNVESAFTEVLTQIYHVV--SKKALEIGDD-----------P-A-ALPKGQTIN

Glyma13g21850      TSALESMNVENAFTEVLTQIYHVV--SKKALEIGDD-----------P-A-ALPKGQTIN

Glyma06g43830      TSALESLNVDNAFTEVLTQIYRVV--SRKTLEIGDD-----------P-A-ALPKGQTIN

Glyma12g14070      TSALESLNVDNAFTEVLTQIYRVV--SRKTLEIGDD-----------P-A-ALPKGQTIN

Glyma07g32420      TSALESLNVENAFTEVLTQIYHVV--SKKALEVGDD-----------P-A-ALPKGQTIN

Glyma13g24160      TSALESLNVENAFTEVLTQIYHVV--SKKALEIGDD-----------P-A-ALPKGQTIN

AtRABA1h           TSALEAINVENAFTEVLTQIYRVV--SKKALDAGDD-----------P-TTALPKGQMIN

AtRABA1i           TSALEAVNVDNAFTEVLTQIYRVV--SKKALEAGDD-----------P-TTALPKGQMIN

Glyma09g00610      TSALDSSNVESAFIGLLSQVYRTV--SRKLILVDGHES-N------WDKVNLELEGTKI-

Glyma12g36760      TSALDSSNVESAFIGLLSQVYRTV--SRKHILVDGHES-N------WDKVNLELEGTKI-

AtRABA4b           TSALNATNVENSFNTLMTQIYNTV--NKKNLASEGD-----------SNNPGSLAGKKI-

AtRABA4a           TSAFNATNVESAFSTVLTEIFNIV--NKKSLAASEDQ---------ENGNPGSLAGKKID

Glyma11g38010      TSALEATNVETAFMTVLTEIFNIV--NKKNLAAGDNQ---------GNGNAASLSGKQI-

Glyma18g01910      TSALEATNVETAFMTVLTEIFNII--NKKNLAASDNQ---------GNDNSASLSGKKI-

Glyma05g31020      TSALEATNVETAFITVLTEIYNIV--NKKNLTADENQ---------GNGNSASLSGQKI-

Glyma08g14230      TSALEATNVETAFITVLTEIYNIV--NKKNLTADENQ---------GNGNSASLSGQKI-

AtRABA4c           TSALDSNNVEPSFLTVLTEIYRIV--SKKNLVANEEG--E------SGGDSSLLQGTKI-

Glyma11g17460      TSALESTNVETCFLTILTEIYRIH--AKKSLTTSDD----------DIGGSGLLKGSRI-

AtRABA4d           TSALEATNVETAFLTILTEIYRII--SKKSLTADDD---D------ADGNSSLLKGTRI-

Glyma02g29900      TSALESTNVETAFLTILTEIYRLV--SKKTLTANDDA--D------PSGISGLLKGTKI-

Glyma10g12110      TSALESTNVETAFLTILTEIYRLI--SKKTLTANDDA--D------PSGISGLLKGTKI-

AtRABA3            VSALSGGNVDEAFFRLLEEIFSRVVVSRKAMES-------------DGGATVKLDGSRID

Glyma07g05860      TSALSGDNVESAFLKLLEEINRVV--SKKALECGYGKENG------DNNVVASLNGTKVD

Glyma16g02460      TSALSGDNVESAFLKLLEEINRVV--SKKALECGLGKENG------DTNV-ASLKGTKVD

Glyma03g42030      TSALSGENVESAFFKLLEEIHRVI--SKRSLECGNGKANA------DNNL-ATLKGSKID

Glyma19g44730      TSALSGENVESSFFKLLEEIHRVI--SKRSLECDNGKANA------DNNV-ATLKGSKID

AtRABH1a           -------SSQA----NHQQESNCSC-----------------------------------

AtRABH1c           -------SSQGEQQGGAGGGGGCSC-----------------------------------

Glyma01g41100      -------S-AQ----SQPQPSGCAC-----------------------------------

Glyma11g04330      -------S-AQ----SQPQSSGCAC-----------------------------------

Glyma05g05860      -------HD------SQPQSGGCSC-----------------------------------

Glyma17g16200      -------HD------SQPQSGGCSC-----------------------------------

AtRABH1b           -------NASL----AQQQSGGCSC-----------------------------------

AtRABH1d           -------S-SQ----GDQQGGACSC-----------------------------------

AtRABH1e           -------S-AQ----GEQQRGGCAC-----------------------------------

Glyma05g31200      -------S-SQ----TEQQGGGCSC-----------------------------------

Glyma08g14390      -------S-SQ----TEQQGGGCSC-----------------------------------

Glyma11g38110      -------S-SQ----TEQQGGGCSC-----------------------------------

Glyma18g02040      -------S-SQ----AEQQGGGCSC-----------------------------------

AtRABF1            ------------------------------------------------------------

Glyma20g32320      ------------------------------------------------------------

Glyma10g35230      ------------------------------------------------------------

Glyma11g33100      ------------PAEGTRAASCCS------------------------------------

Glyma18g05120      ------------PAEGTRAASCCS------------------------------------

AtRABF2a           ------------PGATAVSSSCCA------------------------------------

AtRABF2b           ------------AMDRAVSSSCCA------------------------------------

Glyma05g35400      --------------ARGSISYEL-------------------------------------

Glyma15g01780      ------------IQDRGRNYFCCSA-----------------------------------

Glyma13g43600      ------------------------------------------------------------

AtRABG1            ----------PTIEKETPRSRCSC------------------------------------

AtRABG3e           ----------GTS-NPQRSTGCEC------------------------------------

Glyma11g12630      ----------GNS-SQPRATGCEC------------------------------------

Glyma12g04830      ----------GNS-SQPRATGCEC------------------------------------

AtRABG3f           ----------GTS-NQQRSTGCEC------------------------------------

Glyma07g00660      ----------GGGGRQQRSTGCEC------------------------------------

Glyma08g21940      ----------GGGGRQQRSTGCEC------------------------------------

AtRABG3c           ----------AG-ARQQRSTGCEC------------------------------------

AtRABG3d           ----------AG-GQQQRSTGCEC------------------------------------

AtRABG2            ----------TDIIDPDQSRGCAC------------------------------------

Glyma05g31810      -----------V-SEAEQRSGCAC------------------------------------

Glyma08g15080      ------------------------------------------------------------

AtRABG3a           -----------VTENEPKGGGCAC------------------------------------

Glyma20g31150      -----------AVPENEQRSGCAC------------------------------------

Glyma10g36420      -----------AVPENEQRSGCAC------------------------------------

AtRABG3b           -------------SVPEQRGGCAC------------------------------------

Glyma09g30820      IADE--------VTATKQAKYCCS------------------------------------

Glyma05g32520      IFKER-----PPQSDASTSSCC--------------------------------------

AtRABC1            IFKQN-----PAQTTSTSSSYCCSS-----------------------------------

Glyma13g09260      IFKQK-----PPQSDASSSG-CCSW-----------------------------------

Glyma14g26690      IFKQK-----PPLSDASSSG-CCSW-----------------------------------

Glyma08g16680      IFKDR-----PPQSDASASS-CC-------------------------------------

Glyma04g39030      IFKDK-----PSQTNATSSC-C--------------------------------------

Glyma06g15950      IFKDK-----PSQSDATSSC-C--------------------------------------

Glyma10g34120      KQKHI-----YE---TSQSAGCCS------------------------------------

AtRABC2b           P------------DYRAHQGRCCSS-----------------------------------

AtRABC2a           ILKQK-----PEHQT-NTQSGCCS------------------------------------

Glyma03g34330      VLKPK-----QE-SQASQNGGCCS------------------------------------

Glyma19g37020      VLKPK-----QE-SQASQNGGCCS------------------------------------

Glyma10g06780      ILKQQ-----QEQPQASEFGGCCS------------------------------------

Glyma13g20970      ILKQQ------QQPQASEFGGCCS------------------------------------

AtRABB1a           -GITPGPFGGKDASSSQQRRGCCG------------------------------------

Glyma09g01950      YGGIPGPSGGRDGPS-ASAGGCCS------------------------------------

Glyma15g12880      YGGIPGPSGGRDGPS-ASAGGCCS------------------------------------

AtRABB1c           YGGIPGPSGGRDGST-SQGGGCCG------------------------------------

AtRABB1b           YGRTQGAAGGRDGTI-SQGGGCCG------------------------------------

Glyma05g24120      YGRPQGQSGARDGTV-SARGGCCS------------------------------------

Glyma19g07230      YGRPQGQPGARDGTV-SARGGCCS------------------------------------

AtRABE1d           KQDT----A--ASSSTAEKSACCSYV----------------------------------

AtRABE1e           KQDA----NKASSSSTNEKSACCSYV----------------------------------

Glyma13g40870      NQLD----HAT-AGEVAQKSACCG------------------------------------

Glyma15g04560      NQKD----QAT-AGEVAQKSACCG------------------------------------

AtRABE1a           QSDQ----GAG-TSQATQKSACCGT-----------------------------------

AtRABE1c           QTDQ----AAG-AGQATQKSACCGT-----------------------------------

Glyma11g15120      QDQS-----GG-AGQAAQKSACCG------------------------------------

Glyma12g07070      QDQS-----GG-AGQAAQKSACCG------------------------------------

Glyma02g10450      QPDQ----AAT-GGLAAQKSACCGS-----------------------------------

Glyma18g52450      QPDQ----TAT-GGLAAQKSACCGS-----------------------------------

Glyma10g43590      QPDQ----AAS-GGQPAQKSACCGS-----------------------------------

Glyma20g23210      QPDQ----ATS-GGQPAQKSACCGS-----------------------------------

Glyma07g13890      ------------------------------------------------------------

Glyma03g26090      ------------GQPVGQKSGCCSS-----------------------------------

AtRABD2a           ------------GQPVAQKNGCCST-----------------------------------

Glyma09g37860      ------------GQPVAQKGGCCSS-----------------------------------

Glyma18g48610      ------------GQPVAQKGGCCSS-----------------------------------

Glyma05g05260      ------------GQPVNQKAGCCST-----------------------------------

Glyma17g15550      ------------GQPVNQKAGCCST-----------------------------------

AtRABD2b           ------------GQPVNQQSGCCSS-----------------------------------

AtRABD2c           ------------GQPVNQQSGCCSS-----------------------------------

Glyma16g00340      ------------GQPIPQKS-NCCG-----------------------------------

AtRABD1            ------------GQPIQQNNGGCCGQ----------------------------------

Glyma07g11420      IADEVTA--TK------QAKYCCS------------------------------------

Glyma05g33970      IADEVTA--TK------QTSTCCSR-----------------------------------

Glyma08g05800      IADEVTA--TK------QSSTCCSR-----------------------------------

AtRABA6a           NIHEVTA--TQ--PLLSSSSNCCFK-----------------------------------

AtRABA6b           ESPISIR--SGFTAMGIIASSTIFKSGDSKSSSSYYQLPAERRRAHEEAIVNATIDLIAR

AtRABA5a           IPSDGQG--E------FKKGGCCSS-----------------------------------

Glyma10g31470      LQGEGDV--E----AAQSKKGCCSS-----------------------------------

Glyma20g36100      LQGEGEG--DGE-ADAQSKKRCCSS-----------------------------------

Glyma08g47610      LV-NNGA--ATS-KQNQTYFSCCSR-----------------------------------

Glyma18g53870      LV-NNGA--STS-KQNQPYFSCCSR-----------------------------------

AtRABA5c           LV-KNEN--EGT-----KTFSCCSR-----------------------------------

AtRABA5d           LV-KDDN--KSS-TQG-FGFSCCSSS----------------------------------

AtRABA5e           LV-KDDN--SAS-KQS-SGFSCCSST----------------------------------

Glyma08g45920      LV-NGAG--------SKQGPSCCSR-----------------------------------

AtRABA5b           LV-NNQD--G-S-ESSWRNPSCCSR-----------------------------------

AtRABA2a           VAA-TS-------ESNAKKPCCSSS-----------------------------------

Glyma12g28660      VGG-AP-------EPNTNKPSCCTSS----------------------------------

Glyma16g00350      VGG--P-------QSNASKPSCCTSS----------------------------------

AtRABA2b           ISD-SS-------AT--NRKGCCST-----------------------------------

Glyma18g03760      VSN-MS-------GSVEKKSACCSN-----------------------------------

Glyma02g41940      VSN-MA-------GNAGGNRSCCSN-----------------------------------

Glyma14g07040      VSN-MS-------SNA-GNRSCCSN-----------------------------------

Glyma11g14360      VGD-AS-------GN--TKRGCCST-----------------------------------

Glyma12g06280      VGD-AS-------GN--TKRGCCSA-----------------------------------

AtRABA2c           VDD-TS-------GG--AKRACCSS-----------------------------------

AtRABA2d           VED-TS-------GA--GKRGCCST-----------------------------------

AtRABA1a           VKE------D---GSVLKRMGCCSN-----------------------------------

Glyma12g34000      VKD------D---SSVLKKIGCCSN-----------------------------------

Glyma13g36530      VKD------D---SSVLKKIGCCSN-----------------------------------

AtRABA1c           IGK------D---VSAVKKGGCCSN-----------------------------------

AtRABA1d           V--------D---VSAVKKTGCCSN-----------------------------------

AtRABA1b           VKN------D---VSALKKLGCCSN-----------------------------------

Glyma12g35970      LKN------D---VSALKRVGCCSS-----------------------------------

Glyma13g34410      LKN------D---VSALKRVGCCSS-----------------------------------

Glyma12g33550      IGT-KDD--D---VSAVKKSGCCST-----------------------------------

Glyma13g36910      IGT-KDD--D---VSAVKKSGCCST-----------------------------------

AtRABA1e           IGN-KD---D---VTAVKSSGCCSG-----------------------------------

AtRABA1g           VGS-KD---D---VSEVKKVGCCSS-----------------------------------

AtRABA1f           VGS-KD---D---VSAVKKVGCCSN-----------------------------------

Glyma10g08020      VGS-RD---D---ASAVKKDGCCSA-----------------------------------

Glyma13g21850      VGS-RD---D---VSAVKKDGCCSA-----------------------------------

Glyma06g43830      VGS-RD---D---VSAVKKSGCCSA-----------------------------------

Glyma12g14070      VGS-RD---D---VSAVKKSGCCSA-----------------------------------

Glyma07g32420      IGS-RD---D---VSAVKKSGCCSA-----------------------------------

Glyma13g24160      VGS-RD---D---VSAVKKSGCCSA-----------------------------------

AtRABA1h           VGS-RD---D---VSAVKKSGCCAT-----------------------------------

AtRABA1i           VGG-RD---D---ISAVKKPGCCSA-----------------------------------

Glyma09g00610      KVP-SQE--PEC-QNAKKRFNCCSIL----------------------------------

Glyma12g36760      KVP-SQE--PEC-QNAKKRFNCCSIL----------------------------------

AtRABA4b           LIP-GSG--QEI---PAKTSTCCTSS----------------------------------

AtRABA4a           IVP-GPG--QVI---PNKSNMCCNS-----------------------------------

Glyma11g38010      IVP-GTA--QEI---PKR-SMCCQ------------------------------------

Glyma18g01910      IVP-GPA--QEI---PKR-SMCCQ------------------------------------

Glyma05g31020      IVP-GPA--QEI---PAKRNMCCQSS----------------------------------

Glyma08g14230      IGI-NPL--QL--------NIKCKDLLKDIPYSNLVILQIV-------------------

AtRABA4c           VVA-GEE--TE-----SKGKGCCGTS----------------------------------

Glyma11g17460      IVP-NQE--IYN-G--GKKGGCCFAS----------------------------------

AtRABA4d           IIP-SEQ--E-----SGKRGGCCGKS----------------------------------

Glyma02g29900      IVP-SQD--INA-GEKK--GGCC-------------------------------------

Glyma10g12110      IVP-SQE--INA-GEKKGKGGCC-------------------------------------

AtRABA3            VIS-GSD--LET-SNIKEQASCSC------------------------------------

Glyma07g05860      IIL-GPE--LEI-SEMKKLSSCSC------------------------------------

Glyma16g02460      IIL-GPE--LEI-SEMKKLSSCSC------------------------------------

Glyma03g42030      VIS-GAE--LEI-TDMKKLSSCSC------------------------------------

Glyma19g44730      VIS-GAE--LEI-AEMKKLSSCSC------------------------------------

AtRABH1a           ------------------------------------------------------------

AtRABH1c           ------------------------------------------------------------

Glyma01g41100      ------------------------------------------------------------

Glyma11g04330      ------------------------------------------------------------

Glyma05g05860      ------------------------------------------------------------

Glyma17g16200      ------------------------------------------------------------

AtRABH1b           ------------------------------------------------------------

AtRABH1d           ------------------------------------------------------------

AtRABH1e           ------------------------------------------------------------

Glyma05g31200      ------------------------------------------------------------

Glyma08g14390      ------------------------------------------------------------

Glyma11g38110      ------------------------------------------------------------

Glyma18g02040      ------------------------------------------------------------

AtRABF1            ------------------------------------------------------------

Glyma20g32320      ------------------------------------------------------------

Glyma10g35230      ------------------------------------------------------------

Glyma11g33100      ------------------------------------------------------------

Glyma18g05120      ------------------------------------------------------------

AtRABF2a           ------------------------------------------------------------

AtRABF2b           ------------------------------------------------------------

Glyma05g35400      ------------------------------------------------------------

Glyma15g01780      ------------------------------------------------------------

Glyma13g43600      ------------------------------------------------------------

AtRABG1            ------------------------------------------------------------

AtRABG3e           ------------------------------------------------------------

Glyma11g12630      ------------------------------------------------------------

Glyma12g04830      ------------------------------------------------------------

AtRABG3f           ------------------------------------------------------------

Glyma07g00660      ------------------------------------------------------------

Glyma08g21940      ------------------------------------------------------------

AtRABG3c           ------------------------------------------------------------

AtRABG3d           ------------------------------------------------------------

AtRABG2            ------------------------------------------------------------

Glyma05g31810      ------------------------------------------------------------

Glyma08g15080      ------------------------------------------------------------

AtRABG3a           ------------------------------------------------------------

Glyma20g31150      ------------------------------------------------------------

Glyma10g36420      ------------------------------------------------------------

AtRABG3b           ------------------------------------------------------------

Glyma09g30820      ------------------------------------------------------------

Glyma05g32520      ------------------------------------------------------------

AtRABC1            ------------------------------------------------------------

Glyma13g09260      ------------------------------------------------------------

Glyma14g26690      ------------------------------------------------------------

Glyma08g16680      ------------------------------------------------------------

Glyma04g39030      ------------------------------------------------------------

Glyma06g15950      ------------------------------------------------------------

Glyma10g34120      ------------------------------------------------------------

AtRABC2b           ------------------------------------------------------------

AtRABC2a           ------------------------------------------------------------

Glyma03g34330      ------------------------------------------------------------

Glyma19g37020      ------------------------------------------------------------

Glyma10g06780      ------------------------------------------------------------

Glyma13g20970      ------------------------------------------------------------

AtRABB1a           ------------------------------------------------------------

Glyma09g01950      ------------------------------------------------------------

Glyma15g12880      ------------------------------------------------------------

AtRABB1c           ------------------------------------------------------------

AtRABB1b           ------------------------------------------------------------

Glyma05g24120      ------------------------------------------------------------

Glyma19g07230      ------------------------------------------------------------

AtRABE1d           ------------------------------------------------------------

AtRABE1e           ------------------------------------------------------------

Glyma13g40870      ------------------------------------------------------------

Glyma15g04560      ------------------------------------------------------------

AtRABE1a           ------------------------------------------------------------

AtRABE1c           ------------------------------------------------------------

Glyma11g15120      ------------------------------------------------------------

Glyma12g07070      ------------------------------------------------------------

Glyma02g10450      ------------------------------------------------------------

Glyma18g52450      ------------------------------------------------------------

Glyma10g43590      ------------------------------------------------------------

Glyma20g23210      ------------------------------------------------------------

Glyma07g13890      ------------------------------------------------------------

Glyma03g26090      ------------------------------------------------------------

AtRABD2a           ------------------------------------------------------------

Glyma09g37860      ------------------------------------------------------------

Glyma18g48610      ------------------------------------------------------------

Glyma05g05260      ------------------------------------------------------------

Glyma17g15550      ------------------------------------------------------------

AtRABD2b           ------------------------------------------------------------

AtRABD2c           ------------------------------------------------------------

Glyma16g00340      ------------------------------------------------------------

AtRABD1            ------------------------------------------------------------

Glyma07g11420      ------------------------------------------------------------

Glyma05g33970      ------------------------------------------------------------

Glyma08g05800      ------------------------------------------------------------

AtRABA6a           ------------------------------------------------------------

AtRABA6b           ELDALFPPKLGDTSSADPPNEIDPTKRDEETELRFCEFMNEGACKESFTALKNCVDEAQK

AtRABA5a           ------------------------------------------------------------

Glyma10g31470      ------------------------------------------------------------

Glyma20g36100      ------------------------------------------------------------

Glyma08g47610      ------------------------------------------------------------

Glyma18g53870      ------------------------------------------------------------

AtRABA5c           ------------------------------------------------------------

AtRABA5d           ------------------------------------------------------------

AtRABA5e           ------------------------------------------------------------

Glyma08g45920      ------------------------------------------------------------

AtRABA5b           ------------------------------------------------------------

AtRABA2a           ------------------------------------------------------------

Glyma12g28660      ------------------------------------------------------------

Glyma16g00350      ------------------------------------------------------------

AtRABA2b           ------------------------------------------------------------

Glyma18g03760      ------------------------------------------------------------

Glyma02g41940      ------------------------------------------------------------

Glyma14g07040      ------------------------------------------------------------

Glyma11g14360      ------------------------------------------------------------

Glyma12g06280      ------------------------------------------------------------

AtRABA2c           ------------------------------------------------------------

AtRABA2d           ------------------------------------------------------------

AtRABA1a           ------------------------------------------------------------

Glyma12g34000      ------------------------------------------------------------

Glyma13g36530      ------------------------------------------------------------

AtRABA1c           ------------------------------------------------------------

AtRABA1d           ------------------------------------------------------------

AtRABA1b           ------------------------------------------------------------

Glyma12g35970      ------------------------------------------------------------

Glyma13g34410      ------------------------------------------------------------

Glyma12g33550      ------------------------------------------------------------

Glyma13g36910      ------------------------------------------------------------

AtRABA1e           ------------------------------------------------------------

AtRABA1g           ------------------------------------------------------------

AtRABA1f           ------------------------------------------------------------

Glyma10g08020      ------------------------------------------------------------

Glyma13g21850      ------------------------------------------------------------

Glyma06g43830      ------------------------------------------------------------

Glyma12g14070      ------------------------------------------------------------

Glyma07g32420      ------------------------------------------------------------

Glyma13g24160      ------------------------------------------------------------

AtRABA1h           ------------------------------------------------------------

AtRABA1i           ------------------------------------------------------------

Glyma09g00610      ------------------------------------------------------------

Glyma12g36760      ------------------------------------------------------------

AtRABA4b           ------------------------------------------------------------

AtRABA4a           ------------------------------------------------------------

Glyma11g38010      ------------------------------------------------------------

Glyma18g01910      ------------------------------------------------------------

Glyma05g31020      ------------------------------------------------------------

Glyma08g14230      ------------------------------------------------------------

AtRABA4c           ------------------------------------------------------------

Glyma11g17460      ------------------------------------------------------------

AtRABA4d           ------------------------------------------------------------

Glyma02g29900      ------------------------------------------------------------

Glyma10g12110      ------------------------------------------------------------

AtRABA3            ------------------------------------------------------------

Glyma07g05860      ------------------------------------------------------------

Glyma16g02460      ------------------------------------------------------------

Glyma03g42030      ------------------------------------------------------------

Glyma19g44730      ------------------------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 16
AtARLA1a      MGLWDSLLNWLR-SLFFKQEMELSLVGLQNAGKTSLVNAIAT------GGYSEDMIPTVG

AtARLA1b      --------MTLQ-PNLQAKEMELSLVGLQNSGKTSLVNVVAT------GEYSEDMIPTVG

AtARLA1c      MGLLEAFLNWLR-SLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMIPTVG

AtARLA1d      MGLWDALLNWLR-SLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMIPTVG

AtSARA1a      MFLFDWFYGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPTQH

AtSARA1b      MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPTQH

AtSARA1c      MFMIDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPTQH

AtARLB1       ---MFSLMSGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIVPTVG

AtARFD1a      ---MGTTLGKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKT------GETLTTTMPTVG

AtARFD1b      ---MGTALGKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKT------GETLTTTMPTIG

AtARLC1       ---MGL-LSIIRKIKKKEKEMRILMVGLDNSGKTTIVLKING------EDTS-VISPTLG

AtARFC1       ---MGAFMSRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHL------GEVV-TTHPTVG

AtARFB1b      ---MGQAFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPTIG

AtARFB1c      ---MGQTFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPTIG

AtARFB1a      ---MGARFSRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKL------GEVV-TTVPTIG

AtARFA1b      ---MGLNFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPTIG

AtARFA1e      ---MGLSFGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPTIG

AtARFA1d      ---MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPTIG

AtARFA1c      ---MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPTIG

AtARFA1f      ---MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPTIG

                                 : .: ..*:  :**:: :  .                **  

AtARLA1a      FNMRKVTKGNVTIKIWDLGGQRRF--RTMWERYCRGVSAIVYVIDAADRDSVPISRSELN

AtARLA1b      FNMRKVTKENVAIRLWDLGGQPRF--RCMWERYCRAVSMIVYVVDAADTENLSVSRSELH

AtARLA1c      FNMRKVTKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADPDNLSVSKSELH

AtARLA1d      FNMRKVTKGSVTIKLWDLGGQPRF--RSMWERYCRSVSAIVYVVDAADPDNLSVSKSELH

AtSARA1a      PTSEELSIGKINFKAFDLGGHQIA--RRVWKDCYAKVDAVVYLVDAYDRDRFVESKRELD

AtSARA1b      PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKRELD

AtSARA1c      PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKKELD

AtARLB1       LNIGRIEVSNAKIVFWDLGGQPGL--RSIWEKYYEEAHALIYLIDAACPTRFEDSKSALE

AtARFD1a      LNVESVKYKDSNLCFWEMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQIEETKDFLN

AtARFD1b      TDVESVKYKDSNLRFWEMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDRIEDAKDFLN

AtARLC1       FNIKTIIYQKYTLNIWDVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCKMELD

AtARFC1       SNVEELVYKNIRFEVWDLGGQDRL--RTSWATYYRGTHAVIVVIDSTDRARISFMKDELA

AtARFB1b      FNVEKVQYKNVMFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQ

AtARFB1c      FNVEKVQYKNVIFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQ

AtARFB1a      FNLETVEYKGINFTVWDIGGQEKI--RKLWRHYFQNAQGLIFVVDSSDSERLSEARNELH

AtARFA1b      FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1e      FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1d      FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1c      FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1f      FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

                   :      :  :::**:                  :: ::*:     .   :  : 

AtARLA1a      DLLTK---PSLNGIPLLILGNKIDKSEALSKQALVDQLGLESVT------------DREV

AtARLA1b      DLLSN---ASLIGIPLLVLGNKIDIHGALSKEALTEEMGLSSVT------------SREV

AtARLA1c      DLLSK---TSLNGIPLLVLGNKIDKPGALSKEALTDEMGLTSLT------------DREV

AtARLA1d      DLLSK---TSLNGIPLLVLGNKIDKPGALSKEALTDEMGLKSLT------------DREV

AtSARA1a      ALLSD---EALANVPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGIVNLEDSGVRPL

AtSARA1b      ALLSD---EALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPL

AtSARA1c      ALLSD---ESLASVPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGKVNLTDSNVRPL

AtARLB1       KALRH---EDLQGAPLLILANKQDLTNAVSAEELDRYLDLKKLD------------ERVY

AtARFD1a      VVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKKN--------WQRNW

AtARFD1b      AVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQKN--------WQRNW

AtARLC1       NLLKE---ERLAGSSLLILANKQDIQGALTPDEIGKVLNLESMDK-----------SRHW

AtARFC1       RLLGH---EDLQNSVILVFANKQDLKDAMTPAEITDALNLHSIK------------NHDW

AtARFB1b      EIIKD---PFMLNSIILVFANKQDMRGAMSPREVCEGLGLFDLK------------NRKW

AtARFB1c      DIIRD---PFMLNSVILVFANKQDMRGAMSPREVCEGLGLLDLK------------NRKW

AtARFB1a      RILTD---NELEGACVLVFANKQDSRNALPVAEVANKLGLHSLS------------KRCW

AtARFA1b      RMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHW

AtARFA1e      RMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHW

AtARFA1d      RMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHW

AtARFA1c      RMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHW

AtARFA1f      RMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHW

                : .           *: .** :   *     :   :.* ..              :  

AtARLA1a      CCYMISCKDSINIDAVIDWLIKHSRTAT----------------------------

AtARLA1b      CCLMISCKNPTTIDQLTDWLVNHSKSKN----------------------------

AtARLA1c      CCFMISCKNSTNIDQVIDWLVKHSKSKN----------------------------

AtARLA1d      CCFMISCKNSTNIDQVIDWLVKHSKSSN----------------------------

AtSARA1a      EVFMCSIVRKMGYGEGFKWLSQYIK-------------------------------

AtSARA1b      EVFMCSIVRKMGYGEGFKWLSQYIN-------------------------------

AtSARA1c      EVFMCSIVRKMGYGEGFKWVSQYIK-------------------------------

AtARLB1       MFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLRARAGYTPVPNS-----------

AtARFD1a      HVQSSCAFSGDGLHEGLDWLLKNAERM-----------------------------

AtARFD1b      HVQSSCAFSGDGLHEGLDWLLKNAERM-----------------------------

AtARLC1       KIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD------------------------

AtARFC1       HIQASCAVTGEGLYDGLGWIAQKVTGKATS--------------------------

AtARFB1b      HIQGTCALRGDGLYEGLDWLSSTLKDVKAAGFTS-------VGHSF----------

AtARFB1c      HIQGTCALQGDGLYEGLDWLSATLKEVKAAGYSS-------VGPSF----------

AtARFB1a      LIQGTSAISGQGLYEGLEWLSTTIPNKPERSTSV--SSF--RSDSYERKLVRGPRY

AtARFA1b      YIQSTCATSGEGLYEGLDWLSNNIATKVNNLNIP--F-------------------

AtARFA1e      YIQSTCATSGEGLYEGLDWLSNNIANKA----------------------------

AtARFA1d      YIQSTCATSGEGLYEGLDWLSNNIAGKA----------------------------

AtARFA1c      YIQSTCATSGEGLYEGLDWLSNNIASKA----------------------------

AtARFA1f      YIQSTCATSGEGLYEGLDWLSNNIASKA----------------------------

                   .            *:                                    

Multiple sequence alignment corresponding to Supplemental Figure 17

LOC_Os02g49980      ------------------------------------------------------------

AtARLA1a            ------------------------------------------------------------

AtARLA1b            ------------------------------------------------------------

LOC_Os03g10370      ------------------------------------------------------------

AtARLA1c            ------------------------------------------------------------

AtARLA1d            ------------------------------------------------------------

LOC_Os06g12090      ------------------------------------------------------------

AtSARA1a            ------------------------------------------------------------

LOC_Os01g15010      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

AtSARA1c            ------------------------------------------------------------

LOC_Os01g23620      ------------------------------------------------------------

LOC_Os12g37360      ------------------------------------------------------------

AtARLB1             ------------------------------------------------------------

LOC_Os03g27450      ------------------------------------------------------------

LOC_Os07g42820      ------------------------------------------------------------

AtARFD1a            ------------------------------------------------------------

AtARFD1b            ------------------------------------------------------------

LOC_Os02g22140      ------------------------------------------------------------

AtARLC1             ------------------------------------------------------------

LOC_Os06g02390      ------------------------------------------------------------

LOC_Os02g03610      ------------------------------------------------------------

AtARFB1b            ------------------------------------------------------------

AtARFB1c            ------------------------------------------------------------

LOC_Os02g47110      ------------------------------------------------------------

LOC_Os10g42940      ------------------------------------------------------------

LOC_Os11g37640      ------------------------------------------------------------

AtARFC1             ------------------------------------------------------------

LOC_Os08g15040      ------------------------------------------------------------

AtARFB1a            ------------------------------------------------------------

LOC_Os03g59740      ------------------------------------------------------------

LOC_Os07g12200      ------------------------------------------------------------

LOC_Os01g16030      ------------------------------------------------------------

AtARFA1b            ------------------------------------------------------------

LOC_Os01g59790      ------------------------------------------------------------

LOC_Os05g41060      ------------------------------------------------------------

LOC_Os07g12170      MEDGLRRQEPEALALLFFLSSDETTMNQWRDPRRRRMERHRDKGGAGPLLSQGGRCKDAA

AtARFA1e            ------------------------------------------------------------

AtARFA1d            ------------------------------------------------------------

AtARFA1c            ------------------------------------------------------------

AtARFA1f            ------------------------------------------------------------

LOC_Os02g49980      ------------------------------------------------------------

AtARLA1a            ------------------------------------------------------------

AtARLA1b            ------------------------------------------------------------

LOC_Os03g10370      ------------------------------------------------------------

AtARLA1c            ------------------------------------------------------------

AtARLA1d            ------------------------------------------------------------

LOC_Os06g12090      ------------------------------------------------------------

AtSARA1a            ------------------------------------------------------------

LOC_Os01g15010      ------------------------------------------------------------

AtSARA1b            ------------------------------------------------------------

AtSARA1c            ------------------------------------------------------------

LOC_Os01g23620      ------------------------------------------------------------

LOC_Os12g37360      ------------------------------------------------------------

AtARLB1             ------------------------------------------------------------

LOC_Os03g27450      ------------------------------------------------------------

LOC_Os07g42820      ------------------------------------------------------------

AtARFD1a            ------------------------------------------------------------

AtARFD1b            ------------------------------------------------------------

LOC_Os02g22140      ------------------------------------------------------------

AtARLC1             ------------------------------------------------------------

LOC_Os06g02390      ------------------------------------------------------------

LOC_Os02g03610      ------------------------------------------------------------

AtARFB1b            ------------------------------------------------------------

AtARFB1c            ------------------------------------------------------------

LOC_Os02g47110      ------------------------------------------------------------

LOC_Os10g42940      ------------------------------------------------------------

LOC_Os11g37640      ------------------------------------------------------------

AtARFC1             ------------------------------------------------------------

LOC_Os08g15040      ------------------------------------------------------------

AtARFB1a            ------------------------------------------------------------

LOC_Os03g59740      ------------------------------------------------------------

LOC_Os07g12200      ------------------------------------------------------------

LOC_Os01g16030      ------------------------------------------------------------

AtARFA1b            ------------------------------------------------------------

LOC_Os01g59790      ------------------------------------------------------------

LOC_Os05g41060      ------------------------------------------------------------

LOC_Os07g12170      REEQGAGPLPLKGREAHGRCHRRRDYVMPLPLEGREAHGYRRRREVGREHAKLMPSEKEE

AtARFA1e            ------------------------------------------------------------

AtARFA1d            ------------------------------------------------------------

AtARFA1c            ------------------------------------------------------------

AtARFA1f            ------------------------------------------------------------

LOC_Os02g49980      ---MGLWD-SLLNWL-RSLFFKQEMELSLVGLQNAGKTSLVNAVAT------GGYSEDMI

AtARLA1a            ---MGLWD-SLLNWL-RSLFFKQEMELSLVGLQNAGKTSLVNAIAT------GGYSEDMI

AtARLA1b            ------------MTL-QPNLQAKEMELSLVGLQNSGKTSLVNVVAT------GEYSEDMI

LOC_Os03g10370      ---MGFWE-AFLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVIAT------GGFSEDMI

AtARLA1c            ---MGLLE-AFLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMI

AtARLA1d            ---MGLWD-ALLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMI

LOC_Os06g12090      ---MSFLLDWFYDVLASIGLWQKEAKILFLGLDNAGKTTLFYMLSQ------EN-LAVHQ

AtSARA1a            ----MFLFDWFYGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

LOC_Os01g15010      ----MFLVDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

AtSARA1b            ----MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

AtSARA1c            ----MFMIDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

LOC_Os01g23620      ----MFLWDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

LOC_Os12g37360      ----MFLVDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ER-LVQHQ

AtARLB1             ---MFSLM----SGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIV

LOC_Os03g27450      ---MFSLA----YGLWKYIFNKTEFHVLILGVDKAGKTTLLEKIKSIYLKGEGLTPDRIV

LOC_Os07g42820      ---MFSLF----YGLWQHVFSKAEFHVVILGVHKAGKTTLLEKVKSIYLKEEGLPHDRIV

AtARFD1a            ---MGTTL----GKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKT------GETLTTTM

AtARFD1b            ---MGTAL----GKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKT------GETLTTTM

LOC_Os02g22140      ---MGL-L----SIIRKIKRKEKEMRILMVGLDNSGKTTIVLKING------EDTGV-IS

AtARLC1             ---MGL-L----SIIRKIKKKEKEMRILMVGLDNSGKTTIVLKING------EDTSV-IS

LOC_Os06g02390      ---MGQSL----RKLFDSF-CTKEMKVLMLGLDAAGKTTILYRLHI------GEVLS-SI

LOC_Os02g03610      ---MGQAL----RRLFDAFFSTREMRVVMLGLDAAGKTTILYRLHM------GEVLS-TV

AtARFB1b            ---MGQAF----RKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVLS-TV

AtARFB1c            ---MGQTF----RKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVLS-TV

LOC_Os02g47110      ---MGQAF----RKLFDAFFGTSEMRVVMLGLDAAGKTTILYKLHI------GEVLS-TV

LOC_Os10g42940      ---MGQAF----RKLFDAFFGNKEMRVVMLGLDAAGKTTILYKLHI------GEVLS-TV

LOC_Os11g37640      ---MGAWM----SRVWFLMFPAKEYKIVVVGLDNAGKTTTLYKLHL------GEAVT-AA

AtARFC1             ---MGAFM----SRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHL------GEVVT-TH

LOC_Os08g15040      ---MGIVF----TRLFSSVFGNREARILVLGLDNAGKTTILYRLQM------GEVVS-TI

AtARFB1a            ---MGARF----SRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKL------GEVVT-TV

LOC_Os03g59740      ---MGLTF----TKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

LOC_Os07g12200      ---MGLAF----GKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

LOC_Os01g16030      ---MGLTF----TKLFSRLFSKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

AtARFA1b            ---MGLNF----TKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

LOC_Os01g59790      ---MGLTF----TKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

LOC_Os05g41060      ---MGLTF----TKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

LOC_Os07g12170      GGKMGLAF----GKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

AtARFA1e            ---MGLSF----GKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

AtARFA1d            ---MGLSF----AKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

AtARFA1c            ---MGLSF----GKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

AtARFA1f            ---MGLSF----AKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIVT-TI

                                           : .: ..*:  :**:: .  .                

LOC_Os02g49980      PTV-----------------GFNMRKVTKGNVTIKLWDLGGQRR--FRTMWERYCRGVSA

AtARLA1a            PTV-----------------GFNMRKVTKGNVTIKIWDLGGQRR--FRTMWERYCRGVSA

AtARLA1b            PTV-----------------GFNMRKVTKENVAIRLWDLGGQPR--FRCMWERYCRAVSM

LOC_Os03g10370      PTV-----------------GFNMRKVTKGNVTIKLWDLGGQPR--FRSMWERYCRAVSA

AtARLA1c            PTV-----------------GFNMRKVTKGNVTIKLWDLGGQPR--FRSMWERYCRAVSA

AtARLA1d            PTV-----------------GFNMRKVTKGSVTIKLWDLGGQPR--FRSMWERYCRSVSA

LOC_Os06g12090      PTQ-----------------HPTSEELSIGRIRFKAFDLGGHRI--ARRVWRDYYAQVDA

AtSARA1a            PTQ-----------------HPTSEELSIGKINFKAFDLGGHQI--ARRVWKDCYAKVDA

LOC_Os01g15010      PTQ-----------------YPTSEELSIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDA

AtSARA1b            PTQ-----------------HPTSEELSIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDA

AtSARA1c            PTQ-----------------HPTSEELSIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDA

LOC_Os01g23620      PTQ-----------------HPTSEELSIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDA

LOC_Os12g37360      PTQ-----------------YPTSEELSIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDA

AtARLB1             PTV-----------------GLNIGRIEVSNAKIVFWDLGGQPG--LRSIWEKYYEEAHA

LOC_Os03g27450      PTV-----------------GLNIGRIEDANAKLVFWDLGGQVG--LRTIWEKYYQEAHA

LOC_Os07g42820      PTV-----------------GLNIGRIEDANVKLVFWDLGGQPG--LRTIWEKYYEEAHA

AtARFD1a            PTV-----------------GLNVESVKYKDSNLCFWEMGGQQCYMWFPLWKHWFQEIAG

AtARFD1b            PTI-----------------GTDVESVKYKDSNLRFWEMGGQQCYKWFPMTKHDFQEIAG

LOC_Os02g22140      PTL-----------------GFNIKTIKYHKYSLNIWDIGGQKT--IRSYWRNYFEQTDG

AtARLC1             PTL-----------------GFNIKTIIYQKYTLNIWDVGGQKT--IRSYWRNYFEQTDG

LOC_Os06g02390      PTI-----------------GFNVEKVEYKNVAFTVWDVGGQDK--LRPLWRQYFRNADA

LOC_Os02g03610      PTV-----------------GFNVEKVQYKNVVFTVWDVGGQEK--LRPLWKMYLSNSDA

AtARFB1b            PTI-----------------GFNVEKVQYKNVMFTVWDVGGQEK--LRPLWRHYFNNTDG

AtARFB1c            PTI-----------------GFNVEKVQYKNVIFTVWDVGGQEK--LRPLWRHYFNNTDG

LOC_Os02g47110      PTI-----------------GFNVEKVQYKNVMFTVWDVGGQEK--LRPLWRHYFNNTDG

LOC_Os10g42940      PTI-----------------GFNVEKVQYKNVVFTVWDVGGQEK--LRPLWRHYFNNTDA

LOC_Os11g37640      PTI-----------------GSNVEEVVFKNIRFEVWDLGGQES--LRTSWATYYRGTHA

AtARFC1             PTV-----------------GSNVEELVYKNIRFEVWDLGGQDR--LRTSWATYYRGTHA

LOC_Os08g15040      PTI-----------------GFNVETVQYNNIKFQVWDLGGQTS--IRPYWRCYFPNTQA

AtARFB1a            PTI-----------------GFNLETVEYKGINFTVWDIGGQEK--IRKLWRHYFQNAQG

LOC_Os03g59740      PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

LOC_Os07g12200      PTIDIYLYVLSNLKAITEEKGFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

LOC_Os01g16030      PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

AtARFA1b            PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

LOC_Os01g59790      PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

LOC_Os05g41060      PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

LOC_Os07g12170      PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

AtARFA1e            PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

AtARFA1d            PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

AtARFA1c            PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

AtARFA1f            PTI-----------------GFNVETVEYKNISFTVWDVGGQDK--IRPLWRHYFQNTQG

                    **                        :      :  :::**:                  

LOC_Os02g49980      ILYVVDAADRDSIPIAKSELHDLLTK---QSLAGIPLLVLGNKIDKSEAVSKQALVDQLG

AtARLA1a            IVYVIDAADRDSVPISRSELNDLLTK---PSLNGIPLLILGNKIDKSEALSKQALVDQLG

AtARLA1b            IVYVVDAADTENLSVSRSELHDLLSN---ASLIGIPLLVLGNKIDIHGALSKEALTEEMG

LOC_Os03g10370      IVYVVDAADRENMAIAKSELHDLLSK---PSLTGIPLLVIGNKIDKPEAFPKQSFTDVMG

AtARLA1c            IVYVVDAADPDNLSVSKSELHDLLSK---TSLNGIPLLVLGNKIDKPGALSKEALTDEMG

AtARLA1d            IVYVVDAADPDNLSVSKSELHDLLSK---TSLNGIPLLVLGNKIDKPGALSKEALTDEMG

LOC_Os06g12090      VVYVVDAADRCRFAESKMELDALLSD---DALAGVPFLVLGNKIDIPYAVPEQELCYYLG

AtSARA1a            VVYLVDAYDRDRFVESKRELDALLSD---EALANVPCLILGNKIDIPYASSEDELRYYLG

LOC_Os01g15010      VVYLVDAADKERFAESKKELDALLAD---DSLATVPFLILGNKIDIPYAASEEELRYYLG

AtSARA1b            VVYLVDAYDKERFAESKRELDALLSD---EALATVPFLILGNKIDIPYAASEDELRYHLG

AtSARA1c            VVYLVDAYDKERFAESKKELDALLSD---ESLASVPFLILGNKIDIPYAASEDELRYHLG

LOC_Os01g23620      VVYLVDAYDKERFAESKKELDALLSD---DSLAAVPFLILGNKIDIPYAASEEELRYHLG

LOC_Os12g37360      VVYLVDAYDKERFSESKKELDALLSD---DSLATVPFLILGNKIDIPYAASEEELRYHMG

AtARLB1             LIYLIDAACPTRFEDSKSALEKALRH---EDLQGAPLLILANKQDLTNAVSAEELDRYLD

LOC_Os03g27450      IIYVIDAAAASSFEDAKSALEKVLRH---EDLKGAPLLIFANKQDLPGVITDEELARYLQ

LOC_Os07g42820      VIYVIDSAAASSFEDAKSALEKVLHH---EDLQGVPLLIFANKQELPAAVTEEELARHLH

AtARFD1a            LVLVVDSTGRDQIEETKDFLNVVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLD

AtARFD1b            LVLVVDSTDRDRIEDAKDFLNAVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLD

LOC_Os02g22140      LVWVVDSSDIRRLDDCRAELHNLLKE---ERLAGASLLVFANKQDIQGALKPSEIAKVLN

AtARLC1             LVWVVDSSDLRRLDDCKMELDNLLKE---ERLAGSSLLILANKQDIQGALTPDEIGKVLN

LOC_Os06g02390      LIYVVDSMDRERIGVAKEEFQAIIRD---PLMLNSVILLLANKQDLKGAMSSSEVCQRLG

LOC_Os02g03610      LIYVVDSLDRERIIDARQEFQTIIKD---PLMANSIILVFANKQDLRGAMSPDEVSEGLG

AtARFB1b            LIYVVDSLDRERIGKAKQEFQEIIKD---PFMLNSIILVFANKQDMRGAMSPREVCEGLG

AtARFB1c            LIYVVDSLDRERIGKAKQEFQDIIRD---PFMLNSVILVFANKQDMRGAMSPREVCEGLG

LOC_Os02g47110      LIYVVDSLDRERIGKAKAEFQAIVND---PLMLNSVILVFANKQDMKGAMTPLEVCEGLG

LOC_Os10g42940      LIYVVDSLDRERIGRARAEFQAIIND---PFMLNSVLLVFANKQDMRGAMTPMEVCEGLG

LOC_Os11g37640      VIVVIDSTDRARINIIKDELFRLLQH---GDLEGAVVLVFANKQDLKDAMSPAEITDALS

AtARFC1             VIVVIDSTDRARISFMKDELARLLGH---EDLQNSVILVFANKQDLKDAMTPAEITDALN

LOC_Os08g15040      IIYVVDSSDTDRLVTAKEEFHAILEE---DELKGAVVLVYANKQDLPGALDDAAITESLE

AtARFB1a            LIFVVDSSDSERLSEARNELHRILTD---NELEGACVLVFANKQDSRNALPVAEVANKLG

LOC_Os03g59740      LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

LOC_Os07g12200      LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

LOC_Os01g16030      LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

AtARFA1b            LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

LOC_Os01g59790      LIFVVDSNDRERVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

LOC_Os05g41060      LIFVVDSNDRERVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

LOC_Os07g12170      LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

AtARFA1e            LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

AtARFA1d            LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

AtARFA1c            LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

AtARFA1f            LIFVVDSNDRDRVVEARDELHRMLNE---DELRDAVLLVFANKQDLPNAMNAAEITDKLG

                    :: ::*:     .   :  :   : .           *: .** :   .     .   : 

LOC_Os02g49980      LE-LIK------------DREVCCYMISCKDSVNIDVVIDWLIKHSRTAK----------

AtARLA1a            LE-SVT------------DREVCCYMISCKDSINIDAVIDWLIKHSRTAT----------

AtARLA1b            LS-SVT------------SREVCCLMISCKNPTTIDQLTDWLVNHSKSKN----------

LOC_Os03g10370      LK-TIT------------DREVACFMISCKNSTNIDSVIDWLVKHSKKKN----------

AtARLA1c            LT-SLT------------DREVCCFMISCKNSTNIDQVIDWLVKHSKSKN----------

AtARLA1d            LK-SLT------------DREVCCFMISCKNSTNIDQVIDWLVKHSKSSN----------

LOC_Os06g12090      LT-GLTTGKGNVNLAGTGVRPVEVFMCSVVRRMGYGDGFRWMSQYIK-------------

AtSARA1a            LT-NFTTGKGIVNLEDSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIK-------------

LOC_Os01g15010      LS-NFTTGKGNVNLADSNVRPLEIFMCSVVRKMGYGEGFKWMSQYIK-------------

AtSARA1b            LT-NFTTGKGKVTLGDSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIN-------------

AtSARA1c            LS-NFTTGKGKVNLTDSNVRPLEVFMCSIVRKMGYGEGFKWVSQYIK-------------

LOC_Os01g23620      LS-NFTTGKGKVSLGESNVRPLEVFMCSVVRKMGYGDGFKWVSQYIK-------------

LOC_Os12g37360      LS-NFTTGKGRVSLGESNVRPLEVFMCSIVRKMGYGDGFKWVSQYIK-------------

AtARLB1             LK-KLD------------ERVYMFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLRARAG

LOC_Os03g27450      LK-ELD------------ERPYKFQAVSAYDGRGIKSGIDWVVEQMERSKRTEVLRARAG

LOC_Os07g42820      LK-GLD------------ERPYMFQAGSAYDGTGIKAGIDWLVEEMERSKRTEVLMARTE

AtARFD1a            LT-SLRKK--------NWQRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-----------

AtARFD1b            LT-SLRQK--------NWQRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-----------

LOC_Os02g22140      LEAMDG------------SRHWQIVGCSAHTGEGLLQGFDWLVQDIASRIYVLE------

AtARLC1             LESMDK------------SRHWKIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD------

LOC_Os06g02390      AYEELK------------NRRWHCQGASALTGDGLHGGLDWLASTLRDVQTWGTSVRF--

LOC_Os02g03610      LH-DLR------------NRIWHIQGTCALRGEGLYDGLDWLASTLKQLQETGHATSVAG

AtARFB1b            LF-DLK------------NRKWHIQGTCALRGDGLYEGLDWLSSTLKDVKAAGFTSVGHS

AtARFB1c            LL-DLK------------NRKWHIQGTCALQGDGLYEGLDWLSATLKEVKAAGYSSVGPS

LOC_Os02g47110      LY-DLK------------NRIWHIQGSCALKGDGLYEGLDWLASTLKGLEASGRLPSGGT

LOC_Os10g42940      LY-DLN------------NRIWHIQGTCALKGDGLYEGLDWLATTLDEMRASGRITSTSS

LOC_Os11g37640      LH-SIK------------NHDWHIQASCAITGEGLYDGLGWIAQKVAGKATTS-------

AtARFC1             LH-SIK------------NHDWHIQASCAVTGEGLYDGLGWIAQKVTGKATS--------

LOC_Os08g15040      LH-KIK------------SRQWAIFKTSAIKGEGLFEGLDWLSNALKSKSS---------

AtARFB1a            LH-SLS------------KRCWLIQGTSAISGQGLYEGLEWLSTTIPNKPERSTSVSSFR

LOC_Os03g59740      LH-SLR------------QRHCTHLN-----------FLIWLTGISRALVL---QQVR--

LOC_Os07g12200      LH-SLR------------QRHWYIQSTCATTGEGLYEGLDWLSSNIASKA----------

LOC_Os01g16030      LH-SLR------------QRHWYIQSTCATTGEGLYEGLDWLSSNIANKYLSRSHLSI--

AtARFA1b            LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIATKVNNLN---I--

LOC_Os01g59790      LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIASKA----------

LOC_Os05g41060      LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIANKA----------

LOC_Os07g12170      LH-SLR------------QRHWYIQSTCATTGEGLYEGLDWLSSNIASKA----------

AtARFA1e            LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIANKA----------

AtARFA1d            LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA----------

AtARFA1c            LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIASKA----------

AtARFA1f            LH-SLR------------QRHWYIQSTCATSGEGLYEGLDWLSNNIASKA----------

                                       :                    *:                  

LOC_Os02g49980      ----------------------------

AtARLA1a            ----------------------------

AtARLA1b            ----------------------------

LOC_Os03g10370      ----------------------------

AtARLA1c            ----------------------------

AtARLA1d            ----------------------------

LOC_Os06g12090      ----------------------------

AtSARA1a            ----------------------------

LOC_Os01g15010      ----------------------------

AtSARA1b            ----------------------------

AtSARA1c            ----------------------------

LOC_Os01g23620      ----------------------------

LOC_Os12g37360      ----------------------------

AtARLB1             YTPVPNS---------------------

LOC_Os03g27450      FTGQI-----------------------

LOC_Os07g42820      TAEKI-----------------------

AtARFD1a            ----------------------------

AtARFD1b            ----------------------------

LOC_Os02g22140      ----------------------------

AtARLC1             ----------------------------

LOC_Os06g02390      ----------------------------

LOC_Os02g03610      P-SI------------------------

AtARFB1b            F---------------------------

AtARFB1c            F---------------------------

LOC_Os02g47110      S-LF------------------------

LOC_Os10g42940      S---------------------------

LOC_Os11g37640      ----------------------------

AtARFC1             ----------------------------

LOC_Os08g15040      ----------------------------

AtARFB1a            SDSYERKLVRGPRY--------------

LOC_Os03g59740      -DCTRAWTGCPATLPAR------PKF--

LOC_Os07g12200      ----------------------------

LOC_Os01g16030      -DCRPDWMTRIPHYIAVAFSGERRRWSF

AtARFA1b            -PF-------------------------

LOC_Os01g59790      ----------------------------

LOC_Os05g41060      ----------------------------

LOC_Os07g12170      ----------------------------

AtARFA1e            ----------------------------

AtARFA1d            ----------------------------

AtARFA1c            ----------------------------

AtARFA1f            ----------------------------

Multiple sequence alignment corresponding to Supplemental Figure 18

AtARLA1b            ------------------------------------------------------------

AtARLA1c            -------------------------------------------------------MGLLE

AtARLA1d            -------------------------------------------------------MGLWD

Solyc03g043960      -------------------------------------------------------MGLWD

Solyc02g064640      -------------------------------------------------------MGLWE

Solyc02g092330      -------------------------------------------------------MGIWE

Solyc11g011040      -------------------------------------------------------MGLWD

AtARLA1a            -------------------------------------------------------MGLWD

Solyc10g074630      ------------------------------------------------------------

AtARLB1             -------------------------------------------------------MF-SL

Solyc01g060130      -----------------------------------------------------MFLVDWF

AtSARA1a            -----------------------------------------------------MFLFDWF

AtSARA1b            -----------------------------------------------------MFLFDWF

AtSARA1c            -----------------------------------------------------MFMIDWF

Solyc01g100350      -----------------------------------------------------MFLVDWF

Solyc01g079540      -----------------------------------------------------MFLFDWF

Solyc06g009660      -----------------------------------------------------MFLWDWF

AtARFD1a            -------------------------------------------------------MG-TT

AtARFD1b            -------------------------------------------------------MG-TA

Solyc07g014650      ------------------------------------------------------------

AtARLC1             -------------------------------------------------------MGLL-

Solyc03g005300      -------------------------------------------------------MG-GF

AtARFC1             -------------------------------------------------------MG-AF

AtARFB1b            -------------------------------------------------------MG-QA

AtARFB1c            -------------------------------------------------------MG-QT

Solyc03g096910      -------------------------------------------------------MG-QA

Solyc06g072800      -------------------------------------------------------MG-QA

Solyc07g006640      -------------------------------------------------------MG-LV

AtARFB1a            -------------------------------------------------------MG-AR

Solyc09g055990      ------------------------------------------------------------

Solyc04g025560      MKWQFSASHSLYLFPVIFFLLLLSQNLALISGFTLSFFRSLFHNLLSGITNKKEKWGCHS

Solyc12g099080      ---------MTTQLKILFFRATAEES----AVNDSSISRSTYSNLRSP-IAVTQRWGCLS

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      -------------------------------------------------------MG-LS

Solyc02g092970      -------------------------------------------------------MG-MS

AtARFA1e            -------------------------------------------------------MG-LS

Solyc01g100860      -------------------------------------------------------MG-LS

AtARFA1d            -------------------------------------------------------MG-LS

AtARFA1c            -------------------------------------------------------MG-LS

AtARFA1f            -------------------------------------------------------MG-LS

AtARFA1b            -------------------------------------------------------MG-LN

Solyc01g008000      -------------------------------------------------------MG-LT

Solyc05g005190      -------------------------------------------------------MG-LT

AtARLA1b            ---MTLQPNLQAKEMELSLVGLQNSGKTSLVNVVATGEY------SEDMIPTVGFNMRKV

AtARLA1c            AFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATGGY------SEDMIPTVGFNMRKV

AtARLA1d            ALLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATGGY------SEDMIPTVGFNMRKV

Solyc03g043960      ALLNWLRSLFFQQEMELSLIGLQNAGKTSLVNVIATGGY------SEDMIPTVGFNMRKV

Solyc02g064640      AFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVIATGGY------SEDMIPTVGFNMRKV

Solyc02g092330      AFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVIATGGY------SEDMIPTVGFNMRKV

Solyc11g011040      SLLNWLRSLFFKQEMELSLVGLQNAGKTSLVNAIATGGY------SEDMIPTVGFNMRKV

AtARLA1a            SLLNWLRSLFFKQEMELSLVGLQNAGKTSLVNAIATGGY------SEDMIPTVGFNMRKV

Solyc10g074630      --------MFSKTEFHVLILGIDKAGKTTLLEKIKSQYSNLEGLPPDRIVPTVGLNIGRV

AtARLB1             -MSGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIVPTVGLNIGRI

Solyc01g060130      -YGVLASLGLWQKDAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQYPTSEEL

AtSARA1a            -YGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQHPTSEEL

AtSARA1b            -YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQHPTSEEL

AtSARA1c            -YGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQHPTSEEL

Solyc01g100350      -YGILATLGLWQKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQYPTSEEL

Solyc01g079540      -YGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQYPTSEEL

Solyc06g009660      -YGVLSSLGLWQKEAKILFLGLDNAGKTTLLHMLKDER-------LVQHQPTQYPTSEEL

AtARFD1a            -LGKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKTGET------LTTTMPTVGLNVESV

AtARFD1b            -LGKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKTGET------LTTTMPTIGTDVESV

Solyc07g014650      --------------MRILMVGLDNSGKTTIVLKINGED-------TSVISPTLGFNIKTI

AtARLC1             --SIIRKIKKKEKEMRILMVGLDNSGKTTIVLKINGED-------TSVISPTLGFNIKTI

Solyc03g005300      -VSRFWFMMFPAKEYKIIVVGLDNAGKTTTLYKLHLGE-------VVTTNPTVGSNVEEL

AtARFC1             -MSRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHLGE-------VVTTHPTVGSNVEEL

AtARFB1b            -FRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIGE-------VLSTVPTIGFNVEKV

AtARFB1c            -FRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIGE-------VLSTVPTIGFNVEKV

Solyc03g096910      -FRKLFDTFFGNSEMRVVMLGLDAAGKTTILYKLHIGE-------VLSTVPTIGFNVEKV

Solyc06g072800      -FRKLFDTFFGNSEMRVVMLGLDAAGKTTILYKLHIGE-------VLSTVPTIGFNVEKV

Solyc07g006640      -FSRLFSSLFGNKEARILVLGLDNAGKTTILYRLQMGE-------VVSTIPTIGFNVETV

AtARFB1a            -FSRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKLGE-------VVTTVPTIGFNLETV

Solyc09g055990      ------------------MVGLDAAGKTTILYKIKLGE-------IATTIPTIGFNVETV

Solyc04g025560      -PSFSVGFSPRKKCEFSWLDLMQLV-RPPYCTSSSWARS------LLLFLPLVRFNVETV

Solyc12g099080      -PNFLVASLLRKKCVFLWLVSMLLV-KPQFSTSSSWGKL------LLLYLQLVRFNVETV

Solyc10g049260      ------------------MVRLDAAGKTTILYKLKLGE-------IVTTIRTIGFNMEPI

Solyc01g100870      -FGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

Solyc02g092970      -ISKFVKKLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVNTIPTIGFNVETV

AtARFA1e            -FGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

Solyc01g100860      -FGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

AtARFA1d            -FAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

AtARFA1c            -FGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

AtARFA1f            -FAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

AtARFA1b            -FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

Solyc01g008000      -FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

Solyc05g005190      -FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGE-------IVTTIPTIGFNVETV

                                      .  :    :                                :

AtARLA1b            TKENVAIRLWDLGGQPR--FRCMWERYCRAVSMIVYVVDAADTENLSVSRSELHDLLSNA

AtARLA1c            TKGNVTIKLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDNLSVSKSELHDLLSKT

AtARLA1d            TKGSVTIKLWDLGGQPR--FRSMWERYCRSVSAIVYVVDAADPDNLSVSKSELHDLLSKT

Solyc03g043960      TKGNVTIKLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADHDNVSISRSEIHDLLSKP

Solyc02g064640      TKGNVTIKLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADHDNLSISKSELHDLLNKT

Solyc02g092330      TKGNVTIKLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDNLSISSSELHDLLSKP

Solyc11g011040      TKGNVTIKLWDLGGQRR--FRTMWERYCRGVSAILYVVDAADRDSVPITRTELHELLKKP

AtARLA1a            TKGNVTIKIWDLGGQRR--FRTMWERYCRGVSAIVYVIDAADRDSVPISRSELNDLLTKP

Solyc10g074630      EASNTKLVFWDLGGQPG--LRSIWEKYYEEAHAVIYVVDAASPSRFEDSKSALEKVLRHE

AtARLB1             EVSNAKIVFWDLGGQPG--LRSIWEKYYEEAHALIYLIDAACPTRFEDSKSALEKALRHE

Solyc01g060130      SIGNIKFKAFDLGGHQI--ARRVWRDYYAKVDAVVYLVDANDRERFPEAKKELDGLLSDE

AtSARA1a            SIGKINFKAFDLGGHQI--ARRVWKDCYAKVDAVVYLVDAYDRDRFVESKRELDALLSDE

AtSARA1b            SIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKERFAESKRELDALLSDE

AtSARA1c            SIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKERFAESKKELDALLSDE

Solyc01g100350      SIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDSYDKERFAESKKELDALLSDE

Solyc01g079540      SIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKERFAESKKELDALLSDE

Solyc06g009660      SIGKIKFKAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKERFAESKKELDALLSDE

AtARFD1a            KYKDSNLCFWEMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQIEETKDFLNVVIDEI

AtARFD1b            KYKDSNLRFWEMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDRIEDAKDFLNAVIDEI

Solyc07g014650      TYQKYTLNIWDVGGQKT--IRSYWRNYFEQTDGLVWVVDSSDLRRLDDCRYELHNLLKEE

AtARLC1             IYQKYTLNIWDVGGQKT--IRSYWRNYFEQTDGLVWVVDSSDLRRLDDCKMELDNLLKEE

Solyc03g005300      VYKNIRFEVWDLGGQER--LRTSWATYYRGTHAVIVVIDSSDRARISTMKDELFRLLPHE

AtARFC1             VYKNIRFEVWDLGGQDR--LRTSWATYYRGTHAVIVVIDSTDRARISFMKDELARLLGHE

AtARFB1b            QYKNVMFTVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQEIIKDP

AtARFB1c            QYKNVIFTVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQDIIRDP

Solyc03g096910      QYKNVIFTVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRERIGKAKLEFQAIIRDP

Solyc06g072800      QYKNVVFTVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQAIIRDP

Solyc07g006640      QYNNIKFQVWDLGGQTS--IRPYWRCYFPNTQAIIYVVDSSDTDRLVVAKEEFHAILEEE

AtARFB1a            EYKGINFTVWDIGGQEK--IRKLWRHYFQNAQGLIFVVDSSDSERLSEARNELHRILTDN

Solyc09g055990      EYKNKSFTVWDVGGHDK--SQVPQISYGKPIHKFYWVLHKETVIEHITPSNGVEKP----

Solyc04g025560      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

Solyc12g099080      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

Solyc10g049260      EYKNIKFTVWDVGGPDK--VRVVLMP----------------------------------

Solyc01g100870      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

Solyc02g092970      EYKNSSFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRISEARDELHRMLNEE

AtARFA1e            EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

Solyc01g100860      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

AtARFA1d            EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

AtARFA1c            EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

AtARFA1f            EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

AtARFA1b            EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

Solyc01g008000      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVGEARDELHRMLNED

Solyc05g005190      EYKNISFTVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELHRMLNED

                          :  :::**                                              

AtARLA1b            ---SLIGIPLLVLGNKIDIHGALSKEALTEEMGLSSVT------------SREVCCLMIS

AtARLA1c            ---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLTSLT------------DREVCCFMIS

AtARLA1d            ---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLKSLT------------DREVCCFMIS

Solyc03g043960      ---SLNGIPLLVLGNKIDKPGALSKQALTDQMDLKSIT------------DREVCCYMIS

Solyc02g064640      ---SLSGIPLLVLGNKIDKPGALSKQALTDEMGLNSIT------------DREVCCYMIS

Solyc02g092330      ---SLSGIPLLVLGNKIDKPDSLSKQALTEQMGLKSIT------------DREVCCYMIS

Solyc11g011040      ---SLTGIPLLILGNKIDKSEALSQQSLVDQLGLDSIT------------DREVCCYMIS

AtARLA1a            ---SLNGIPLLILGNKIDKSEALSKQALVDQLGLESVT------------DREVCCYMIS

Solyc10g074630      ---DLQGAPLLILANKQDLADAVSAEEVARYLDLKKLD------------ERAYTFLAVS

AtARLB1             ---DLQGAPLLILANKQDLTNAVSAEELDRYLDLKKLD------------ERVYMFEAVS

Solyc01g060130      ---SLTNVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGNINLAGTNVRPIEVFMCS

AtSARA1a            ---ALANVPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGIVNLEDSGVRPLEVFMCS

AtSARA1b            ---ALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPLEVFMCS

AtSARA1c            ---SLASVPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGKVNLTDSNVRPLEVFMCS

Solyc01g100350      ---SLATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLAESNVRPLEVFMCS

Solyc01g079540      ---SLATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLADSSVRPLEVFMCS

Solyc06g009660      ---ALATVPFLILGNKIDIPYAASEDELRYHLGLTGVTTGKGKVNLADSTVRPLEVFMCS

AtARFD1a            QGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKKNW--------QRNWHVQSSC

AtARFD1b            QGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQKNW--------QRNWHVQSSC

Solyc07g014650      ---RLSGASLLIFANKQDIQGALSPDEIAKVLNLEAMDN-----------SRHWRIVGCS

AtARLC1             ---RLAGSSLLILANKQDIQGALTPDEIGKVLNLESMDK-----------SRHWKIVGCS

Solyc03g005300      ---DLQNAVVLVFANKQDLKDAMTPAEITDALSLHSIK------------NHDWHIQACS

AtARFC1             ---DLQNSVILVFANKQDLKDAMTPAEITDALNLHSIK------------NHDWHIQASC

AtARFB1b            ---FMLNSIILVFANKQDMRGAMSPREVCEGLGLFDLK------------NRKWHIQGTC

AtARFB1c            ---FMLNSVILVFANKQDMRGAMSPREVCEGLGLLDLK------------NRKWHIQGTC

Solyc03g096910      ---FMLNAIILVFANKQDMEQ---------------------------------------

Solyc06g072800      ---FMLNAVILVFANKQDMEQ---------------------------------------

Solyc07g006640      ---ELKGAVVLIYANKQDLPGALDDAAVTEALELHKIK------------SRQWAIFKTS

AtARFB1a            ---ELEGACVLVFANKQDSRNALPVAEVANKLGLHSLS------------KRCWLIQGTS

Solyc09g055990      ----LPPPTKLNSTTSDRIPHMMLDSAVE--------------------------IDILA

Solyc04g025560      ---ELRDVVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

Solyc12g099080      ---ELREAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWTCTFRA

Solyc02g092970      ---ELRGATILVFANKQDLPNAMNVADITDKLGLRSLR------------QRRWYIQSAC

AtARFA1e            ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

Solyc01g100860      ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

AtARFA1d            ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

AtARFA1c            ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

AtARFA1f            ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

AtARFA1b            ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

Solyc01g008000      ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

Solyc05g005190      ---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLR------------QRHWYIQSTC

AtARLA1b            C--KNPTTIDQLTDWLVNHSKSKN------------------------------------

AtARLA1c            C--KNSTNIDQVIDWLVKHSKSKN------------------------------------

AtARLA1d            C--KNSTNIDQVIDWLVKHSKSSN------------------------------------

Solyc03g043960      C--KNSTNIDSVIDWLVKHSKSKS------------------------------------

Solyc02g064640      C--KNSTNIDSVIDWLVKHSKSKS------------------------------------

Solyc02g092330      C--KNSTNIDSVIDWLVKHSKSKS------------------------------------

Solyc11g011040      C--KDSVNIDAVIDWLIKHSKTAK------------------------------------

AtARLA1a            C--KDSINIDAVIDWLIKHSRTAT------------------------------------

Solyc10g074630      S--YDGLGIKESVNWLVDVMERSKRTEMLQLRAGANLISN--------------------

AtARLB1             G--YDGRGIKESIEWLVGVMEKSKRTESLRARAGYTPVPNS-------------------

Solyc01g060130      I--VRKMGYGEGFKWMSQYIK---------------------------------------

AtSARA1a            I--VRKMGYGEGFKWLSQYIK---------------------------------------

AtSARA1b            I--VRKMGYGEGFKWLSQYIN---------------------------------------

AtSARA1c            I--VRKMGYGEGFKWVSQYIK---------------------------------------

Solyc01g100350      I--VRKMGYGEGFRWMSQYIK---------------------------------------

Solyc01g079540      I--VRKMGYGDGFKWVSQYIK---------------------------------------

Solyc06g009660      I--VRKMGYGDGFKWVSQYIK---------------------------------------

AtARFD1a            A--FSGDGLHEGLDWLLKNAERM-------------------------------------

AtARFD1b            A--FSGDGLHEGLDWLLKNAERM-------------------------------------

Solyc07g014650      A--YTGDGLLEGFDWLVQDVASRIYMLD--------------------------------

AtARLC1             A--YTGEGLLEGFDWLVQDIASRIYMLD--------------------------------

Solyc03g005300      A--LTGDGLYDGLGWIAQKVPGKTPT----------------------------------

AtARFC1             A--VTGEGLYDGLGWIAQKVTGKATS----------------------------------

AtARFB1b            A--LRGDGLYEGLDWLSSTLKDVKAAGFTSVGHSF-------------------------

AtARFB1c            A--LQGDGLYEGLDWLSATLKEVKAAGYSSVGPSF-------------------------

Solyc03g096910      ------------------------------------------------------------

Solyc06g072800      ------------------------------------------------------------

Solyc07g006640      A--IKGEGLFEGLDWLSNTLKSGGG-----------------------------------

AtARFB1a            A--ISGQGLYEGLEWLST-------TIPNKPERSTSVSSFRSDSYERKLVRGPRY-----

Solyc09g055990      IVLRCGPKKYTGEITICDNQEIEGNEIEAKMAKETDLIVILGRSIGISTFQGTCIEFFAN

Solyc04g025560      A--TSGEGLYEGLDWLS-------NNIANKAMEEFLRVDTGCRQVFI-------------

Solyc12g099080      A--TSGEGLYEGLDWLS-------NNISNKA-----------------------------

Solyc10g049260      ------------------------------------------------------------

Solyc01g100870      HVLPLEKGCMRGLTGSQ-------TTLQTRVEHEIHDF---CSYIFVNIDFKQCLEHLCT

Solyc02g092970      A--TSGQGLYEGLDWLS-------HNI----TGKARTL---LP--FNLLF----------

AtARFA1e            A--TSGEGLYEGLDWLS-------NNI----ANKA-------------------------

Solyc01g100860      A--TSGEGLYEGLDWLS-------NNI----ANKG-------------------------

AtARFA1d            A--TSGEGLYEGLDWLS-------NNI----AGKA-------------------------

AtARFA1c            A--TSGEGLYEGLDWLS-------NNI----ASKA-------------------------

AtARFA1f            A--TSGEGLYEGLDWLS-------NNI----ASKA-------------------------

AtARFA1b            A--TSGEGLYEGLDWLS-------NNI----ATKVNNL---NIPF---------------

Solyc01g008000      A--TSGEGLYEGLDWLS-------NNI----ANKTFSE---SVWLWHLLLRRSLLKRFCN

Solyc05g005190      A--TSGEGLYEGLDWLS-------NNI----ANKA-------------------------

AtARLA1b            ------

AtARLA1c            ------

AtARLA1d            ------

Solyc03g043960      ------

Solyc02g064640      ------

Solyc02g092330      ------

Solyc11g011040      ------

AtARLA1a            ------

Solyc10g074630      ------

AtARLB1             ------

Solyc01g060130      ------

AtSARA1a            ------

AtSARA1b            ------

AtSARA1c            ------

Solyc01g100350      ------

Solyc01g079540      ------

Solyc06g009660      ------

AtARFD1a            ------

AtARFD1b            ------

Solyc07g014650      ------

AtARLC1             ------

Solyc03g005300      ------

AtARFC1             ------

AtARFB1b            ------

AtARFB1c            ------

Solyc03g096910      ------

Solyc06g072800      ------

Solyc07g006640      ------

AtARFB1a            ------

Solyc09g055990      II----

Solyc04g025560      ------

Solyc12g099080      ------

Solyc10g049260      ------

Solyc01g100870      ----C-

Solyc02g092970      ------

AtARFA1e            ------

Solyc01g100860      ------

AtARFA1d            ------

AtARFA1c            ------

AtARFA1f            ------

AtARFA1b            ------

Solyc01g008000      TMVECM

Solyc05g005190      ------
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AtARLB1            ----------------------------------------------------MFSLMSGL

GRMZM2G079226      ----------------------------------------------------MFSLFYGL

GRMZM2G082836      ----------------------------------------------------MFSLFYGL

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           ----------------------------------------------------MGTTLGKP

AtARFD1b           ----------------------------------------------------MGTALGKP

GRMZM2G154890      ----------------------------------------------------MGLL-SII

AtARLC1            ----------------------------------------------------MGLL-SII

GRMZM2G049055      ----------------------------------------------------MGAWMSRV

AtARFC1            ----------------------------------------------------MGAFMSRF

GRMZM2G058474      ----------------------------------------------------MGQSLMKL

GRMZM2G152929      ----------------------------------------------------MGQALRRL

AtARFB1b           ----------------------------------------------------MGQAFRKL

AtARFB1c           ----------------------------------------------------MGQTFRKL

GRMZM2G011518      ----------------------------------------------------MGQAFRKL

GRMZM2G106795      ----------------------------------------------------MGQAFRKL

GRMZM2G113995      ----------------------------------------------------MGQAFRKL

GRMZM2G075253      ----------------------------------------------------MGLAMGRL

GRMZM2G147726      ----------------------------------------------------MGIVFTRL

AtARFB1a           ----------------------------------------------------MGARFSRI

GRMZM2G015361      ----------------------------------------------------MGLTFTKL

GRMZM2G157596      -------------------------------------MDHLVTGARPCDLSEMGLTFTKL

GRMZM2G357399      ----------------------------------------------------MGLSFGKL

GRMZM5G836182      ----------------------------------------------------MGLSFGKL

AtARFA1b           ----------------------------------------------------MGLNFTKL

GRMZM2G395844      MVAETAAIGGRPSSQPSRVRKSAVLSVAASSASSAHQYRASPRLPFGCEREEMGLTFTKL

GRMZM2G105996      ----------------------------------------------------MGLAFGKL

AtARFA1e           ----------------------------------------------------MGLSFGKL

AtARFA1d           ----------------------------------------------------MGLSFAKL

AtARFA1c           ----------------------------------------------------MGLSFGKL

AtARFA1f           ----------------------------------------------------MGLSFAKL

GRMZM2G181536      --------------------------------------------------------MFLV

AtSARA1a           --------------------------------------------------------MFLF

AtSARA1b           --------------------------------------------------------MFLF

GRMZM2G122666      --------------------------------------------------------MFLV

GRMZM2G038356      --------------------------------------------------------MFLW

AtSARA1c           --------------------------------------------------------MFMI

GRMZM2G089454      ----------------------------------------------------MGLWDSLL

GRMZM2G171060      ----------------------------------------------------MGLWDSLL

AtARLA1a           ----------------------------------------------------MGLWDSLL

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ----------------------------------------------------MGFWEFFL

GRMZM2G081622      ----------------------------------------------------MGFWEAFL

AtARLA1c           ----------------------------------------------------MGLLEAFL

AtARLA1d           ----------------------------------------------------MGLWDALL

AtARLB1            ------WS--YMFSKTEFNVLILGIDKAGKT-----------TFLEKLKTIYSISEGLPH

GRMZM2G079226      ------WK--HVFSKAEFHVLILGVHKAGKT-----------TLLEKLKSIYLKGEGLPH

GRMZM2G082836      ------WK--YVFAKDEFRVLILGVDRAGKT-----------TLLEKLKSIYLKGEGLPP

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           ------FA--GFFHQEEARIVLFGLGGTGKS-----------SIMHKFKTG------ETL

AtARFD1b           ------FA--GFFHQEESRIVLFGLDAAGKS-----------SIMHKLKTG------ETL

GRMZM2G154890      ------RK--IKRKEKEMRILMVGLDNSGKT-----------TIVLKINGE------DTS

AtARLC1            ------RK--IKKKEKEMRILMVGLDNSGKT-----------TIVLKINGE------DTS

GRMZM2G049055      ------WF--LMFPAREYKLVVVGLDNAGKT-----------TTLYKLHLG------EAV

AtARFC1            ------WF--MMFPAKEYKIVVVGLDNAGKT-----------TTLYKLHLG------EVV

GRMZM2G058474      ------FF--DDSCQKEVKVVMLGLDAAGKT-----------TALYRLHVG------EAL

GRMZM2G152929      ------FD--SFFSTREMRVVMLGLDAAGKT-----------TILYRLHMG------EVL

AtARFB1b           ------FD--TFFGNQEMRVVMLGLDAAGKT-----------TILYKLHIG------EVL

AtARFB1c           ------FD--TFFGNQEMRVVMLGLDAAGKT-----------TILYKLHIG------EVL

GRMZM2G011518      ------FD--AFFGNKEMRVVMLGLDAAGKT-----------TILYKLHIG------EVL

GRMZM2G106795      ------FD--AFLGTSEMRVVMLGLDAAGKT-----------TILYKLQIG------EVL

GRMZM2G113995      ------FD--SFFGTSEMRVVMLGLDAAGKT-----------TILYKLHIG------EVL

GRMZM2G075253      ------LG-----WKKEAQIALLGLGGAGKT-----------AILHKLKLG------HAI

GRMZM2G147726      ------FS--SVFGNREARILVLGLDNAGKT-----------TILYRLQMG------EVV

AtARFB1a           ------AK--RFLPKSKVRILMVGLDGSGKT-----------TILYKLKLG------EVV

GRMZM2G015361      ------FS--RLFSKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM2G157596      ------FR--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM2G357399      ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM5G836182      ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

AtARFA1b           ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM2G395844      ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM2G105996      ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

AtARFA1e           ------FS--KLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

AtARFA1d           ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

AtARFA1c           ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

AtARFA1f           ------FS--RLFAKKEMRILMVGLDAAGKT-----------TILYKLKLG------EIV

GRMZM2G181536      DWLCDLFVSLRRLWQKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLS

AtSARA1a           DWFYGILASL-GLCKKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLV

AtSARA1b           DWFYGILASL-GLWQKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLV

GRMZM2G122666      DWFYGVLASL-GLWQKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLV

GRMZM2G038356      DWFYGVLASL-GLWQKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLV

AtSARA1c           DWFYGVLASL-GLWQKEAKILFLGLDNAGKT-----------TLLHMLKDE------RLV

GRMZM2G089454      NWLRR------MLGRHRWSMLLLYASTQSRYITMLSGVLILIHGFCALQTG------GYS

GRMZM2G171060      NWLRS------LFFKQEMELSLVGLQNA--------GK---TSLVNAVATG------GYS

AtARLA1a           NWLRS------LFFKQEMELSLVGLQNA--------GK---TSLVNAIATG------GYS

AtARLA1b           MTLQP------NLQAKEMELSLVGLQNSGK-----------TSLVNVVATG------EYS

GRMZM2G007188      NWLRS------LFFKQEMELSLVGLQNAGK-----------TSLVNSIATG------GFS

GRMZM2G081622      NWLRS------LFFKQEMELSLIGLQNAGK-----------TSLVNSIATG------GFS

AtARLA1c           NWLRS------LFFKQEMELSLIGLQNAGK-----------TSLVNVVATG------GYS

AtARLA1d           NWLRS------LFFKQEMELSLIGLQNAGK-----------TSLVNVVATG------GYS

AtARLB1            DRIVPTVGLNIGRIEVSNAKIVFWDL----------------------------------

GRMZM2G079226      DRIVPTVGLNIGRIEDANVKLVFWDL----------------------------------

GRMZM2G082836      DRVVPTVGLNIGRIEDAKAKLVFWDL----------------------------------

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           TTTMPTVGLNVESVKYKDSNLCFWEM----------------------------------

AtARFD1b           TTTMPTIGTDVESVKYKDSNLRFWEM----------------------------------

GRMZM2G154890      I-ISPTLGFNIKTIKYHKYSLNIWDV----------------------------------

AtARLC1            V-ISPTLGFNIKTIIYQKYTLNIWDV----------------------------------

GRMZM2G049055      T-AAPTIGSNVEEVVFKNLRFEVWDL----------------------------------

AtARFC1            T-THPTVGSNVEELVYKNIRFEVWDL----------------------------------

GRMZM2G058474      S-TVPTIGFNVEKVEYKNVAFTVWDV----------------------------------

GRMZM2G152929      S-TVPTVGFNVEKVQYKNVAFTVWDV----------------------------------

AtARFB1b           S-TVPTIGFNVEKVQYKNVMFTVWDV----------------------------------

AtARFB1c           S-TVPTIGFNVEKVQYKNVIFTVWDV----------------------------------

GRMZM2G011518      S-TVPTIGFNVEKVQYKNVVFTVWDV----------------------------------

GRMZM2G106795      S-TVPTIGFNVEKVQYKNVMFTVWDV----------------------------------

GRMZM2G113995      S-TVPTIGFNVEKVQYKNVMFTVWDV----------------------------------

GRMZM2G075253      T-TGPTIGFNSETLEYNGISFRVWDVGGQGEVAHVSAAVL--------------------

GRMZM2G147726      S-TIPTIGFNVETVQYNNIKFQVWDLGEMLLQIEAEVHILSAVRKCMVDDVGQVTTPVPH

AtARFB1a           T-TVPTIGFNLETVEYKGINFTVWDI----------------------------------

GRMZM2G015361      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM2G157596      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM2G357399      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM5G836182      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

AtARFA1b           T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM2G395844      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM2G105996      T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

AtARFA1e           T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

AtARFA1d           T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

AtARFA1c           T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

AtARFA1f           T-TIPTIGFNVETVEYKNISFTVWDV----------------------------------

GRMZM2G181536      -QHAPTQLPTSEELSIGRIKFKAFDL----------------------------------

AtSARA1a           -QHQPTQHPTSEELSIGKINFKAFDL----------------------------------

AtSARA1b           -QHQPTQHPTSEELSIGKIKFKAFDL----------------------------------

GRMZM2G122666      -QHQPTQYPTSEELSIGRIKFKAFDL----------------------------------

GRMZM2G038356      -QHQPTQHPTSEELSIGKIKFKAFDL----------------------------------

AtSARA1c           -QHQPTQHPTSEELSIGKIKFKAFDL----------------------------------

GRMZM2G089454      EDMIPTVGFNMRKITKGNVTIKLWDL----------------------------------

GRMZM2G171060      EDMIPTVGFNMRKVTKGNVTIKLWDL----------------------------------

AtARLA1a           EDMIPTVGFNMRKVTKGNVTIKIWDL----------------------------------

AtARLA1b           EDMIPTVGFNMRKVTKENVAIRLWDL----------------------------------

GRMZM2G007188      EDMIPTVGFNMRKVTKGNVTIKLWDI----------------------------------

GRMZM2G081622      EDMIPTVGFNMRKVTKGNVTIKLWDL----------------------------------

AtARLA1c           EDMIPTVGFNMRKVTKGNVTIKLWDL----------------------------------

AtARLA1d           EDMIPTVGFNMRKVTKGSVTIKLWDL----------------------------------

AtARLB1            -----------------------------GGQP--GLRSIWEKYYEEAHALIYLIDAACP

GRMZM2G079226      -----------------------------GGQP--GLRTIWEKYYEEAHAVIYVIDSASA

GRMZM2G082836      -----------------------------GGQV--SLRTIWEKYYEEAHAIMYVIDAATA

GRMZM2G011355      ---------------------------------------------------MAITNFCN-

AtARFD1a           -----------------------------GGQQCYMWFPLWKHWFQEIAGLVLVVDSTGR

AtARFD1b           -----------------------------GGQQCYKWFPMTKHDFQEIAGLVLVVDSTDR

GRMZM2G154890      -----------------------------GGQK--TIRSYWRNYFEQTDGLVWVVDSSDI

AtARLC1            -----------------------------GGQK--TIRSYWRNYFEQTDGLVWVVDSSDL

GRMZM2G049055      -----------------------------GGQE--SLRTSWATYYRGTHAVIVVIDSTDR

AtARFC1            -----------------------------GGQD--RLRTSWATYYRGTHAVIVVIDSTDR

GRMZM2G058474      -----------------------------GGQD--KLRPLWRQYLSNSDALIYVVDSVDR

GRMZM2G152929      -----------------------------GGQE--KLRSLWKMYLSNSDALIYVVDSLDR

AtARFB1b           -----------------------------GGQE--KLRPLWRHYFNNTDGLIYVVDSLDR

AtARFB1c           -----------------------------GGQE--KLRPLWRHYFNNTDGLIYVVDSLDR

GRMZM2G011518      -----------------------------GGQE--KLRPLWRHYFNNTDALIYVVDSLDR

GRMZM2G106795      -----------------------------GGQE--KLRPLWRHYFNNTDGLIYVVDSLDR

GRMZM2G113995      -----------------------------GGQE--KLRPLWRHYFNNTDGLIYVVDSLDR

GRMZM2G075253      ---FLHSSTSVCSTYCAWHSD-------YHFDL--QLRPLLRHYLYGVQGVVFVVDSSDR

GRMZM2G147726      GVLVDSPKPPIGFASSAWLLVLTPTFFSTGGQT--SIRPYWRCYFPNTQAIIYVVDSSDT

AtARFB1a           -----------------------------GGQE--KIRKLWRHYFQNAQGLIFVVDSSDS

GRMZM2G015361      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM2G157596      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM2G357399      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM5G836182      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

AtARFA1b           -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM2G395844      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM2G105996      -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

AtARFA1e           -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

AtARFA1d           -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

AtARFA1c           -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

AtARFA1f           -----------------------------GGQD--KIRPLWRHYFQNTQGLIFVVDSNDR

GRMZM2G181536      -----------------------------GGHR--IARRVWKDYYAKVDAVVYMVDAADG

AtSARA1a           -----------------------------GGHQ--IARRVWKDCYAKVDAVVYLVDAYDR

AtSARA1b           -----------------------------GGHQ--IARRVWKDYYAKVDAVVYLVDAYDK

GRMZM2G122666      -----------------------------GGHQ--IARRVWKDYYAKVDAVVYLVDAVDK

GRMZM2G038356      -----------------------------GGHQ--IARRVWKDYYAKVDAVVYLVDAYDK

AtSARA1c           -----------------------------GGHQ--IARRVWKDYYAKVDAVVYLVDAYDK

GRMZM2G089454      -----------------------------GGQR--RFRTMWERYCRGVSAILYVVDAADR

GRMZM2G171060      -----------------------------GGQR--RFRTMWERYCRGVSAILYVVDAADR

AtARLA1a           -----------------------------GGQR--RFRTMWERYCRGVSAIVYVIDAADR

AtARLA1b           -----------------------------GGQP--RFRCMWERYCRAVSMIVYVVDAADT

GRMZM2G007188      -----------------------------GGQP--RFRSMWERYCRAVSAIVYVVDAADR

GRMZM2G081622      -----------------------------GGQP--RFRSMWERYCRAVSAIVYVVDAADR

AtARLA1c           -----------------------------GGQP--RFRSMWERYCRAVSAIVYVVDAADP

AtARLA1d           -----------------------------GGQP--RFRSMWERYCRSVSAIVYVVDAADP

                                                                      : : :    

AtARLB1            TRFEDSKSALEKALRHEDLQ-G--APLLILANKQDLTNAVSAEELDRYLDL---K-KLD-

GRMZM2G079226      SSFEDAKSALEKVLRHEDLH-G--APILIFANKQDSPAAVTEEELARHLHL---K-ELD-

GRMZM2G082836      SSFEDSKSALEKVIRHEHLR-G--APLLIVANKQDLPGAIDEEELAKFLH----K-ELD-

GRMZM2G011355      -----IRH--LAGAAADE---LRDAVLLVFANKQDLPNAMNAAEITDKL---GLH-SLR-

AtARFD1a           DQIEETKDFLNVVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKKNW-

AtARFD1b           DRIEDAKDFLNAVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQKNW-

GRMZM2G154890      RRLDDCRAELHNLLKEERLV-G--ASLLVFANKQDIQGALKPDEIAKVLNL--EV-MDR-

AtARLC1            RRLDDCKMELDNLLKEERLA-G--SSLLILANKQDIQGALTPDEIGKVLNL--ES-MDK-

GRMZM2G049055      ARINIIKDELFRLLQHADLE-G--AVVLVFANKQDLKDAMAPAEITDA---LSLH-SIK-

AtARFC1            ARISFMKDELARLLGHEDLQ-N--SVILVFANKQDLKDAMTPAEITDA---LNLH-SIK-

GRMZM2G058474      DRIGVAREEFQAIVKDPLML-S--SVVLVLANKQDMKGAMSPSEVGQR---LGLY-DLK-

GRMZM2G152929      ERIRDARQEFQTIIKDPLMA-N--SIILVFANKQDLRGTMSTDEVSEG---LGLH-DLR-

AtARFB1b           ERIGKAKQEFQEIIKDPFML-N--SIILVFANKQDMRGAMSPREVCEG---LGLF-DLK-

AtARFB1c           ERIGKAKQEFQDIIRDPFML-N--SVILVFANKQDMRGAMSPREVCEG---LGLL-DLK-

GRMZM2G011518      ERIGRARAEFQAIINDPFML-N--SVLLVFANKQDMRGAMTPMEVCEG---LGLY-DLT-

GRMZM2G106795      ERIGKAKAEFQAIINDPFML-N--SVILVFANKQDMKGAMTPMEVCEG---LGLY-DLK-

GRMZM2G113995      ERIGKAKAEFQAIIKDPLML-N--SVILVLANKQDMKGAMTPMEVCEG---LGLY-DLK-

GRMZM2G075253      EWILRAKDLLNIILDEDQFR-NRDLALLVFANKQDRPNVMSAAEIADEFG--LPS-RLC-

GRMZM2G147726      DRLVTAKEEFHAILEEDELK-G--AVVLVYANKQELCLSIKKKGIDPVLRKIGPK-TYT-

AtARFB1a           ERLSEARNELHRILTDNELE-G--ACVLVFANKQDSRNALPVAEVANK---LGLH-SLS-

GRMZM2G015361      DRVVEAKDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM2G157596      ERVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM2G357399      ERVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM5G836182      ERVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

AtARFA1b           DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM2G395844      DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM2G105996      DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

AtARFA1e           DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

AtARFA1d           DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

AtARFA1c           DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

AtARFA1f           DRVVEARDELHRMLNEDELR-D--AVLLVFANKQDLPNAMNAAEITDK---LGLH-SLR-

GRMZM2G181536      GRFDESKTELGALLSDDALA-G--VPFLVLGNKIDIPQAAPEHALAYYLGLTGCTTGKGT

AtSARA1a           DRFVESKRELDALLSDEALA-N--VPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGI

AtSARA1b           ERFAESKRELDALLSDEALA-T--VPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGK

GRMZM2G122666      ERFAESKKELDALLADDSLA-N--VPFLILGNKIDIPYAASEEELRYYLGLSNFTTGKGN

GRMZM2G038356      ERFAESKKELDALLSDDSLA-N--VPFLILGNKIDIPYAASEEELRYHLGLSNFTTGKGK

AtSARA1c           ERFAESKKELDALLSDESLA-S--VPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGK

GRMZM2G089454      DSIPIAKSELLDLLTKQSLA-G--IPLLVLGNKIDKSEVLSKQALVDQLGLESIKD----

GRMZM2G171060      DSVPIAKSELHDLLTKQSLA-G--IPLLVLGNKIDKSEALSKQALVDQLGLELIKD----

AtARLA1a           DSVPISRSELNDLLTKPSLN-G--IPLLILGNKIDKSEALSKQALVDQLGLESVTD----

AtARLA1b           ENLSVSRSELHDLLSNASLI-G--IPLLVLGNKIDIHGALSKEALTEEMGLSSVTS----

GRMZM2G007188      ENMAIAKGELHDLLSKPSLT-G--IPLLVIGNKIDKPEAFPKQTFTEIMGLKTITD----

GRMZM2G081622      ENMAIAKGELHDLLSKPSLT-G--IPLLVIGNKIDKPEAFPKQTFTELMGLKTITD----

AtARLA1c           DNLSVSKSELHDLLSKTSLN-G--IPLLVLGNKIDKPGALSKEALTDEMGLTSLTD----

AtARLA1d           DNLSVSKSELHDLLSKTSLN-G--IPLLVLGNKIDKPGALSKEALTDEMGLKSLTD----

                         :                    *: .** :         .               

AtARLB1            -------ERVYMFEAVSGY-DGRGIKESIEWLVGVMEKSKRTESLRARAGYT--PVPNS-

GRMZM2G079226      -------ERPCMFQAGSAF-NGTGIKHGVDWLVEEMERSKRTEALRARTEAA--GKI---

GRMZM2G082836      -------ERPYTFQAVSAY-DGRGIKSGIDWLVEQMEKSKRTETLQARAGVA--GQI---

GRMZM2G011355      -------QRHWYIQSTCAT-TGEGLYEGLDWLSSNIASKLNLRKDESVIS--TDGGNEET

AtARFD1a           -------QRNWHVQSSCAF-SGDGLHEGLDWLLKNAERM---------------------

AtARFD1b           -------QRNWHVQSSCAF-SGDGLHEGLDWLLKNAERM---------------------

GRMZM2G154890      -------SRHWKIVGCSAY-TGEGLLEGFDWLVQDVASRIYVLD----------------

AtARLC1            -------SRHWKIVGCSAY-TGEGLLEGFDWLVQDIASRIYMLD----------------

GRMZM2G049055      -------DHDWHIQASCAI-TGDGLYDGLGWIAQKVAGKATAS-----------------

AtARFC1            -------NHDWHIQASCAV-TGEGLYDGLGWIAQKVTGKATS------------------

GRMZM2G058474      -------NRTSRAVGACAL-TGEGLHEGLGWLAATLKDARAWGTSVRF------------

GRMZM2G152929      -------NRIWHIQGTCAL-RGEGLYDGLDWLASTLKQLQESGHATSVAGPSI-------

AtARFB1b           -------NRKWHIQGTCAL-RGDGLYEGLDWLSSTLKDVKAAGFTSVGHSF---------

AtARFB1c           -------NRKWHIQGTCAL-QGDGLYEGLDWLSATLKEVKAAGYSSVGPSF---------

GRMZM2G011518      -------NRIWHIQGTCAL-KGDGLYEGLDWLATTLDEMRASGRLTSASSSAS-------

GRMZM2G106795      -------NRTWHIQGSCAL-KGDGLYEGLDWMASTLKELQASGRLPSGGTSLF-------

GRMZM2G113995      -------NRIWHIQGSCAL-KGDGLYEGLDWLASTLKELQASGRLPSGGTSLF-------

GRMZM2G075253      -------NRRWHIQSSSAI-SGEGLHEGMAWLCTNIR-----------------------

GRMZM2G147726      ---------------GCTSNPDNGSPTHKDHPVSLLPSSIQRASSSDSSRRATQGQRRTD

AtARFB1a           -------KRCWLIQGTSAI-SGQGLYEGLEWLSTTIPNKPERSTSVSS---------FRS

GRMZM2G015361      -------QRHWYIQSTCAT-TGEGLYEGLDWLSNNIANKVLVSFQCAI---------TKL

GRMZM2G157596      -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIANKARSI-----------------

GRMZM2G357399      -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIANKS--------------------

GRMZM5G836182      -------QRHWYIQSTCAT-SGEGLYEGLDWLSSNISSKS--------------------

AtARFA1b           -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIATKVNNLNIPF-------------

GRMZM2G395844      -------QRHWYIQSTCAT-TGEGLYEGLDWLSSNIATKKDACFCARN------------

GRMZM2G105996      -------QRHWYIQSTCAT-TGEGLYEGLDWLSSNIASKA--------------------

AtARFA1e           -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIANKA--------------------

AtARFA1d           -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIAGKA--------------------

AtARFA1c           -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIASKA--------------------

AtARFA1f           -------QRHWYIQSTCAT-SGEGLYEGLDWLSNNIASKA--------------------

GRMZM2G181536      VDLAGTGVRPVEVFM-CSVVRKMGYGEGFKWMSQYIN-----------------------

AtSARA1a           VNLEDSGVRPLEVFM-CSIVRKMGYGEGFKWLSQYIK-----------------------

AtSARA1b           VTLGDSGVRPLEVFM-CSIVRKMGYGEGFKWLSQYIN-----------------------

GRMZM2G122666      VNLADSNVRPLEIFM-CSVVRKMGYGEGFKWMSQYIK-----------------------

GRMZM2G038356      VNLGDSNVRPLEVFM-CSVVRKMGYGDGFKWVSQYIK-----------------------

AtSARA1c           VNLTDSNVRPLEVFM-CSIVRKMGYGEGFKWVSQYIK-----------------------

GRMZM2G089454      --------REVCCYM-ISCKDSVNIDIVIDWLIKHSRTAK--------------------

GRMZM2G171060      --------REVCCYM-ISCKDSVNIDVVIDWLIKHSRTAK--------------------

AtARLA1a           --------REVCCYM-ISCKDSINIDAVIDWLIKHSRTAT--------------------

AtARLA1b           --------REVCCLM-ISCKNPTTIDQLTDWLVNHSKSKN--------------------

GRMZM2G007188      --------REVACFM-TSCKNSTNIDSVIDWLVKNSKKKN--------------------

GRMZM2G081622      --------REVACFM-TSCKNSTNIDSVIEWLVKHSKKKN--------------------

AtARLA1c           --------REVCCFM-ISCKNSTNIDQVIDWLVKHSKSKN--------------------

AtARLA1d           --------REVCCFM-ISCKNSTNIDQVIDWLVKHSKSSN--------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      DTDSLHVARGLSHPGLLS-SLS--------NKASVVPTPLLPS-----GQ------SDLR

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      DDYTQTLARKEEDRDRTSTRIPDAEKRKQQPKSDVVAETNFKSDAFRKGKRRPWTSP---

AtARFB1a           DSYERKLVR------------------------------------G--------------

GRMZM2G015361      HTCLNKILS------------------------------------FNQHSHDLWNKSDLF

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      FNRLRPSID-----------ESDCKYKRL-----FGYYVAR--------EAVIDEEYWIV

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      ----SPRLSSKKSPSTNIKP----RPRDN-----AGYLRQRRCPDIPPKPSQRDIDMLAT

AtARFB1a           -----PRY----------------------------------------------------

GRMZM2G015361      CCLALPRMSCTHVWHTDILILNECRPEWTILLFHGAHLHMARHGHFDPQTIIVSLE----

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      ---AWLRAEDQYENESGNR-----------------------------------------

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      AKVVLDATPTGRAHGIGHHLAASAPLPQASVAAPPDDNSAAASTQPLQPLPSRAARSTVQ

AtARFB1a           ------------------------------------------------------------

GRMZM2G015361      -SIVFLC-----------------------------------------------------

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      EGRKILPKSQPTGRPMALPTGASTEAHALPRDSTCHGAQRSSHGSCRTRTPGGRARHRRE

AtARFB1a           ------------------------------------------------------------

GRMZM2G015361      ------------------------------------------------------------

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      TRTRRQRASPPRPCPPPAASTWAHSTATATKTMSRARIRALATPTSGCLAATVLGVRASI

AtARFB1a           ------------------------------------------------------------

GRMZM2G015361      ------------------------------------------------------------

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            ------------------------------------------------------------

GRMZM2G079226      ------------------------------------------------------------

GRMZM2G082836      ------------------------------------------------------------

GRMZM2G011355      ------------------------------------------------------------

AtARFD1a           ------------------------------------------------------------

AtARFD1b           ------------------------------------------------------------

GRMZM2G154890      ------------------------------------------------------------

AtARLC1            ------------------------------------------------------------

GRMZM2G049055      ------------------------------------------------------------

AtARFC1            ------------------------------------------------------------

GRMZM2G058474      ------------------------------------------------------------

GRMZM2G152929      ------------------------------------------------------------

AtARFB1b           ------------------------------------------------------------

AtARFB1c           ------------------------------------------------------------

GRMZM2G011518      ------------------------------------------------------------

GRMZM2G106795      ------------------------------------------------------------

GRMZM2G113995      ------------------------------------------------------------

GRMZM2G075253      ------------------------------------------------------------

GRMZM2G147726      PDLPGALDDAAITESLELHKIKSRQWAIFKTSAIKGEGLFEGLDCLRFTRAANQTQTQIK

AtARFB1a           ------------------------------------------------------------

GRMZM2G015361      ------------------------------------------------------------

GRMZM2G157596      ------------------------------------------------------------

GRMZM2G357399      ------------------------------------------------------------

GRMZM5G836182      ------------------------------------------------------------

AtARFA1b           ------------------------------------------------------------

GRMZM2G395844      ------------------------------------------------------------

GRMZM2G105996      ------------------------------------------------------------

AtARFA1e           ------------------------------------------------------------

AtARFA1d           ------------------------------------------------------------

AtARFA1c           ------------------------------------------------------------

AtARFA1f           ------------------------------------------------------------

GRMZM2G181536      ------------------------------------------------------------

AtSARA1a           ------------------------------------------------------------

AtSARA1b           ------------------------------------------------------------

GRMZM2G122666      ------------------------------------------------------------

GRMZM2G038356      ------------------------------------------------------------

AtSARA1c           ------------------------------------------------------------

GRMZM2G089454      ------------------------------------------------------------

GRMZM2G171060      ------------------------------------------------------------

AtARLA1a           ------------------------------------------------------------

AtARLA1b           ------------------------------------------------------------

GRMZM2G007188      ------------------------------------------------------------

GRMZM2G081622      ------------------------------------------------------------

AtARLA1c           ------------------------------------------------------------

AtARLA1d           ------------------------------------------------------------

AtARLB1            --------------------------------------------------------

GRMZM2G079226      --------------------------------------------------------

GRMZM2G082836      --------------------------------------------------------

GRMZM2G011355      --------------------------------------------------------

AtARFD1a           --------------------------------------------------------

AtARFD1b           --------------------------------------------------------

GRMZM2G154890      --------------------------------------------------------

AtARLC1            --------------------------------------------------------

GRMZM2G049055      --------------------------------------------------------

AtARFC1            --------------------------------------------------------

GRMZM2G058474      --------------------------------------------------------

GRMZM2G152929      --------------------------------------------------------

AtARFB1b           --------------------------------------------------------

AtARFB1c           --------------------------------------------------------

GRMZM2G011518      --------------------------------------------------------

GRMZM2G106795      --------------------------------------------------------

GRMZM2G113995      --------------------------------------------------------

GRMZM2G075253      --------------------------------------------------------

GRMZM2G147726      STHVVTRDETMQLTNHMNYFHRSRYNGLSFFLYTITGGMLGGQEPPDRLYWLLVVP

AtARFB1a           --------------------------------------------------------

GRMZM2G015361      --------------------------------------------------------

GRMZM2G157596      --------------------------------------------------------

GRMZM2G357399      --------------------------------------------------------

GRMZM5G836182      --------------------------------------------------------

AtARFA1b           --------------------------------------------------------

GRMZM2G395844      --------------------------------------------------------

GRMZM2G105996      --------------------------------------------------------

AtARFA1e           --------------------------------------------------------

AtARFA1d           --------------------------------------------------------

AtARFA1c           --------------------------------------------------------

AtARFA1f           --------------------------------------------------------

GRMZM2G181536      --------------------------------------------------------

AtSARA1a           --------------------------------------------------------

AtSARA1b           --------------------------------------------------------

GRMZM2G122666      --------------------------------------------------------

GRMZM2G038356      --------------------------------------------------------

AtSARA1c           --------------------------------------------------------

GRMZM2G089454      --------------------------------------------------------

GRMZM2G171060      --------------------------------------------------------

AtARLA1a           --------------------------------------------------------

AtARLA1b           --------------------------------------------------------

GRMZM2G007188      --------------------------------------------------------

GRMZM2G081622      --------------------------------------------------------

AtARLA1c           --------------------------------------------------------

AtARLA1d           --------------------------------------------------------

Multiple sequence alignment corresponding to Supplemental Figure 20

chr6.CM0139.590.r2.d        MFS---LFYGLWKHMFSKLELHVLILGIDKAGKTTLLEKMKTMYSNVEGLPPDRIVPTVG

AtARLB1                     MFS---LMSGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIVPTVG

AtARFD1a                    MGT---TLGKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKTG------ETLTTTMPTVG

AtARFD1b                    MGT---ALGKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKTG------ETLTTTMPTIG

chr4.CM0165.920.r2.d        MGL----LSIIRKIKRKEKEMRILMVGLDNSGKTTIVLKINGE------DTSV-ISPTLG

AtARLC1                     MGL----LSIIRKIKKKEKEMRILMVGLDNSGKTTIVLKINGE------DTSV-ISPTLG

chr5.CM0071.980.r2.m        MGA---LMSRFWFMLFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVVT-TNPTVG

chr5.CM0071.1040.r2.m       MGA---LMSRFWFMLFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVVT-TNPTVG

AtARFC1                     MGA---FMSRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVVT-THPTVG

AtARFB1b                    MGQ---AFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIG------EVLS-TVPTIG

AtARFB1c                    MGQ---TFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIG------EVLS-TVPTIG

chr2.CM0018.1040.r2.m       MGQ---AFRKLFDTFFGTSEMRVVMLGLDAAGKTTILYKLHIG------EVLS-TVPTIG

chr3.LjT33M17.140.r2.d      MGQ---AFRKLFDTFFGNTEMRVVMLGLDAAGKTTILYKLHIG------EVLS-TVPTIG

AtARFB1a                    MGA---RFSRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKLG------EVVT-TVPTIG

LjSGA_041872.1              MGL---TVSRTLRLFYAKKDMRILMVGLDAAGKTTTLYKLKLG------EIVT-TIPTIG

chr2.CM0008.210.r2.m        MGL---SFTKLFSRLFAKKEMRILMVGLDAVGKTTILYKLKLG------EIVT-TIPTIG

chr1.CM0122.1620.r2.m       MGL---SFTKLFSRLFAKKEMRILMVGLDAVGKTTILYKLKLG------EIVT-TIPTIG

AtARFA1b                    MGL---NFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

AtARFA1e                    MGL---SFGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

LjSGA_037475.1              MGL---TFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

AtARFA1d                    MGL---SFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

AtARFA1c                    MGL---SFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

AtARFA1f                    MGL---SFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIVT-TIPTIG

chr6.CM0385.290.r2.d        MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLVQ-HQPTQY

chr4.CM0333.810.r2.d        MFLFDWFYGILATLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLVQ-HQPTQY

AtSARA1a                    MFLFDWFYGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKDE------RLVQ-HQPTQH

AtSARA1b                    MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLVQ-HQPTQH

AtSARA1c                    MFMIDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLVQ-HQPTQH

LjSGA_036221.1              MGLWDSMLDWLR-SLFFKQEMELSLVGLQNAGKTSLVNSIATG------GYSEDMIPTVG

AtARLA1a                    MGLWDSLLNWLR-SLFFKQEMELSLVGLQNAGKTSLVNAIATG------GYSEDMIPTVG

AtARLA1b                    --------MTLQ-PNLQAKEMELSLVGLQNSGKTSLVNVVATG------EYSEDMIPTVG

AtARLA1c                    MGLLEAFLNWLR-SLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPTVG

AtARLA1d                    MGLWDALLNWLR-SLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPTVG

                                               . .: ..*:   **:: :  .                **  

chr6.CM0139.590.r2.d        LNIGRTEVANRKLVFWDLGGQPGL--RSIWEKYYEEAHAVIFVVDAACPSRFEDAKSALE

AtARLB1                     LNIGRIEVSNAKIVFWDLGGQPGL--RSIWEKYYEEAHALIYLIDAACPTRFEDSKSALE

AtARFD1a                    LNVESVKYKDSNLCFWEMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQIEETKDFLN

AtARFD1b                    TDVESVKYKDSNLRFWEMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDRIEDAKDFLN

chr4.CM0165.920.r2.d        FNIKTISYQTYTLNIWDVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCKMELD

AtARLC1                     FNIKTIIYQKYTLNIWDVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCKMELD

chr5.CM0071.980.r2.m        SNVEELVYKNIRFEVWDLGGQERL--RTSWATYYRGTNAVIAVIDSSDRARISIMKDELF

chr5.CM0071.1040.r2.m       SNVEELVYKNIRFEVWDLGGQERL--RTSWATYYRGTNAVIAVIDSSDRARISIMKDELF

AtARFC1                     SNVEELVYKNIRFEVWDLGGQDRL--RTSWATYYRGTHAVIVVIDSTDRARISFMKDELA

AtARFB1b                    FNVEKVQYKNVMFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQ

AtARFB1c                    FNVEKVQYKNVIFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQ

chr2.CM0018.1040.r2.m       FNVEKVQYKNVIFTVWDVGGQEKL--RPLWRHYFQNTDGLIYVVDSLDRERIGQAKQEFQ

chr3.LjT33M17.140.r2.d      FNVEKVQYKNVIFTVWDVGGQEKL--RALWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQ

AtARFB1a                    FNLETVEYKGINFTVWDIGGQEKI--RKLWRHYFQNAQGLIFVVDSSDSERLSEARNELH

LjSGA_041872.1              FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGVIFVVDSNDRERISEARDELH

chr2.CM0008.210.r2.m        FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRAVEARDELH

chr1.CM0122.1620.r2.m       FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRAVEARDELH

AtARFA1b                    FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1e                    FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

LjSGA_037475.1              FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1d                    FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1c                    FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

AtARFA1f                    FNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDELH

chr6.CM0385.290.r2.d        PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKKELD

chr4.CM0333.810.r2.d        PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAQVDAVIYLVDAYDKERFAESKKELD

AtSARA1a                    PTSEELSIGKINFKAFDLGGHQIA--RRVWKDCYAKVDAVVYLVDAYDRDRFVESKRELD

AtSARA1b                    PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKRELD

AtSARA1c                    PTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKKELD

LjSGA_036221.1              FNMRKVTKGNVTIKLWDLGGQRRF--RTMWERYCRGVSAIVYVVDAADRDSVPISRSELH

AtARLA1a                    FNMRKVTKGNVTIKIWDLGGQRRF--RTMWERYCRGVSAIVYVIDAADRDSVPISRSELN

AtARLA1b                    FNMRKVTKENVAIRLWDLGGQPRF--RCMWERYCRAVSMIVYVVDAADTENLSVSRSELH

AtARLA1c                    FNMRKVTKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADPDNLSVSKSELH

AtARLA1d                    FNMRKVTKGSVTIKLWDLGGQPRF--RSMWERYCRSVSAIVYVVDAADPDNLSVSKSELH

                                        :  :::**:                  :: ::*:         :  : 

chr6.CM0139.590.r2.d        KVLRHE---DLQGAPLLILANKQIFLRQ--------------------------------

AtARLB1                     KALRHE---DLQGAPLLILANKQDLTNAVSAEELDRYLDLKKLD------------ERVY

AtARFD1a                    VVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKKNW--------QRNW

AtARFD1b                    AVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQKNW--------QRNW

chr4.CM0165.920.r2.d        NLLKEE---RLSGSSLLILANKQDIRGALTPDEIAKVLNLEAMDK-----------SRHW

AtARLC1                     NLLKEE---RLAGSSLLILANKQDIQGALTPDEIGKVLNLESMDK-----------SRHW

chr5.CM0071.980.r2.m        RLLGHD---ELKQSVILVFANKQDIKDAMTPAEITDALSLHSI-K-----------DHDW

chr5.CM0071.1040.r2.m       RLLGHD---ELKQSVILVFANKQDIKDAMTPAEITDALSLHSI-K-----------DHDW

AtARFC1                     RLLGHE---DLQNSVILVFANKQDLKDAMTPAEITDALNLHSI-K-----------NHDW

AtARFB1b                    EIIKDP---FMLNSIILVFANKQDMRGAMSPREVCEGLGLFDL-K-----------NRKW

AtARFB1c                    DIIRDP---FMLNSVILVFANKQDMRGAMSPREVCEGLGLLDL-K-----------NRKW

chr2.CM0018.1040.r2.m       AIINDP---FMLNSVILVFANKQDLRGAMTPMEVCQGLGLFDL-K-----------NRKW

chr3.LjT33M17.140.r2.d      TIINDP---FMLNSIILVFANKQDLRGAMTTKEVCDGLGLFDL-K-----------NRQW

AtARFB1a                    RILTDN---ELEGACVLVFANKQDSRNALPVAEVANKLGLHSL-S-----------KRCW

LjSGA_041872.1              RMLSED---ELRDATLLVFANKQDLPNALRVSEITDKLGRHSL-R-----------QRRW

chr2.CM0008.210.r2.m        RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

chr1.CM0122.1620.r2.m       RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

AtARFA1b                    RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

AtARFA1e                    RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

LjSGA_037475.1              RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

AtARFA1d                    RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

AtARFA1c                    RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

AtARFA1f                    RMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QRHW

chr6.CM0385.290.r2.d        ALLSDE---SLANVPFLILGNKIDIPYAASEEELRYSLGLANFTTGKGKVNLSDSNVRPM

chr4.CM0333.810.r2.d        ALLSDD---SLADVPFLILGNKIDIPYAASEDELRYHLGLTGLTTGKGKVNMADSKVRPL

AtSARA1a                    ALLSDE---ALANVPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGIVNLEDSGVRPL

AtSARA1b                    ALLSDE---ALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPL

AtSARA1c                    ALLSDE---SLASVPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGKVNLTDSNVRPL

LjSGA_036221.1              ELFTKP---SLSGIPLLVLGNKIDKSEALSKQALVDQLGLESIKDRE------------V

AtARLA1a                    DLLTKP---SLNGIPLLILGNKIDKSEALSKQALVDQLGLESVTDRE------------V

AtARLA1b                    DLLSNA---SLIGIPLLVLGNKIDIHGALSKEALTEEMGLSSVTSRE------------V

AtARLA1c                    DLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLTSLTDRE------------V

AtARLA1d                    DLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLKSLTDRE------------V

                              : .           *: .**                                      

chr6.CM0139.590.r2.d        ----------------------------------------------------

AtARLB1                     MFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLRARAGYTPVPNS-------

AtARFD1a                    HVQSSCAFSGDGLHEGLDWLLKNAERM-------------------------

AtARFD1b                    HVQSSCAFSGDGLHEGLDWLLKNAERM-------------------------

chr4.CM0165.920.r2.d        NIIGCSAYTGEGLLEGFDWLVQDIASRIYMLD--------------------

AtARLC1                     KIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD--------------------

chr5.CM0071.980.r2.m        HIQACCALSGEGLYDGLGWIAQKVTGKAAT----------------------

chr5.CM0071.1040.r2.m       HIQACCALSGEGLYDGLGWIAQKVTGKAAT----------------------

AtARFC1                     HIQASCAVTGEGLYDGLGWIAQKVTGKATS----------------------

AtARFB1b                    HIQGTCALRGDGLYEGLDWLSSTLKDVKAAGFTSVGHSF-------------

AtARFB1c                    HIQGTCALQGDGLYEGLDWLSATLKEVKAAGYSSVGPSF-------------

chr2.CM0018.1040.r2.m       HIQATCALKGDGLYEGLDWLSSTLKERQAA----------------------

chr3.LjT33M17.140.r2.d      HIQATCALKGDGLYEGLDWLSSTLKERNAAGYSSIGLGTASF----------

AtARFB1a                    LIQGTSAISGQGLYEGLEWLSTTIPNKPERSTSVSSFRSDSYERKLVRGPRY

LjSGA_041872.1              FILAACATSGQGLYEGLDWLSSNIPNKGR-----------------------

chr2.CM0008.210.r2.m        YIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

chr1.CM0122.1620.r2.m       YIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

AtARFA1b                    YIQSTCATSGEGLYEGLDWLSNNIATKVNNLNIPF-----------------

AtARFA1e                    YIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

LjSGA_037475.1              YIQSTCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1d                    YIQSTCATSGEGLYEGLDWLSNNIAGKA------------------------

AtARFA1c                    YIQSTCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1f                    YIQSTCATSGEGLYEGLDWLSNNIASKA------------------------

chr6.CM0385.290.r2.d        EVFMCSIVKKMGYGRWFQMGLSVHQIGH------------------------

chr4.CM0333.810.r2.d        EVFMCSIVRKMGYGEGFQWLSQYIK---------------------------

AtSARA1a                    EVFMCSIVRKMGYGEGFKWLSQYIK---------------------------

AtSARA1b                    EVFMCSIVRKMGYGEGFKWLSQYIN---------------------------

AtSARA1c                    EVFMCSIVRKMGYGEGFKWVSQYIK---------------------------

LjSGA_036221.1              CCYMISCKDSVNIDAVIDWLIKHSTTAK------------------------

AtARLA1a                    CCYMISCKDSINIDAVIDWLIKHSRTAT------------------------

AtARLA1b                    CCLMISCKNPTTIDQLTDWLVNHSKSKN------------------------

AtARLA1c                    CCFMISCKNSTNIDQVIDWLVKHSKSKN------------------------

AtARLA1d                    CCFMISCKNSTNIDQVIDWLVKHSKSSN------------------------

Multiple sequence alignment corresponding to Supplemental Figure 21

AtARLA1b           --------------------------------MTLQPNLQAKEMELSLVGLQNSGKTSLV

Medtr5g078090      ------------------------MGLWDSLLNWLRSLFFKQEMELSLVGLQNAGKTSLV

AtARLA1a           ------------------------MGLWDSLLNWLRSLFFKQEMELSLVGLQNAGKTSLV

Medtr4g026950      -------------------------------------------MEISLIGLQNAGKTSLV

Medtr5g015370      ------------------------MGLWEAFLNWLRSLFFKQEMELSLIGLQNAGKTSLV

AtARLA1c           ------------------------MGLLEAFLNWLRSLFFKQEMELSLIGLQNAGKTSLV

AtARLA1d           ------------------------MGLWDALLNWLRSLFFKQEMELSLIGLQNAGKTSLV

AtSARA1a           ---------------------MFLFD-WFY-GILASLGLCKKEAKILFLGLDNAGKTTLL

Medtr4g121860      ---------------------MFVFD-WFY-GILATLGLWQKEAKILFLGLDNAGKTTLL

Medtr7g112090      ---------------------MFLVD-WFY-GVLASLGLWQKEAKILFLGLDNAGKTTLL

AtSARA1b           ---------------------MFLFD-WFY-GILASLGLWQKEAKILFLGLDNAGKTTLL

Medtr2g034640      ---------------------MFIFD-WFY-GILASLGLWQKEAKILFLGLDNAGKTTLL

AtSARA1c           ---------------------MFMID-WFY-GVLASLGLWQKEAKILFLGLDNAGKTTLL

AtARLB1            -------------------------MFSLM-SGLWSYMFSKTEFNVLILGIDKAGKTTFL

AtARFD1a           ------------------------MGTTL--GKPFAGFFHQEEARIVLFGLGGTGKSSIM

AtARFD1b           ------------------------MGTAL--GKPFAGFFHQEESRIVLFGLDAAGKSSIM

Medtr8g077540      MTRKIRIVHCGSLYNCVCKVLVFCLGMGLL-SIIRKIKKKEKEMRILMVGLDNSGKTTIV

AtARLC1            --------------------------MGLL-SIIRKIKKKEKEMRILMVGLDNSGKTTIV

Medtr1g076550      ------------------------MGAMM--SRFWFMLFPAKEYKIVVVGLDNAGKTTTL

AtARFC1            ------------------------MGAFM--SRFWFMMFPAKEYKIVVVGLDNAGKTTTL

Medtr5g007810      ------------------------MGQVF--RKLFDTFFGNSEMRVVMLGLDAAGKTTIL

Medtr4g077640      ------------------------MGQAF--RKLFDSFFGNTEMRVVMLGLDAAGKTTIL

AtARFB1b           ------------------------MGQAF--RKLFDTFFGNQEMRVVMLGLDAAGKTTIL

AtARFB1c           ------------------------MGQTF--RKLFDTFFGNQEMRVVMLGLDAAGKTTIL

Medtr5g007820      ------------------------MGQAF--RKLFDTLFGNTEIRVVMVGLDNAGKTTIL

Medtr5g007840      ------------------------MGQAF--RKLFDTLFGNTEIGVVMVGLDNAGKTTIL

Medtr4g128910      ------------------------MGLVF--TRLFSSVFGNKEARILVLGLDNAGKTTIL

AtARFB1a           ------------------------MGARF--SRIAKRFLPKSKVRILMVGLDGSGKTTIL

Medtr5g016540      ------------------------MGLTV--SRIMRLFYAKKEMRILMVGLDAAGKTTIL

AtARFA1b           ------------------------MGLNF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1d           ------------------------MGLSF--AKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1c           ------------------------MGLSF--GKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1f           ------------------------MGLSF--AKLFSRLFAKKEMRILMVGLDAAGKTTIL

AtARFA1e           ------------------------MGLSF--GKLFSKLFAKKEMRILMVGLDAAGKTTIL

Medtr7g109960      ------------------------MGLSF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

Medtr6g005820      ------------------------MGLTF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

Medtr1g086480      ------------------------MGLSF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

Medtr5g034125      ------------------------MGLTF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

Medtr5g034130      ------------------------MGLTF--TKLFSRLFAKKEMRILMVGLDAAGKTTIL

                                                                : ..*:  :**:: :

AtARLA1b           NVVAT------GEYSEDMIPTVGFNMRKVTKENVAIRLWDLGGQP--RFRCMWERYCRAV

Medtr5g078090      NSIAT------GGYSEDMIPTVGFNMRKVTKGNVTIKLWDLGGQR--RFRTMWERYCRGV

AtARLA1a           NAIAT------GGYSEDMIPTVGFNMRKVTKGNVTIKIWDLGGQR--RFRTMWERYCRGV

Medtr4g026950      NAVTT------GGYSEEMIPTVGFNMRKVTKGNVTIKIWDLGGQR--RFRSMWERYCRAV

Medtr5g015370      NVVAT------GGYSEDMIPTVGFNMRKVTKGNVTIKLWDLGGQP--RFRSMWERYCRAV

AtARLA1c           NVVAT------GGYSEDMIPTVGFNMRKVTKGNVTIKLWDLGGQP--RFRSMWERYCRAV

AtARLA1d           NVVAT------GGYSEDMIPTVGFNMRKVTKGSVTIKLWDLGGQP--RFRSMWERYCRSV

AtSARA1a           HMLKD------ERLV-QHQPTQHPTSEELSIGKINFKAFDLGGHQ--IARRVWKDCYAKV

Medtr4g121860      HMLKD------ERLV-QHQPTQHPTSEELSIGRIKFKAFDLGGHQ--IARRVWRDYYAQV

Medtr7g112090      HMLKD------ERLV-QHQPTQYPTSEELSIGKIKFKAFDLGGHQ--IARRVWKDYYAQV

AtSARA1b           HMLKD------ERLV-QHQPTQHPTSEELSIGKIKFKAFDLGGHQ--IARRVWKDYYAKV

Medtr2g034640      HMLKD------ERLV-QHQPTQHPTSEELSIGKIKFKAFDLGGHQ--IARRVWKDYYAKV

AtSARA1c           HMLKD------ERLV-QHQPTQHPTSEELSIGKIKFKAFDLGGHQ--IARRVWKDYYAKV

AtARLB1            EKLKTIYSISEGLPHDRIVPTVGLNIGRIEVSNAKIVFWDLGGQP--GLRSIWEKYYEEA

AtARFD1a           HKFKT------GETLTTTMPTVGLNVESVKYKDSNLCFWEMGGQQCYMWFPLWKHWFQEI

AtARFD1b           HKLKT------GETLTTTMPTIGTDVESVKYKDSNLRFWEMGGQQCYKWFPMTKHDFQEI

Medtr8g077540      LKING------EDTS-VISPTLGFNIKTLTYQKYTLNIWDVGGQK--TIRSYWRNYFEQT

AtARLC1            LKING------EDTS-VISPTLGFNIKTIIYQKYTLNIWDVGGQK--TIRSYWRNYFEQT

Medtr1g076550      YKLHL------GEVV-TTNPTVGSNVEELVYKNIRFEVWDLGGQE--RLRTSWATYYRGT

AtARFC1            YKLHL------GEVV-TTHPTVGSNVEELVYKNIRFEVWDLGGQD--RLRTSWATYYRGT

Medtr5g007810      YKLHI------GEVL-STVPTIGFNVEKVQYKNVVFTVWDVGGQE--KLRPLWRHYFNNT

Medtr4g077640      YKLHI------GEVL-STVPTIGFNVEKVQYKNVIFTVWDVGGQE--KLRTLWRHYFNNT

AtARFB1b           YKLHI------GEVL-STVPTIGFNVEKVQYKNVMFTVWDVGGQE--KLRPLWRHYFNNT

AtARFB1c           YKLHI------GEVL-STVPTIGFNVEKVQYKNVIFTVWDVGGQE--KLRPLWRHYFNNT

Medtr5g007820      YKLQI------GKVV-STIPTVGFNVEKVGYKNVDFTVWDVGGQGRHNLRPLWKNYFTSI

Medtr5g007840      YKLQI------GKVV-STIPTIGFNAEKVEYKNVDFIVW--------------DNYFNNF

Medtr4g128910      YRLQM------GEVV-STIPTIGFNVETVQYNNIKFQVWDLGGQT--SIRPYWRCYFPNT

AtARFB1a           YKLKL------GEVV-TTVPTIGFNLETVEYKGINFTVWDIGGQE--KIRKLWRHYFQNA

Medtr5g016540      YKLKL------GEIV-TTIPTIGFNVETVEYKNVSFTVWDVGGQD--KIRPLWRHYFQNT

AtARFA1b           YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

AtARFA1d           YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

AtARFA1c           YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

AtARFA1f           YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

AtARFA1e           YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

Medtr7g109960      YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

Medtr6g005820      YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

Medtr1g086480      YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

Medtr5g034125      YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

Medtr5g034130      YKLKL------GEIV-TTIPTIGFNVETVEYKNISFTVWDVGGQD--KIRPLWRHYFQNT

                     .                **       :      :  :                     

AtARLA1b           SMIVYVVDAADTENLSVSRSELHDLLSNA---SLIGIPLLVLGNKIDI------------

Medtr5g078090      SAIVYVVDAADRDSVPITRSELNELLTKP---SLNGIPLLVLGNKIDK------------

AtARLA1a           SAIVYVIDAADRDSVPISRSELNDLLTKP---SLNGIPLLILGNKIDK------------

Medtr4g026950      SAIVSLVDAADPDNLSISRSELHDLLSKP---SLSGIPLSVLGNKIDK------------

Medtr5g015370      SAIVYVVDAADPDNLSISRSELHDLLSKP---SLSGIPLLVLGNKIDK------------

AtARLA1c           SAIVYVVDAADPDNLSVSKSELHDLLSKT---SLNGIPLLVLGNKIDK------------

AtARLA1d           SAIVYVVDAADPDNLSVSKSELHDLLSKT---SLNGIPLLVLGNKIDK------------

AtSARA1a           DAVVYLVDAYDRDRFVESKRELDALLSDE---ALANVPCLILGNKIDI------------

Medtr4g121860      DAVVYLVDAFDKERFPESKKELDALLADE---SLGNVPFLILGNKIDI------------

Medtr7g112090      DAVVYLVDAYDKERFAESKKELDALLSDE---SLANVPFLVLGNKIDI------------

AtSARA1b           DAVVYLVDAYDKERFAESKRELDALLSDE---ALATVPFLILGNKIDI------------

Medtr2g034640      DAVVYLVDAYDKERFAESKKELDALLSDE---SLANVPFLILGNKIDI------------

AtSARA1c           DAVVYLVDAYDKERFAESKKELDALLSDE---SLASVPFLILGNKIDI------------

AtARLB1            HALIYLIDAACPTRFEDSKSALEKALRHE---DLQGAPLLILANKQDL------------

AtARFD1a           AGLVLVVDSTGRDQIEETKDFLNVVIDEIQGSVPDNAPVLVYGNKHEV------------

AtARFD1b           AGLVLVVDSTDRDRIEDAKDFLNAVIDEIQGSVPDNVAVLVFGNKHEV------------

Medtr8g077540      DGLVWVVDSSDLRRLDDCKMELDNLLKEE---RLSGASLLILANKQDI------------

AtARLC1            DGLVWVVDSSDLRRLDDCKMELDNLLKEE---RLAGSSLLILANKQDI------------

Medtr1g076550      HAVIAVIDSSDRARISLMKDELFRLLGHE---DLQHSVILVFANKQDI------------

AtARFC1            HAVIVVIDSTDRARISFMKDELARLLGHE---DLQNSVILVFANKQDL------------

Medtr5g007810      DGLIYVVDSLDRERISQAKQEFQAIINDP---FMLNSVILVFANKQDL------------

Medtr4g077640      DGLIYVVDSLDRERIGKAKQEFQTIINDP---FMLNSVILVLANKQDL------------

AtARFB1b           DGLIYVVDSLDRERIGKAKQEFQEIIKDP---FMLNSIILVFANKQDM------------

AtARFB1c           DGLIYVVDSLDRERIGKAKQEFQDIIRDP---FMLNSVILVFANKQDM------------

Medtr5g007820      DGLIYVVDCHDRERIYQVKQEFQTTINEP---SMLNNIILVFANKQDL------------

Medtr5g007840      DGLIYVVDCHDRERIDQVKEEFQTTINDP---SMLNKIILVFTNKQDLKSVGNPTILVPH

Medtr4g128910      QAIIYVVDSSDTDRLVIAREEFHAILEEE---ELKGAVVLIFANKQDL------------

AtARFB1a           QGLIFVVDSSDSERLSEARNELHRILTDN---ELEGACVLVFANKQDS------------

Medtr5g016540      QGLIFVVDSNDRERILEARDELHRMLSED---ELRDATLLVFANKQDL------------

AtARFA1b           QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

AtARFA1d           QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

AtARFA1c           QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

AtARFA1f           QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

AtARFA1e           QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

Medtr7g109960      QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

Medtr6g005820      QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

Medtr1g086480      QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

Medtr5g034125      QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

Medtr5g034130      QGLIFVVDSNDRDRVVEARDELHRMLNED---ELRDAVLLVFANKQDL------------

                     :: ::*.     .   :  :   : .            :  ** :             

AtARLA1b           ---------------------HGALSKEALTEEMGLSSVT------------SREVCCLM

Medtr5g078090      ---------------------SEALSKQALVDQLGLESIK------------DREVCCYM

AtARLA1a           ---------------------SEALSKQALVDQLGLESVT------------DREVCCYM

Medtr4g026950      ---------------------PWAVSKQDLTDQMDLKSIT------------DREICCFM

Medtr5g015370      ---------------------AGALSKQALTDQMDLKSIT------------DREVCCFM

AtARLA1c           ---------------------PGALSKEALTDEMGLTSLT------------DREVCCFM

AtARLA1d           ---------------------PGALSKEALTDEMGLKSLT------------DREVCCFM

AtSARA1a           ---------------------PYASSEDELRYYLGLTNFTTGKGIVNLEDSGVRPLEVFM

Medtr4g121860      ---------------------TYAASEDELRYHLGLTNFTTGKGKINLSDSNVRPLEVFM

Medtr7g112090      ---------------------PYAASEDELRHHLGLSNFTTGKGKVNLSDSNVRPMEVFM

AtSARA1b           ---------------------PYAASEDELRYHLGLTNFTTGKGKVTLGDSGVRPLEVFM

Medtr2g034640      ---------------------PYAASEDELRYHLGLTNFTTGKGKVNLTDSNVRPLEVFM

AtSARA1c           ---------------------PYAASEDELRYHLGLSNFTTGKGKVNLTDSNVRPLEVFM

AtARLB1            ---------------------TNAVSAEELDRYLDLKKLD------------ERVYMFEA

AtARFD1a           ---------------------PGAMSASEISNKLDLTSLRK--------KNWQRNWHVQS

AtARFD1b           ---------------------PGAMSASEISNKLDLTSLRQ--------KNWQRNWHVQS

Medtr8g077540      ---------------------KGALAPEEIAKVLNLEAMDK-----------SRHWMIVG

AtARLC1            ---------------------QGALTPDEIGKVLNLESMDK-----------SRHWKIVG

Medtr1g076550      ---------------------KDAMTPAEITDALSLHSI-K-----------DHDWHIQA

AtARFC1            ---------------------KDAMTPAEITDALNLHSI-K-----------NHDWHIQA

Medtr5g007810      ---------------------RGAMTPMEICEGLGLFDL-K-----------NRKWHIQG

Medtr4g077640      ---------------------RGAMTPREVCDGLGLFDL-K-----------NRKWHIQG

AtARFB1b           ---------------------RGAMSPREVCEGLGLFDL-K-----------NRKWHIQG

AtARFB1c           ---------------------RGAMSPREVCEGLGLLDL-K-----------NRKWHIQG

Medtr5g007820      ---------------------KGAMTITEVCEGLGLFDL-R-----------NRKWHIQG

Medtr5g007840      IEFCFEVKFSHECQYFLILLYKGAMTITEVCEGLGLFDL-R-----------NRKWHIQG

Medtr4g128910      ---------------------PGALDDAAVTESLELHKI-K-----------NRQWAIFK

AtARFB1a           ---------------------RNALPVAEVANKLGLHSL-S-----------KRCWLIQG

Medtr5g016540      ---------------------PNALSVSEITDKLGLHSL-R-----------QRRWYIQS

AtARFA1b           ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

AtARFA1d           ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

AtARFA1c           ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

AtARFA1f           ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

AtARFA1e           ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

Medtr7g109960      ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

Medtr6g005820      ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

Medtr1g086480      ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

Medtr5g034125      ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

Medtr5g034130      ---------------------PNAMNAAEITDKLGLHSL-R-----------QRHWYIQS

                                          *     :   : *  .              :      

AtARLA1b           ISCKNPTTIDQLTDWLVNHSKSKN------------------------

Medtr5g078090      ISCKDSVNIDVVIDWLIKHSKTAN------------------------

AtARLA1a           ISCKDSINIDAVIDWLIKHSRTAT------------------------

Medtr4g026950      ISCKNSTNIDSVIDWLVKHSKSKN------------------------

Medtr5g015370      ISCKNSTNIDSVIDWLVKHSKSKS------------------------

AtARLA1c           ISCKNSTNIDQVIDWLVKHSKSKN------------------------

AtARLA1d           ISCKNSTNIDQVIDWLVKHSKSSN------------------------

AtSARA1a           CSIVRKMGYGEGFKWLSQYIK---------------------------

Medtr4g121860      CSIVRKMGYGEGFQWLSQYIK---------------------------

Medtr7g112090      CSIVKKMGYGDGFKWVSQYIK---------------------------

AtSARA1b           CSIVRKMGYGEGFKWLSQYIN---------------------------

Medtr2g034640      CSIVRKMGYGEGFQWLSQYIK---------------------------

AtSARA1c           CSIVRKMGYGEGFKWVSQYIK---------------------------

AtARLB1            VSGYDGRGIKESIEWLVGVMEKSKRTESLRARAGYTPVPNS-------

AtARFD1a           SCAFSGDGLHEGLDWLLKNAERM-------------------------

AtARFD1b           SCAFSGDGLHEGLDWLLKNAERM-------------------------

Medtr8g077540      CSAYTGEGLLEGFDWLVQDIASRIYLLD--------------------

AtARLC1            CSAYTGEGLLEGFDWLVQDIASRIYMLD--------------------

Medtr1g076550      CSAISGDGLYDGLGWIAGRVTGKA------------------------

AtARFC1            SCAVTGEGLYDGLGWIAQKVTGKATS----------------------

Medtr5g007810      TCALKGDGLYEGLDWLSSTLKEIKATGSGASSF---------------

Medtr4g077640      TCALKGDGLYEGLDWLSSTLKEMKAAGYSSLGLGTSSF----------

AtARFB1b           TCALRGDGLYEGLDWLSSTLKDVKAAGFTSVGHSF-------------

AtARFB1c           TCALQGDGLYEGLDWLSATLKEVKAAGYSSVGPSF-------------

Medtr5g007820      TCALKGDGLFEGLDWLASTLKEKKAAEYS-------------------

Medtr5g007840      TCALKGDGLFEGLDWLASTLKEKKAAE---------------------

Medtr4g128910      TSAIKGEGLFEGLDWLSNTLKSGGG-----------------------

AtARFB1a           TSAISGQGLYEGLEWLSTTIPNKPERSTSVSSFRSDSYERKLVRGPRY

Medtr5g016540      TCATSGQGLYEGLDWLSSNISNKIR-----------------------

AtARFA1b           TCATSGEGLYEGLDWLSNNIATKVNNLNIPF-----------------

AtARFA1d           TCATSGEGLYEGLDWLSNNIAGKA------------------------

AtARFA1c           TCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1f           TCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1e           TCATSGEGLYEGLDWLSNNIANKA------------------------

Medtr7g109960      TCATSGEGLYEGLDWLSNNIASKS------------------------

Medtr6g005820      TCATSGEGLYEGLDWLSNNIASKA------------------------

Medtr1g086480      TCATSGEGLYEGLDWLSNNIANKA------------------------

Medtr5g034125      TCATSGEGLYEGLDWLSNNIANKA------------------------

Medtr5g034130      TCATSGEGLYEGLDWLSNNIANKA------------------------

                    .            *:                               
Multiple sequence alignment corresponding to Supplemental Figure 22

AtARLA1b              ----------MTL-QPNLQAKEMELSLVGLQNSGKTSLVNVVAT------GEYSEDMIPT

Phvul.008G236400      --MGLWDSFLNWL-RSLFFKQEMELSLVGLQNAGKTSLVNSIAT------GGYSEDMIPT

AtARLA1a              --MGLWDSLLNWL-RSLFFKQEMELSLVGLQNAGKTSLVNAIAT------GGYSEDMIPT

Phvul.007G045600      MGLRIWGAFVNWL-RSLFFKQEMELSLVGLQDAGKTSLINVIAT------GGYSEEMIPT

AtARLA1c              --MGLLEAFLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMIPT

AtARLA1d              --MGLWDALLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMIPT

Phvul.002G010400      --MGLWEAFLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVVAT------GGYSEDMIPT

Phvul.003G234800      --MGLWESFLNWL-RSLFFKQEMELSLIGLQNAGKTSLVNVIAT------GGYSEDMIPT

AtSARA1a              --MFLFDWFYGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

Phvul.003G112000      --MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLRD------ERLV-QHQPT

Phvul.003G112100      --MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

Phvul.009G254700      --MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

Phvul.001G225400      --MFLVDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

AtSARA1b              --MFLFDWFYGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

AtSARA1c              --MFMIDWFYGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKD------ERLV-QHQPT

Phvul.006G153700      -----MFSLFYGLWKYLFSKMELHVLILGIDKAGKTTLLEKMKSVYSNIEGIPHDRIIPT

AtARLB1               -----MFSLMSGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIVPT

AtARFD1a              -----MGTTLGKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKT------GETLTTTMPT

AtARFD1b              -----MGTALGKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKT------GETLTTTMPT

Phvul.002G030600      -----MGLL-SIIRKIKRKEKEMRILMVGLDNSGKTTIVLKING------EDTS-VISPT

AtARLC1               -----MGLL-SIIRKIKKKEKEMRILMVGLDNSGKTTIVLKING------EDTS-VISPT

Phvul.007G111100      -----MGAMMSRFWFMLFPAKEYKIVVVGLDNAGKTTTLYKLHL------GEVV-TTNPT

AtARFC1               -----MGAFMSRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHL------GEVV-TTHPT

AtARFB1b              -----MGQAFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPT

AtARFB1c              -----MGQTFRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPT

Phvul.002G038400      -----MGQAFRKLFDTFFGNTDMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPT

Phvul.011G021000      -----MGQAFRKLFDTFFANTEMRVVMLGLDAAGKTTILYKLHI------GEVL-STVPT

Phvul.003G148800      -----MGLVFTKLFSSLFGNKEARILVLGLDNAGKTTILYRLQM------GEVV-STIPT

AtARFB1a              -----MGARFSRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKL------GEVV-TTVPT

Phvul.002G015400      -----MGLTVSRLMRLFYARKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

Phvul.006G122200      -----MGLSFGKIFSRLCAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

AtARFA1b              -----MGLNFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

Phvul.004G011900      -----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

AtARFA1d              -----MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

AtARFA1c              -----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

AtARFA1f              -----MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

AtARFA1e              -----MGLSFGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

Phvul.002G070500      -----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

Phvul.001G215400      -----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

Phvul.003G061400      -----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKL------GEIV-TTIPT

                                           . .: ..*:  :**:: :  .                **

AtARLA1b              VGFNMRKVTKENVAIRLWDLGGQPRF--RCMWERYCRAVSMIVYVVDAADTENLSVSRSE

Phvul.008G236400      VGFNMRKVTKGNVTIKLWDLGGQRRF--RTMWERYCRGVSAIVYVVDAADRDSVPISRSE

AtARLA1a              VGFNMRKVTKGNVTIKIWDLGGQRRF--RTMWERYCRGVSAIVYVIDAADRDSVPISRSE

Phvul.007G045600      VGFNMKKITKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADYENLPVSRIE

AtARLA1c              VGFNMRKVTKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADPDNLSVSKSE

AtARLA1d              VGFNMRKVTKGSVTIKLWDLGGQPRF--RSMWERYCRSVSAIVYVVDAADPDNLSVSKSE

Phvul.002G010400      VGFNMRKVTKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADSDNLSISRSE

Phvul.003G234800      VGFNMRKVTKGNVTIKLWDLGGQPRF--RSMWERYCRAVSAIVYVVDAADPDNLSISKSE

AtSARA1a              QHPTSEELSIGKINFKAFDLGGHQIA--RRVWKDCYAKVDAVVYLVDAYDRDRFVESKRE

Phvul.003G112000      QYPTSEELSIGKIKFKAFDLGGHQIA--RRVWRDYYAQVDAVIYLVDAYDKERFSESKKE

Phvul.003G112100      QHPTSEELSIGKIKFKAFDLGGHQVA--RRVWKDYYAKVDAVVYLVDAYDKERFTESKKE

Phvul.009G254700      QHPTSEELSIGKIKFKAFDLGGHQVA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKKE

Phvul.001G225400      QYPTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAQVDAVVYLVDAYDKERFAESKKE

AtSARA1b              QHPTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKRE

AtSARA1c              QHPTSEELSIGKIKFKAFDLGGHQIA--RRVWKDYYAKVDAVVYLVDAYDKERFAESKKE

Phvul.006G153700      VGLNIGRIEVANSKLVFWDLGGQPGL--RSIWEKYYEEAHAVIFVVDAASSLRFEDAKSA

AtARLB1               VGLNIGRIEVSNAKIVFWDLGGQPGL--RSIWEKYYEEAHALIYLIDAACPTRFEDSKSA

AtARFD1a              VGLNVESVKYKDSNLCFWEMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQIEETKDF

AtARFD1b              IGTDVESVKYKDSNLRFWEMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDRIEDAKDF

Phvul.002G030600      LGFNIKTITYQKYTLNIWDVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCKLE

AtARLC1               LGFNIKTIIYQKYTLNIWDVGGQKTI--RSYWRNYFEQTDGLVWVVDSSDLRRLDDCKME

Phvul.007G111100      VGSNVEELVYKNIRFEVWDLGGQERL--RTSWATYYRGTHAVIAVIDSSDRARISVMKDE

AtARFC1               VGSNVEELVYKNIRFEVWDLGGQDRL--RTSWATYYRGTHAVIVVIDSTDRARISFMKDE

AtARFB1b              IGFNVEKVQYKNVMFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQE

AtARFB1c              IGFNVEKVQYKNVIFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQE

Phvul.002G038400      IGFNVEKVQYKNVIFTVWDVGGQEKL--RPLWRHYFNNTDGLIYVVDSLDRERIGKAKQE

Phvul.011G021000      IGFNVEKVQYKNVVFTVWDVGGQEKL--RTLWRHYFNNTDGLIYVIDSLDRERIGKAKQE

Phvul.003G148800      IGFNVETVQYNNIKFQVWDLGGQTSI--RPYWRCYFPNTQAIIYVVDSSDVDRLVIAKEE

AtARFB1a              IGFNLETVEYKGINFTVWDIGGQEKI--RKLWRHYFQNAQGLIFVVDSSDSERLSEARNE

Phvul.002G015400      IGFNVETVEYKNVSFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRERILESRDE

Phvul.006G122200      IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEAKDE

AtARFA1b              IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

Phvul.004G011900      IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

AtARFA1d              IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

AtARFA1c              IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

AtARFA1f              IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

AtARFA1e              IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

Phvul.002G070500      IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

Phvul.001G215400      IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

Phvul.003G061400      IGFNVETVEYKNISFTVWDVGGQDKI--RPLWRHYFQNTQGLIFVVDSNDRDRVVEARDE

                             :      :  :::**:                  :: ::*:     .   :  

AtARLA1b              LHDLLSNA---SLIGIPLLVLGNKIDIHGALSKEALTEEMGLSSVT------------SR

Phvul.008G236400      LHELLTKP---SLGGIPLLVLGNKIDKSEALSKQALVDQLGLESMK------------ER

AtARLA1a              LNDLLTKP---SLNGIPLLILGNKIDKSEALSKQALVDQLGLESVT------------DR

Phvul.007G045600      LHDLLSKP---SLDGIPILILGNKIDKPGALSKQGLTDQMGLKSIT------------DR

AtARLA1c              LHDLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLTSLT------------DR

AtARLA1d              LHDLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDEMGLKSLT------------DR

Phvul.002G010400      LHDLLSKP---SLSGIPLLVLGNKIDKPGALSKQALTDQMELKSIT------------DR

Phvul.003G234800      LHDLLSKP---SLNGIPLLVLGNKIDKPGALSKEALTDQMDLKSIT------------DR

AtSARA1a              LDALLSDE---ALANVPCLILGNKIDIPYASSEDELRYYLGLTNFTTGKGIVNLEDSGVR

Phvul.003G112000      LDALLSDE---SLANVPFLILGNKIDIPYAASEDELRYHMGLTNFTTGKGKVNLAESNVR

Phvul.003G112100      LDALLSDE---SLANVPFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKVNLTESNLR

Phvul.009G254700      LDALLSDE---GLAGVPFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKINLTESNLR

Phvul.001G225400      LDALLSDE---SLVSVPFLVLGNKIDIPYAASEEELRYHLGLTNFTTGKGKVNLTDSNVR

AtSARA1b              LDALLSDE---ALATVPFLILGNKIDIPYAASEDELRYHLGLTNFTTGKGKVTLGDSGVR

AtSARA1c              LDALLSDE---SLASVPFLILGNKIDIPYAASEDELRYHLGLSNFTTGKGKVNLTDSNVR

Phvul.006G153700      LEKVLRHE---DLQGAPLLILANKQDLPEAVSAEELARYLDLKKLD------------ER

AtARLB1               LEKALRHE---DLQGAPLLILANKQDLTNAVSAEELDRYLDLKKLD------------ER

AtARFD1a              LNVVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNKLDLTSLRKK--------NWQR

AtARFD1b              LNAVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNKLDLTSLRQK--------NWQR

Phvul.002G030600      LDNLLKEE---RLSGATLLILANKQDIKGALTPEEIAKVLNLEAMDK-----------SR

AtARLC1               LDNLLKEE---RLAGSSLLILANKQDIQGALTPDEIGKVLNLESMDK-----------SR

Phvul.007G111100      LFRLLGHE---DLQHSVVLVFANKQDIKDAMTPAEITDALSLHSI-K-----------DH

AtARFC1               LARLLGHE---DLQNSVILVFANKQDLKDAMTPAEITDALNLHSI-K-----------NH

AtARFB1b              FQEIIKDP---FMLNSIILVFANKQDMRGAMSPREVCEGLGLFDL-K-----------NR

AtARFB1c              FQDIIRDP---FMLNSVILVFANKQDMRGAMSPREVCEGLGLLDL-K-----------NR

Phvul.002G038400      FQTIINDP---FMLNSVILVFANKQDLRGAMTPMEVCEGLGLFDL-K-----------NR

Phvul.011G021000      FQTIINDP---FMLHSIILVFANKQDLRGAMSPREVCEGLGLLDL-K-----------NR

Phvul.003G148800      FHAILEEE---ELKGAVVLIFANKQDLPGALDDAAVTEALELHKI-K-----------NR

AtARFB1a              LHRILTDN---ELEGACVLVFANKQDSRNALPVAEVANKLGLHSL-S-----------KR

Phvul.002G015400      LHRMLSED---ELRDATVLVFANKQDLPNALSVAEITDKLGLHSL-R-----------LR

Phvul.006G122200      LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDRLGLNSL-R-----------QR

AtARFA1b              LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

Phvul.004G011900      LHRMLNED---ELREAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

AtARFA1d              LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

AtARFA1c              LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

AtARFA1f              LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

AtARFA1e              LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

Phvul.002G070500      LHRMLNED---ELREAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

Phvul.001G215400      LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

Phvul.003G061400      LHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSL-R-----------QR

                      :   : .           *: .** :   *     :   : *  .              :

AtARLA1b              EVCCLMISCKNPTTIDQLTDWLVNHSKSKN------------------------

Phvul.008G236400      EVCCYMISCKDSVNIDVVIDWLIKHSRTAK------------------------

AtARLA1a              EVCCYMISCKDSINIDAVIDWLIKHSRTAT------------------------

Phvul.007G045600      EVCCFMISCKNSTSIDTVVDWLVKNSKSIN------------------------

AtARLA1c              EVCCFMISCKNSTNIDQVIDWLVKHSKSKN------------------------

AtARLA1d              EVCCFMISCKNSTNIDQVIDWLVKHSKSSN------------------------

Phvul.002G010400      EVCCFMISCKNSTNIDTVIDWLVKHSKSKS------------------------

Phvul.003G234800      EVCCFIISCKNSTNIDSVIDWLVKHSKSKS------------------------

AtSARA1a              PLEVFMCSIVRKMGYGEGFKWLSQYIK---------------------------

Phvul.003G112000      PLEVFMCSIVRKMGYGEGFQWLSQYIK---------------------------

Phvul.003G112100      PLEVFMCSIVRKMGYGDGFQWVSQYIK---------------------------

Phvul.009G254700      PLEVFMCSIVRKMGYGEGFQWLSQYIK---------------------------

Phvul.001G225400      AMEVFMCSIVKKMGYGEGFKWLSQYIK---------------------------

AtSARA1b              PLEVFMCSIVRKMGYGEGFKWLSQYIN---------------------------

AtSARA1c              PLEVFMCSIVRKMGYGEGFKWVSQYIK---------------------------

Phvul.006G153700      VYMFEAVSAYDGMGIRESAEWLVEVMERSKRTEMLRARAGAMGP------GP--

AtARLB1               VYMFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLRARAGYTPV------PNS-

AtARFD1a              NWHVQSSCAFSGDGLHEGLDWLLKNAERM-------------------------

AtARFD1b              NWHVQSSCAFSGDGLHEGLDWLLKNAERM-------------------------

Phvul.002G030600      HWQIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD--------------------

AtARLC1               HWKIVGCSAYTGEGLLEGFDWLVQDIASRIYMLD--------------------

Phvul.007G111100      DWHIQACCALTGDGLYDGLGWIAQRVTGKAPT----------------------

AtARFC1               DWHIQASCAVTGEGLYDGLGWIAQKVTGKATS----------------------

AtARFB1b              KWHIQGTCALRGDGLYEGLDWLSSTLKDVKAAGFTSVGHSF-------------

AtARFB1c              KWHIQGTCALQGDGLYEGLDWLSATLKEVKAAGYSSVGPSF-------------

Phvul.002G038400      KWHIQGTCALKGDGLYEGLDWLASTLKEKRASGFSSIGTSSF------------

Phvul.011G021000      KWHIQGTCALRGDGLYEGLDWLSTTLKERRAAGYSSIGLGTSSF----------

Phvul.003G148800      QWAIFKTSAIKGEGLFEGLDWLSNTLKSGGG-----------------------

AtARFB1a              CWLIQGTSAISGQGLYEGLEWLSTTIPNKPERSTSVSSFRSDSYERKLVRGPRY

Phvul.002G015400      RWYIQPTCATSGQGLYEGLDWLSSHISNKTR-----------------------

Phvul.006G122200      HWYIQSTCATSGEGLYEGLDWLSNNISSKTSFK---------------------

AtARFA1b              HWYIQSTCATSGEGLYEGLDWLSNNIATKVNNLNIPF-----------------

Phvul.004G011900      HWYIQSTCATSGEGLYEGLEWLSNNIASKA------------------------

AtARFA1d              HWYIQSTCATSGEGLYEGLDWLSNNIAGKA------------------------

AtARFA1c              HWYIQSTCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1f              HWYIQSTCATSGEGLYEGLDWLSNNIASKA------------------------

AtARFA1e              HWYIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

Phvul.002G070500      HWYIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

Phvul.001G215400      HWYIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

Phvul.003G061400      HWYIQSTCATSGEGLYEGLDWLSNNIANKA------------------------

                             .            *:                                
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AtARLA1b              -----------MTLQPNLQAKEMELSLVGLQNSGKTSLVNVVATG------EYSEDMIPT

Glyma05g22480         ---MGLWESFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVIATG------GYSEDMIPT

Glyma01g40210         ---MGLWEAFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPT

Glyma11g05080         ---MGLWEAFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPT

AtARLA1c              ---MGLLEAFLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPT

AtARLA1d              ---MGLWDALLNWLRSLFFKQEMELSLIGLQNAGKTSLVNVVATG------GYSEDMIPT

Glyma02g41170         ---MGLWDSFLNWLRSLFFKQEMELSLVGLQNAGKTSLVNAIATG------GYSEDMIPT

Glyma14g39540         ---MGLWDSFLNWLRSLFFKQEMELSLVGLQNAGKTSLVNAIATG------GYSEDMIPT

AtARLA1a              ---MGLWDSLLNWLRSLFFKQEMELSLVGLQNAGKTSLVNAIATG------GYSEDMIPT

AtARLB1               ---MFSL--MSGLWSYMFSKTEFNVLILGIDKAGKTTFLEKLKTIYSISEGLPHDRIVPT

Glyma15g11090         ---MFSL--FYGLWKYLFSKMELHVLILGIDKAGKTTLLEKMKSVYSNIEGIPPDRIIPT

Glyma13g27940         ---MFSL--FYGLWKYLFSKMELHVLILGIDKAGKTTLLEKMKSVYSNIEGIPPDRIIPT

AtSARA1a              MFLFDWF--YGILASLGLCKKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma10g28910         MFLFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma20g38360         MFLFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma19g41670         MFLWDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma03g39110         MFLWDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

AtSARA1b              MFLFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

AtSARA1c              MFMIDWF--YGVLASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma17g03520         MFLVDWF--YGILATLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma07g37080         MFLVDWF--YGILATLGLWQKEAKILFLGLDNSGKTTLLHMLKDE------RLV-QHQPT

Glyma07g37070         MFFFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma17g03540         MFFFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma09g04290         MFLFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

Glyma15g15330         MFLFDWF--YGILASLGLWQKEAKILFLGLDNAGKTTLLHMLKDE------RLV-QHQPT

AtARFD1a              ---MGTT--LGKPFAGFFHQEEARIVLFGLGGTGKSSIMHKFKTG------ETLTTTMPT

AtARFD1b              ---MGTA--LGKPFAGFFHQEESRIVLFGLDAAGKSSIMHKLKTG------ETLTTTMPT

Glyma01g38270         ---MGLL---SIIRKIKRKEKEMRILMVGLDNSGKTTIVLKINGE------DTS-VISPT

Glyma11g07330         ---MGLL---SIIRKIKRKEKEMRILMVGLDNSGKTTIVLKINGE------DTS-VISPT

AtARLC1               ---MGLL---SIIRKIKKKEKEMRILMVGLDNSGKTTIVLKINGE------DTS-VISPT

AtARFC1               ---MGAF--MSRFWFMMFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVV-TTHPT

Glyma20g35410         ---MGAM--ISRFWFLLFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVV-TTNPT

Glyma10g32200         ---MGAM--MSRFWFMLFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVV-TTNPT

Glyma20g35430         ---MGAM--MSRFWFMLFPAKEYKIVVVGLDNAGKTTTLYKLHLG------EVV-TTNPT

AtARFB1b              ---MGQA--FRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIG------EVL-STVPT

AtARFB1c              ---MGQT--FRKLFDTFFGNQEMRVVMLGLDAAGKTTILYKLHIG------EVL-STVPT

Glyma12g02110         ---MGQA--FRKLFDTFFGNTEMRVVMLGLDAAGKTTILYKLHIG------EVL-STVPT

Glyma11g09790         ---MGQA--FRKLFDTFFGNTEMRVVMLGLDAAGKTTILYKLHIG------EVL-STVPT

Glyma01g43910         ----------------------MRVVMLGLDAAGKTTILYKFHIG------EVL-STVPT

Glyma11g01380         ---MGQA--FRKLFDTFFGNTEMRVVMLGLDAAGKTTILYKLHIG------EVL-STVPT

Glyma13g01270         ---MGLV--FTKLFSSLFGNKEARILVLGLDNAGKTTILYRLQMG------EVV-STIPT

Glyma17g07390         ---MGIV--FTKLFSSLFGNKEARILVLGLDNAGKTTILYRLQMG------EVV-STIPT

AtARFB1a              ---MGAR--FSRIAKRFLPKSKVRILMVGLDGSGKTTILYKLKLG------EVV-TTVPT

Glyma11g05580         ---MGLT--VSRLLRLFYARKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma01g39700         ---MGLT--VSRLLRLFYARKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma09g03540         ---MGLS--FGKLFSKLCAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

AtARFA1b              ---MGLN--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

AtARFA1e              ---MGLS--FGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

AtARFA1c              ---MGLS--FGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma19g00200         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma05g08700         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma01g03650         ---MGLT--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma02g01260         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma10g01310         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma19g40690         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma20g22680         ---MGLS--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma02g04040         ---MGLT--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma08g39360         ---MGLT--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

Glyma18g19420         ---MGLT--FTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

AtARFA1d              ---MGLS--FAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

AtARFA1f              ---MGLS--FAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLG------EIV-TTIPT

                                             .: ..*:  :**:: :  .                **

AtARLA1b              VGFNMRKVTKENVAI-------RLWDLGGQPR--FRCMWERYCRAVSMIVYVVDAADTEN

Glyma05g22480         VGFNMRKVTKGNVTI-------KLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDN

Glyma01g40210         VGFNMRKVTKGNVTI-------KLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDN

Glyma11g05080         VGFNMRKVTKGNVTI-------KLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDN

AtARLA1c              VGFNMRKVTKGNVTI-------KLWDLGGQPR--FRSMWERYCRAVSAIVYVVDAADPDN

AtARLA1d              VGFNMRKVTKGSVTI-------KLWDLGGQPR--FRSMWERYCRSVSAIVYVVDAADPDN

Glyma02g41170         VGFNMRKVTKGNVTI-------KLWDLGGQRR--FRSMWERYCRGVSAIVYVVDAADRDS

Glyma14g39540         VGFNMRKVTKGNVTI-------KLWDLGGQRR--FRSMWERYCRGVSAIVYVVDAADRDS

AtARLA1a              VGFNMRKVTKGNVTI-------KIWDLGGQRR--FRTMWERYCRGVSAIVYVIDAADRDS

AtARLB1               VGLNIGRIEVSNAKI-------VFWDLGGQPG--LRSIWEKYYEEAHALIYLIDAACPTR

Glyma15g11090         VGLNIGRIEVANSKL-------VFWDLGGQPG--LRSIWEKYYEEAHAVIFVVDASCPSR

Glyma13g27940         VGLNIGRIEVANSKL-------VFWDLGGQPG--LRSIWEKYYEEAHAVIFVVDASCPSR

AtSARA1a              QHPTSEELSIGKINF-------KAFDLGGHQI--ARRVWKDCYAKVDAVVYLVDAYDRDR

Glyma10g28910         QYPTSEELSIGRIKF-------KAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDSYDKER

Glyma20g38360         QYPTSEELSIGRIKF-------KAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKER

Glyma19g41670         QYPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAQVDAVVYLVDAYDKER

Glyma03g39110         QYPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAQVDAVVYLVDAYDKER

AtSARA1b              QHPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKER

AtSARA1c              QHPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAKVDAVVYLVDAYDKER

Glyma17g03520         QYPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAQVDAVVFLVDAFDKER

Glyma07g37080         QYPTSEELSIGKIKF-------KAFDLGGHQI--ARRVWKDYYAQVDAVVYLVDAFDKER

Glyma07g37070         QHPTSEELSIGKIKF-------KAFDLGGHQV--ARRVWKDYYAKVDAVVYLVDAFDKER

Glyma17g03540         QHPTSEELSIGKIKF-------KAFDLGGHQV--ARRVWKDYYAKVDAVVYLVDAFDKER

Glyma09g04290         QHPTSEELSIGKIKF-------KAFDLGGHQV--ARRVWKDYYAKVDAVVYLVDAFDKER

Glyma15g15330         QHPTSEELSIGKIKF-------KAFDLGGHQV--ARRVWKDYYAKVDAVVYLVDAFDKER

AtARFD1a              VGLNVESVKYKDSNL-------CFWEMGGQQCYMWFPLWKHWFQEIAGLVLVVDSTGRDQ

AtARFD1b              IGTDVESVKYKDSNL-------RFWEMGGQQCYKWFPMTKHDFQEIAGLVLVVDSTDRDR

Glyma01g38270         LGFNIKTITYQKYTL-------NIWDVGGQKT--IRSYWRNYFEQTDGLVWVVDSSDLRR

Glyma11g07330         LGFNIKTITYQKYTL-------NIWDVGGQKT--IRSYWRNYFEQTDGLVWVVDSSDLRR

AtARLC1               LGFNIKTIIYQKYTL-------NIWDVGGQKT--IRSYWRNYFEQTDGLVWVVDSSDLRR

AtARFC1               VGSNVEELVYKNIRF-------EVWDLGGQDR--LRTSWATYYRGTHAVIVVIDSTDRAR

Glyma20g35410         VGSNVEELVYKNIRF-------EVWDLGGQER--LRTSWATYYRGTHAVIAVIDSSDRAR

Glyma10g32200         VGSNVEELVYKNIRF-------EVWDLGGQER--LRTSWATYYRGTHAVIAVIDSSDRAR

Glyma20g35430         VGSNVEELVYKNIRF-------EVWDLGGQER--LRTSWATYYRGTHAVIVVIDSSDRAR

AtARFB1b              IGFNVEKVQYKNVMF-------TVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRER

AtARFB1c              IGFNVEKVQYKNVIF-------TVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRER

Glyma12g02110         IGFNVEKVQYKNVVF-------TVWDVGGQEK--LRALWRHYFNNTDGLIYVVDSLDRER

Glyma11g09790         IGFNVEKVQYKNVVF-------TVWDVGGQEK--LRALWRHYFNNTDGLIYVVDSLDRER

Glyma01g43910         IGFNVEKVQYKNVIF-------TVWDVGGQEK--LRPLWRHYFDNTDGLIYVVDSLDRER

Glyma11g01380         IGFNVEKVQYKNVIF-------TVWDVGGQEK--LRPLWRHYFNNTDGLIYVVDSLDRER

Glyma13g01270         IGFNVETVQYNNIKF-------QVWDLGGQTS--IRPYWRCYFPNTQAIIYVVDSSDVDR

Glyma17g07390         IGFNVETVQYNNIKF-------QVWDLGGQTS--IRPYWRCYFPNTQAIIYVVDSSDVDR

AtARFB1a              IGFNLETVEYKGINF-------TVWDIGGQEK--IRKLWRHYFQNAQGLIFVVDSSDSER

Glyma11g05580         IGFNLHCLRCRRAGQDLLARVLYLW-VHYSVR--IQPLWRYYFQNTQGLIFVVDSNDRER

Glyma01g39700         IGFNVETVEYKNVSF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRER

Glyma09g03540         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1b              IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1e              IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1c              IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma19g00200         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma05g08700         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma01g03650         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma02g01260         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma10g01310         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma19g40690         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma20g22680         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma02g04040         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma08g39360         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma18g19420         IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1d              IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1f              IGFNVETVEYKNISF-------TVWDVGGQDK--IRPLWRHYFQNTQGLIFVVDSNDRDR

                             :                : :                     :: ::*:     

AtARLA1b              LSVSRSELHDLLSNA---SLIGIPLLVLGNKIDIHGALSKEALTEE--------------

Glyma05g22480         LSISKSELHDLLSKP---SLSGIPLLVLGNKIDKPGVLSKEALTDQ--------------

Glyma01g40210         ISISRSELHDLLSKP---SLSGIPLLVLGNKIDKAEALSKQALTDQ--------------

Glyma11g05080         LSISRSELHDLLSKP---SLGGIPLLVLGNKIDKAGALSKQALTDQ--------------

AtARLA1c              LSVSKSELHDLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDE--------------

AtARLA1d              LSVSKSELHDLLSKT---SLNGIPLLVLGNKIDKPGALSKEALTDE--------------

Glyma02g41170         VPISRSELHDLLTKP---SLSAIPLLVLGNKIDKSEALSKQALVDQ--------------

Glyma14g39540         VPISRSELHDLLTKP---SLSGIPLLVLGNKIDKSEALSKQALVDQ--------------

AtARLA1a              VPISRSELNDLLTKP---SLNGIPLLILGNKIDKSEALSKQALVDQ--------------

AtARLB1               FEDSKSALEKALRHE---DLQGAPLLILANKQDLTNAVSAEELDRY--------------

Glyma15g11090         FEDAKSALEKVLRHE---DLQGAPLLILANKQDIPEAVSADELARY--------------

Glyma13g27940         FEDAKSALEKVLRHE---DLQGAPLLILANKQDIPEAVSADELPQY--------------

AtSARA1a              FVESKRELDALLSDE---ALANVPCLILGNKIDIPYASSEDELRYY--------------

Glyma10g28910         FAESKKELDALLSDE---SLTTVPFLILGNKIDIPYAASEEELRYH--------------

Glyma20g38360         FAESKKELDALLSDE---SLTTVPFLILGNKIDIPYAASEEELRYH--------------

Glyma19g41670         FAESKKELDALLSDE---SLASVPFLVLGNKIDIPYAASEEELRYH--------------

Glyma03g39110         FAESKKELDALLSDE---SLANVPFLVLGNKIDIPYAASEEELRYH--------------

AtSARA1b              FAESKRELDALLSDE---ALATVPFLILGNKIDIPYAASEDELRYH--------------

AtSARA1c              FAESKKELDALLSDE---SLASVPFLILGNKIDIPYAASEDELRYH--------------

Glyma17g03520         FSESKKELDALLSDE---SLANVPFLILGNKIDIPYAASEDELRYN--------------

Glyma07g37080         FSESKKELDALLSDE---SLANVPFLILGNKIDIPYAASEDELRYH--------------

Glyma07g37070         FAESKKELDALLSDE---SLANVPFLVLGNKIDIPYAASEEELRYH--------------

Glyma17g03540         FAESKKELDALLSDE---SLANVPFLVLGNKIDIPYAASEEELRYH--------------

Glyma09g04290         FAESKKELDALLSDE---SLANVPFLVLGNKIDIPYAASEDELRYH--------------

Glyma15g15330         FAESKKELDALLSDE---SLANVPFLVLGNKIDIPYAASEDELRYH--------------

AtARFD1a              IEETKDFLNVVIDEIQGSVPDNAPVLVYGNKHEVPGAMSASEISNK--------------

AtARFD1b              IEDAKDFLNAVIDEIQGSVPDNVAVLVFGNKHEVPGAMSASEISNK--------------

Glyma01g38270         LDDCKFELDNLLKEE---RLSGASLLILANKQDIKGALTPEEIAKV--------------

Glyma11g07330         LDDCKFELDNLLKEE---RLSGASLLILANKQDIKGALTPEEIAKV--------------

AtARLC1               LDDCKMELDNLLKEE---RLAGSSLLILANKQDIQGALTPDEIGKV--------------

AtARFC1               ISFMKDELARLLGHE---DLQNSVILVFANKQDLKDAMTPAEITDA--------------

Glyma20g35410         ISIIKDELFRLLGHE---DLQHSVILVFANKQDIKDAMTPAEITDA--------------

Glyma10g32200         ISIIKDELFRLLGHE---DLQHSVILVFANKQDIKDAMTPAEITDA--------------

Glyma20g35430         ISIIKDELFRLLGHE---DLQHSVILVFANKQDIKDAMTPAEITDA--------------

AtARFB1b              IGKAKQEFQEIIKDP---FMLNSIILVFANKQDMRGAMSPREVCEG--------------

AtARFB1c              IGKAKQEFQDIIRDP---FMLNSVILVFANKQDMRGAMSPREVCEG--------------

Glyma12g02110         IGKAKQEFQTVINDP---FMLHSIILVFANKQDLKGAMSPREICEG--------------

Glyma11g09790         IGKAKQEFQTIINDP---FMLHSIILVFANKQDLKGAMSPREICEG--------------

Glyma01g43910         IGKAKQEFQTIINDP---FMLNSVILVFANKQDLRGAMTPMEVCEG--------------

Glyma11g01380         IGKAKQEFQTIINDP---FMLNSVILVFANKQDLRGAMTPMEVCEG--------------

Glyma13g01270         LVIAKEEFHAILEEE---ELKGAVVLIFANKQDLPGALDDAAVTEA--------------

Glyma17g07390         LVIAKEEFHAILE-------------------DLPGALDDAAVTEA--------------

AtARFB1a              LSEARNELHRILTDN---ELEGACVLVFANKQDSRNALPVAEVANK--------------

Glyma11g05580         ILEARDELHRMLRED---ELRDATLLVLANKQDLPNALVLQKLLINLVYIHFACVSGFEF

Glyma01g39700         ILEARDELHRMLSED---ELRDATVLVFANKQDLPNALSVAEITDK--------------

Glyma09g03540         VGEAKDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDR--------------

AtARFA1b              VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

AtARFA1e              VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

AtARFA1c              VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma19g00200         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma05g08700         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma01g03650         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma02g01260         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma10g01310         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma19g40690         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma20g22680         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma02g04040         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma08g39360         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

Glyma18g19420         VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

AtARFA1d              VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

AtARFA1f              VVEARDELHRMLNED---ELRDAVLLVFANKQDLPNAMNAAEITDK--------------

                      .   :  :   :                    :   .     :                 

AtARLA1b              ---MGLS------------SVTSREVCCLMISCKNPTTIDQLTDWLVNHSKSKN------

Glyma05g22480         ---MDLK------------SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS------

Glyma01g40210         ---MDLK------------SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS------

Glyma11g05080         ---MDLK------------SITDREVCCFMISCKNSTNIDSVIDWLVKHSKSKS------

AtARLA1c              ---MGLT------------SLTDREVCCFMISCKNSTNIDQVIDWLVKHSKSKN------

AtARLA1d              ---MGLK------------SLTDREVCCFMISCKNSTNIDQVIDWLVKHSKSSN------

Glyma02g41170         ---LGLE------------SIKDREVCCYMISCKDSVNIDVVIDWLIKHSKTAK------

Glyma14g39540         ---LGLE------------SIKDREVCCYMISCKDSVNLDVVIDWLIKHSKTAK------

AtARLA1a              ---LGLE------------SVTDREVCCYMISCKDSINIDAVIDWLIKHSRTAT------

AtARLB1               ---LDLK------------KLDERVYMFEAVSGYDGRGIKESIEWLVGVMEKSKRTESLR

Glyma15g11090         ---LDLK------------KLDERVSMFEAVSAYDGMGIRESAEWLVEVMERSKRTEMLR

Glyma13g27940         ---LDLK------------KLDERVFMFEAVSAYDGMGIRESAEWLVEVMERSKRTEMLR

AtSARA1a              ---LGLTNFTTGKGIVNLEDSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIK---------

Glyma10g28910         ---LGLTNFTTGKGNVNLSDSNVRPMEVFMCSIVKKMGYGDGFKWLSQYIK---------

Glyma20g38360         ---LGLTNFTTGKGNVNLSDSKVRPMEVFMCSIVKKMGYGDGFKWLSQYIK---------

Glyma19g41670         ---LGLTNFTTGKGKVNLADSNVRPMEVFMCSIVKKMGYGDGFKWVSQYIK---------

Glyma03g39110         ---LGLTNFTTGKGKVNLSDSNVRPMEVFMCSIVKKMGYGDGFKWVSQYIK---------

AtSARA1b              ---LGLTNFTTGKGKVTLGDSGVRPLEVFMCSIVRKMGYGEGFKWLSQYIN---------

AtSARA1c              ---LGLSNFTTGKGKVNLTDSNVRPLEVFMCSIVRKMGYGEGFKWVSQYIK---------

Glyma17g03520         ---MGLTNFTTGKGKVNLVDSNVRPLEVFMCSIVRKMGYGEGFQWLSQYIK---------

Glyma07g37080         ---MGLTNFTTGKGKVNLVDSNVRPLEVFMCSIVRKMGYGEGFQWLSQYIK---------

Glyma07g37070         ---LGLTNFTTGKGKVNLTESNLRPLEVFMCSIVRKMGYGDGFQWVSQYIK---------

Glyma17g03540         ---LGLTNFTTGKGKVNITESNLRPLEVFMCSIVRKMGYGDGFQWVSQYIK---------

Glyma09g04290         ---LGLTNFTTGKGKINLTDSNLRPLEVFMCSIVRKMGYGEGFQWLSQYIK---------

Glyma15g15330         ---LGLTNFTTGKGKMNLTDSNLRPLEVFMCSIVRKMGYGEGFQWLSQYIK---------

AtARFD1a              ---LDLTSLR--------KKNWQRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-------

AtARFD1b              ---LDLTSLR--------QKNWQRNWHVQSSCAFSGDGLHEGLDWLLKNAERM-------

Glyma01g38270         ---LNLE-----------AMDKSRHWQIVGCSAYTGEGLLEGFDWLVQDIASRIYM----

Glyma11g07330         ---LNLE-----------AMDKSRHWQIVGCSAYTGEGLLEGFDWLVQDIASRIYM----

AtARLC1               ---LNLE-----------SMDKSRHWKIVGCSAYTGEGLLEGFDWLVQDIASRIYM----

AtARFC1               ---LNLH------------SIKNHDWHIQASCAVTGEGLYDGLGWIAQKVTGKATS----

Glyma20g35410         ---LSLH------------SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT----

Glyma10g32200         ---LSLH------------SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT----

Glyma20g35430         ---LSLH------------SIKDHDWHIQACCALSGEGLYDGLGWIAQRVTGKAPT----

AtARFB1b              ---LGLF------------DLKNRKWHIQGTCALRGDGLYEGLDWLSSTLKDVKAA----

AtARFB1c              ---LGLL------------DLKNRKWHIQGTCALQGDGLYEGLDWLSATLKEVKAA----

Glyma12g02110         ---LGLF------------DLKNRKWHIQGTCALRGDGLYEGLDWLSTTLKERRAA----

Glyma11g09790         ---LGLF------------DLKNRKWHIQGTCALRGDGLYEGLDWLSTTLKERRAA----

Glyma01g43910         ---LGLF------------DLKNRKWHIQGTCALKGDGLYEGLDWLASTLKERKAA----

Glyma11g01380         ---LGLF------------DLKNRKWHIHGTCALKGDGLYEGLDWLASTLKERKAA----

Glyma13g01270         ---LELH------------KIKNRQWAIFKTSAIKGEGLFEGLDW---------------

Glyma17g07390         ---LELH------------KIKNRQWAIFKTSAIKGEGLFEGLDWLSNTLKSGGG-----

AtARFB1a              ---LGLH------------SLSKRCWLIQGTSAISGQGLYEGLEWLSTTIPNKPER----

Glyma11g05580         KKKLELFNYRISPQ---ISDNFVKIMYIQPTCATSGQGLYEGLDWLSSLITNKTR-----

Glyma01g39700         ---LGLH------------SLRLRRWYIQPTCATSGQGLYEGLDWLSSHITNKTR-----

Glyma09g03540         ---LGLN------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNISGKASF----

AtARFA1b              ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIATKVNN----

AtARFA1e              ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

AtARFA1c              ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA------

Glyma19g00200         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA------

Glyma05g08700         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA------

Glyma01g03650         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKVAI----

Glyma02g01260         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma10g01310         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma19g40690         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma20g22680         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma02g04040         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma08g39360         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

Glyma18g19420         ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIANKA------

AtARFA1d              ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIAGKA------

AtARFA1f              ---LGLH------------SLRQRHWYIQSTCATSGEGLYEGLDWLSNNIASKA------

                         : *                 :       .            *               

AtARLA1b              -------------------------

Glyma05g22480         -------------------------

Glyma01g40210         -------------------------

Glyma11g05080         -------------------------

AtARLA1c              -------------------------

AtARLA1d              -------------------------

Glyma02g41170         -------------------------

Glyma14g39540         -------------------------

AtARLA1a              -------------------------

AtARLB1               ARAGYTPVPNS--------------

Glyma15g11090         ARAGAMGPGP---------------

Glyma13g27940         ARAGAMGAGP---------------

AtSARA1a              -------------------------

Glyma10g28910         -------------------------

Glyma20g38360         -------------------------

Glyma19g41670         -------------------------

Glyma03g39110         -------------------------

AtSARA1b              -------------------------

AtSARA1c              -------------------------

Glyma17g03520         -------------------------

Glyma07g37080         -------------------------

Glyma07g37070         -------------------------

Glyma17g03540         -------------------------

Glyma09g04290         -------------------------

Glyma15g15330         -------------------------

AtARFD1a              -------------------------

AtARFD1b              -------------------------

Glyma01g38270         ---LD--------------------

Glyma11g07330         ---LD--------------------

AtARLC1               ---LD--------------------

AtARFC1               -------------------------

Glyma20g35410         -------------------------

Glyma10g32200         -------------------------

Glyma20g35430         -------------------------

AtARFB1b              ---GFTSVGHSF-------------

AtARFB1c              ---GYSSVGPSF-------------

Glyma12g02110         ---GYSSIGLGTSSF----------

Glyma11g09790         ---GYSSIGLGTSSF----------

Glyma01g43910         ---GYSSIGTSSF------------

Glyma11g01380         ---GYSSIGTSSF------------

Glyma13g01270         -------------------------

Glyma17g07390         -------------------------

AtARFB1a              ---STSVSSFRSDSYERKLVRGPRY

Glyma11g05580         -------------------------

Glyma01g39700         -------------------------

Glyma09g03540         ---K---------------------

AtARFA1b              ---LNIPF-----------------

AtARFA1e              -------------------------

AtARFA1c              -------------------------

Glyma19g00200         -------------------------

Glyma05g08700         -------------------------

Glyma01g03650         ---GFFPSLW---------------

Glyma02g01260         -------------------------

Glyma10g01310         -------------------------

Glyma19g40690         -------------------------

Glyma20g22680         -------------------------

Glyma02g04040         -------------------------

Glyma08g39360         -------------------------

Glyma18g19420         -------------------------

AtARFA1d              -------------------------

AtARFA1f              -------------------------

Multiple sequence alignment corresponding to Supplemental Figure 24
Glyma09g00610             ------------------------------------------------------------

Glyma12g36760             ------------------------------------------------------------

LOC_Os05g20050            ------------------------------------------------------------

GRMZM2G061912             ------------------------------------------------------------

GRMZM2G093186             ------------------------------------------------------------

Phvul.008G229600          ------------------------------------------------------------

Glyma02g41940             ------------------------------------------------------------

Glyma14g07040             ------------------------------------------------------------

Phvul.001G238000          ------------------------------------------------------------

Glyma18g03760             ------------------------------------------------------------

chr2.CM0011.460.r2.a      ------------------------------------------------------------

Medtr3g069510             ------------------------------------------------------------

Solyc03g079900            ------------------------------------------------------------

Solyc05g052900            ------------------------------------------------------------

LOC_Os01g62950            ------------------------------------------------------------

GRMZM2G154960             MGTARSRCRSDRSSATRRPERGQSQKRASRPLAGRRGIRRQARPAQPTTTTPFSLRPRLH

AtRABA2b                  ------------------------------------------------------------

AtRABA2c                  ------------------------------------------------------------

AtRABA2d                  ------------------------------------------------------------

LOC_Os03g60870            ------------------------------------------------------------

GRMZM2G473906             ------------------------------------------------------------

GRMZM2G144008             ------------------------------------------------------------

Solyc06g076450            ------------------------------------------------------------

Solyc06g005810            ------------------------------------------------------------

Phvul.011G061100          ------------------------------------------------------------

Glyma11g14360             ------------------------------------------------------------

Glyma12g06280             ------------------------------------------------------------

chr3.CM0792.300.r2.d      ------------------------------------------------------------

Medtr4g064897             ------------------------------------------------------------

chr1.CM1875.90.r2.m       ------------------------------------------------------------

LOC_Os03g62600            ------------------------------------------------------------

GRMZM2G029486             ------------------------------------------------------------

LOC_Os05g01480            ------------------------------------------------------------

GRMZM2G020544             ------------------------------------------------------------

Medtr2g005510             ------------------------------------------------------------

LjSGA_034664.2            ------------------------------------------------------------

AtRABA2a                  ------------------------------------------------------------

Solyc01g103380            ------------------------------------------------------------

Solyc10g045550            ------------------------------------------------------------

Phvul.006G220200          ------------------------------------------------------------

Glyma12g28660             ------------------------------------------------------------

Glyma16g00350             ------------------------------------------------------------

Glyma09g00610             ------------------------------------------------------------

Glyma12g36760             ------------------------------------------------------------

LOC_Os05g20050            ------------------------------------------------------------

GRMZM2G061912             ------------------------------------------------------------

GRMZM2G093186             ------------------------------------------------------------

Phvul.008G229600          ------------------------------------------------------------

Glyma02g41940             ------------------------------------------------------------

Glyma14g07040             ------------------------------------------------------------

Phvul.001G238000          ------------------------------------------------------------

Glyma18g03760             --------------------------------------------MYLILEIIFHWGSWS-

chr2.CM0011.460.r2.a      ------------------------------------------------------------

Medtr3g069510             ------------------------------------------------------------

Solyc03g079900            ------------------------------------------------------------

Solyc05g052900            ------------------------------------------------------------

LOC_Os01g62950            ------------------------------------------------------------

GRMZM2G154960             GRRAHSRLLPPPHPTPPHPTSDLLPPPFQSTCERKSSGRIESRPVRARPASERRPAGWAL

AtRABA2b                  ------------------------------------------------------------

AtRABA2c                  ------------------------------------------------------------

AtRABA2d                  ------------------------------------------------------------

LOC_Os03g60870            ------------------------------------------------------------

GRMZM2G473906             ------------------------------------------------------------

GRMZM2G144008             ------------------------------------------------------------

Solyc06g076450            ------------------------------------------------------------

Solyc06g005810            ------------------------------------------------------------

Phvul.011G061100          ------------------------------------------------------------

Glyma11g14360             ------------------------------------------------------------

Glyma12g06280             ------------------------------------------------------------

chr3.CM0792.300.r2.d      ------------------------------------------------------------

Medtr4g064897             ------------------------------------------------------------

chr1.CM1875.90.r2.m       --------------------------------------------MRG---LNSRSGQ---

LOC_Os03g62600            ------------------------------------------------------------

GRMZM2G029486             ------------------------------------------------------------

LOC_Os05g01480            ------------------------------------------------------------

GRMZM2G020544             ------------------------------------------------------------

Medtr2g005510             ------------------------------------------------------------

LjSGA_034664.2            ------------------------------------------------------------

AtRABA2a                  ------------------------------------------------------------

Solyc01g103380            ------------------------------------------------------------

Solyc10g045550            ------------------------------------------------------------

Phvul.006G220200          ------------------------------------------------------------

Glyma12g28660             ------------------------------------------------------------

Glyma16g00350             ------------------------------------------------------------

Glyma09g00610             ------MVQWQGDADEGIDYMFKIVMVGDSGVGKSQLLNRFVKNEFHMKSKPTIGVEFLT

Glyma12g36760             ------MAQWQGNADEGIDYMFKIVMTGDSGVGKSQLLNRFVKNEFHMKSKPTIGVEFLT

LOC_Os05g20050            ---------MGGRVDHEYSYLFKMVLIGDSGVGKSNILSRFTRNHFSLDSKSTIGVEFAT

GRMZM2G061912             ---------MGGRVDHEYSYLFKMVLIGDSGVGKSNILSRFTRNHFSLDSKSTIGVEFAT

GRMZM2G093186             ---------MGGRVDHEYSYLFKMVLIGDSGVGKSNILSRFTRNHFSLDSKSTIGVEFAT

Phvul.008G229600          ---------MAYKVDNEYDYLFKVVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Glyma02g41940             ---------MAFKVDHEYDYLFKVVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Glyma14g07040             ---------MAYKVDHEYDYLFKVVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Phvul.001G238000          ---------MAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Glyma18g03760             -RVVSGVGSMAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

chr2.CM0011.460.r2.a      ---------MAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Medtr3g069510             ---------MAYKVDNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Solyc03g079900            --------MMAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Solyc05g052900            ---------MAYKVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

LOC_Os01g62950            ---------MAHRVDNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFFLESKSTIGVEFAT

GRMZM2G154960             VRARSIDQKMAHRVNNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

AtRABA2b                  ---------MANRIDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

AtRABA2c                  ---------MTHRVDQEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

AtRABA2d                  ---------MAHRVEQDYDYLFKIVLIGDSGVGKTNILSRFTRNEFCLESKSTIGVEFAT

LOC_Os03g60870            ---------MAHRVDNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

GRMZM2G473906             ---------MAHRMDNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

GRMZM2G144008             ---------MAHRVDNEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Solyc06g076450            ---------MANKMDHEYDYLFKIVVIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Solyc06g005810            ---------MGNRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Phvul.011G061100          ---------MTHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Glyma11g14360             ---------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Glyma12g06280             ---------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

chr3.CM0792.300.r2.d      ---------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

Medtr4g064897             ---------MAHRVDHEYDYLFKIVLIGDSGVGKSNILSRFTRNEFCLESKSTIGVEFAT

chr1.CM1875.90.r2.m       KEKNREVLRGGGMDEKEYDYLFKLVLGGDSEVRKSNLVSRFFDNTFCFESKRTVGVEFFT

LOC_Os03g62600            ---MARRPAPWEQGGDEYDYLFKIVLIGDSGVGKSNLLSRFTRNSFSLDSKSTIGVEFAT

GRMZM2G029486             ---MARRPASWEQGGDEYDYLFKVVLIGDSGVGKSNLLSRFTKNTFALDSKSTIGVEFAT

LOC_Os05g01480            -------MAGTRRAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

GRMZM2G020544             --------MAGRRAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

Medtr2g005510             ------MSSRRRVGEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

LjSGA_034664.2            ---------MARRGEEEYDYLFKVVLIGDSGVGKSNLFSRFTRNEFCLESKSTIGVEFAT

AtRABA2a                  ---------MARRPDEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

Solyc01g103380            ---------MARRAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFLLESKSTIGVEFAT

Solyc10g045550            ---------MARRADEEYDYLFKIVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

Phvul.006G220200          ---------MGRGAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

Glyma12g28660             ---------MARRAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

Glyma16g00350             ---------MARRAEEEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFCLESKSTIGVEFAT

                                         .  .*:**:*: *** * *:::..**  * * :.** *:**** *

Glyma09g00610             RTVVM-----------------DHKLVKAQIWDTAGQERYQAITTAYYRGATCALLAYDI

Glyma12g36760             RTVVM-----------------DHKLVKAQIWDTAGQERYQAITTAYYRGATGALLAYDI

LOC_Os05g20050            KSLQM-----------------EGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

GRMZM2G061912             KSLQM-----------------DGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

GRMZM2G093186             KSLQI-----------------DGKTIKAQIWDTAGQERYRAITSAYYRGAVAALLVYDI

Phvul.008G229600          RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Glyma02g41940             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Glyma14g07040             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Phvul.001G238000          RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Glyma18g03760             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

chr2.CM0011.460.r2.a      RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYGM

Medtr3g069510             RTIQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Solyc03g079900            RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Solyc05g052900            RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

LOC_Os01g62950            RTLQI-----------------EGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVFDI

GRMZM2G154960             RNLQI-----------------DGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

AtRABA2b                  RTLQVISLLSLSLNLDNFPPDQFGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

AtRABA2c                  RTTQV-----------------EGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

AtRABA2d                  RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

LOC_Os03g60870            RTLQI-----------------EGQTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

GRMZM2G473906             RTLQV-----------------EGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

GRMZM2G144008             RTLQI-----------------EGKTIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Solyc06g076450            RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Solyc06g005810            RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Phvul.011G061100          RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Glyma11g14360             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Glyma12g06280             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

chr3.CM0792.300.r2.d      RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

Medtr4g064897             RTLQV-----------------EGKTVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDI

chr1.CM1875.90.r2.m       RTLEV-----------------EGRMVKAQLWDPAGLKQYRAITSAYYREAVGALLVYDV

LOC_Os03g62600            RTIQV-----------------EGKIVKAQIWDTAGQERYRAITSAYYRGAVGALLVYDV

GRMZM2G029486             RTLQV-----------------ENKIIKAQIWDTAGQERYRAITSAYYRGAVGALLVYDV

LOC_Os05g01480            RTLHV-----------------EGKIIKAQIWDTAGQERYRAITSAYYRGALGAVLVYDV

GRMZM2G020544             RTLHV-----------------EGKIIKAQIWDTAGQERYRAITSAYYRGALGAVLVYDV

Medtr2g005510             RTLQV-----------------EGRTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

LjSGA_034664.2            RTLEV-----------------EGRMVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

AtRABA2a                  RTLQV-----------------EGRTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

Solyc01g103380            RTLQV-----------------EGRTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

Solyc10g045550            RTLKV-----------------EGRTIKSQIWDTAGQERYRAITSAYYRGALGALLVYDV

Phvul.006G220200          RTLEV-----------------EGRSVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

Glyma12g28660             RTLQV-----------------EGRTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

Glyma16g00350             RTLQV-----------------EGRTVKAQIWDTAGQERYRAITSAYYRGALGALLVYDV

                          :.  :                   : :*:*:** ** ::*:***:**** *  *:*.:.:

Glyma09g00610             TKQQTFDHVEKWLDELRIHTDKNILVMLVGNKSDLSSLRAVPTEVARDFAQQEGLFFLET

Glyma12g36760             TKQQTFDHVEKWLDELRIHADKNILVMLVGNKSDLSSLRAVPTEVARDFAQQEGLFFLET

LOC_Os05g20050            TKRQSFDNVHRWLRELRDHADSSIVIMMVGNKSDLIHLRAVSEDEGKALAEKEGLFFLET

GRMZM2G061912             TKRQSFDNVHRWLRELRDHADSSIVIMMVGNKSDLIHLRAISEDEGKALAEKEGLFFLET

GRMZM2G093186             TKRQSFDNVHRWLRELRDHADSSIVIMMVGNKSDLIHLRAISEDEGKALAEKEGLFFLET

Phvul.008G229600          TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAIPTDDAQSLAEREGLSFLET

Glyma02g41940             TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSTEDAQSLAEREGLSFLET

Glyma14g07040             TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSTEDAQSLAEREGLSFLET

Phvul.001G238000          TKRQTFENVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSTEDAESLAEREGLSFLET

Glyma18g03760             TKRQTFENVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSTDDAQNLAEREALSFLET

chr2.CM0011.460.r2.a      TKRQTFENVQRWLRELRDHADANIVIMMAGNKSDLNHLRAVSSEDAQNLAEKESLSFLET

Medtr3g069510             TKRQTFENVQRWLRELRDHADSNIVIMLAGNKSDLNHLRAVSSDDAQNLAEKETLSFLET

Solyc03g079900            TKRQTFENVHRWLRELRDHADSNIVIMMAGNKSDLNHLRAIPDHDARLLAEKEGLSFLET

Solyc05g052900            TKRQTFENVTRWLRELRDHADSNIVIMLAGNKSDLNHLRSIPELDARGLAEKEGLSFLET

LOC_Os01g62950            TKRQTFDNVQRWLRELRDHADANIVVMMVGNKSDLNHLRSVPEEDGHAFSEKEGLSFLET

GRMZM2G154960             TKKQSFDSVQRWLRELRGHADANIVVMMVGNKSDLNHLRSVPEEDGRAFSEKEGLSFLET

AtRABA2b                  TKRQTFENVLRWLRELRDHADSNIVIMMAGNKSDLNHLRSVADEDGRSLAEKEGLSFLET

AtRABA2c                  TKRQTFDNVLRWLRELRDHADSNIVIMMAGNKSDLNHLRSVAEEDGQSLAEKEGLSFLET

AtRABA2d                  TKRQTFDNVLRWLRELRDHADSNIVIMMAGNKADLNHLRSVAEEDGQTLAETEGLSFLET

LOC_Os03g60870            TKKQTFENIQRWLRELRDHADSNIVIMMVGNKSDLNHLRSVPEEDGQALAEKEGLSFLET

GRMZM2G473906             TKKQTFENIQRWLRELRDHADSNIVIMMVGNKSDLNHLRSVAEEDGQALAEKEGLSFLET

GRMZM2G144008             TKKQTFENIQRWLRELRDHADSNIVIMMVGNKSDLNHLRSVPEEDGQALAEKEGLSFLET

Solyc06g076450            TKRQTFDNVLRWLRELRDHADSNIVIIMAGNKSDLRHLRAVSEQDGQALAEKEGLSFLET

Solyc06g005810            TKGQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSEQDGQNLAEKEGLSFLET

Phvul.011G061100          TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLSHLRAVYEDDGQNLAEREGLSFLET

Glyma11g14360             TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLSHLRAVSEDDGQALAEREGLSFLET

Glyma12g06280             TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLSHLRAVSEDDGQALAEREGLSFLET

chr3.CM0792.300.r2.d      TKRQTFDNVQRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSEDDGGALAEKEGLSFLET

Medtr4g064897             TKRQTFDNVNRWLRELRDHADSNIVIMMAGNKSDLNHLRAVSEDDGQALAEKEGLSFLET

chr1.CM1875.90.r2.m       TKPTSFENVTRWLKELRDHADANIVIMLIGNKTDLKHLRGVATEDAQSYAEKEGLSFIET

LOC_Os03g62600            TKATTFENVKRWLKELRDHADSNIVVMLIGNKIDLKHLRSVSLEDATSFAEREGLSFVET

GRMZM2G029486             TKVMTFENVKRWLKELRDHADSNIVVMLIGNKTDLRHLRSVAVEDAASFAESEGLFFIET

LOC_Os05g01480            SKPTTFDNISRWLKELRDHADANIRIMLVGNKTDLKHLRAVATDDAHKFAEAEGLSYIET

GRMZM2G020544             SKPTTFENISRWLKELRDHADSNTRIMLVGNKTDLRHLRAVATDDARSFAEAEGLSYIET

Medtr2g005510             TKPTTFDNVTRWLKELRDHADANIVIMLIGNKTDLKHLRAVATEDAQSYAEKEGLSFIET

LjSGA_034664.2            TKPTSFENVTRWLKELRDHADANIVIMLIGNKTDLKHLRGVATEDAQSYAEKEGLSFIET

AtRABA2a                  TKPTTFENVSRWLKELRDHADSNIVIMLIGNKTDLKHLRAVATEDAQSYAEKEGLSFIET

Solyc01g103380            TKPTTFENVSRWLKELRDHADSNIVIMLIGNKTDLKHLRAVATEDAQSFAEKEGLSFIET

Solyc10g045550            TKPISFENVSRWLKELRDHADSNIVIMLIGNKTDLKHLRAVATEDAQSYAEREGLSFIET

Phvul.006G220200          TKPTTFENVSRWLKELRDHADANIVIMLIGNKTDLKHLRGVATEDAQGYAEKEGLSFIET

Glyma12g28660             TKPTTFENVSRWLKELRDHADANIVIMLIGNKTDLKHLRAVATEDAQGYAEKEGLSFIET

Glyma16g00350             TKPTTFENVSRWLKELRDHADANIVIMLIGNKTDLKHLRAVATEDAQGYSEKEGLSFIET

                          :*  :*: : :** *** *:* .  ::: *** **  **.:    .   :: * * ::**

Glyma09g00610             SALDSSNVESAFIGLLSQVYRTVSRKLILVD----------GHESNWDKVNLELEGTKIK

Glyma12g36760             SALDSSNVESAFIGLLSQVYRTVSRKHILVD----------GHESNWDKVNLELEGTKIK

LOC_Os05g20050            SAMEAVNVEEAFQTIITEVYGIVNRK------------ALAAKEAAAASAPLPSQGKTIS

GRMZM2G061912             SAMEAINVEQAFQTIMTEVYGIVNRK------------ALAAKEAAAATASLPSQGKIIS

GRMZM2G093186             SAMEAINVEEAFQTIITEVYGIVNRK------------ALAAKEAAATAAPLPSQGKTIS

Phvul.008G229600          SALEAYNVEKAFQTILFDIYHIISKK------------ALAAQEATSS--TGLPQGTTIN

Glyma02g41940             SALEAYNVDKAFQTILFDIYHIISKK------------ALAAQEATSS--TGLPQGTTIN

Glyma14g07040             SALEAYNVEKAFQTILFDIYHIISKK------------ALAAQEANSS--TGLPQGTTIN

Phvul.001G238000          SALEAFNVEKAFQTILFDIYQIISKK------------ALAAQEAA-S--TSVPHGTTIN

Glyma18g03760             SALEAFNVEKAFQTILFDIYQIMSKK------------ALAAQGAAST--TSLPHGTTIN

chr2.CM0011.460.r2.a      SALEALNVEKAFQTILFDIYQIISRK------------ALAAQEAAST--TSLPHGTTIN

Medtr3g069510             SALEALNVEKAFQTILFDIYQIISKK------------ALAAQESAST--TSVPHGTTIN

Solyc03g079900            SALEALNVEKAFQTILLDIYQIISRK------------ALAAQEAG-A--T-PGQGTVIK

Solyc05g052900            SALEAYNVEKAFQTILLDIYQIVSRK------------ALAAQEAAAS--I-PGQGTSIN

LOC_Os01g62950            SALEAINVEKAFHTVLSEIHQIVSKK------------ALAAQESAST-NGRSMQGTTIN

GRMZM2G154960             SALEAINVEKAFHTILSEIHQTVSKK------------ALAAQASAST-NGRSMQGTTIN

AtRABA2b                  SALEATNIEKAFQTILSEIYHIISKK------------ALAAQEAA---GNLPGQGTAIN

AtRABA2c                  SALEATNVEKAFQTILGEIYHIISKK------------ALAAQEAAAANSAIPGQGTTIN

AtRABA2d                  SALEATNVEKAFQTVLAEIYHIISKK------------ALAAQEAAAANSAIPGQGTTIN

LOC_Os03g60870            SALEALNVEKAFQTILKDIHQIISKK------------ALAAQEAA--GSGPPTQGTTIN

GRMZM2G473906             SALEALNVEKAFQTVLSDIHQIISKK------------ALAAQEAA--GSGPPGQGTTIN

GRMZM2G144008             SALEALNVEKAFQTVLSDIHQIISKK------------ALAAQEAA--GSGPPGQGTTIN

Solyc06g076450            SALEAFNVDKAFHTILTDIYQIISKK------------ALAAQEA--DSTALPGQGTTIN

Solyc06g005810            SALEAVNVDKAFQTILTEIYHIISKK------------ALAAQAAA-TTTTLPGQGTTIN

Phvul.011G061100          SALEATNIEKAFQTILTEIYHIVSKK------------ALAAQEAG-VGTTLPGQGTTIN

Glyma11g14360             SALEATNIEKAFQTILTEIYHIVSKK------------ALAAQEAA-VGTTLPGQGTTIN

Glyma12g06280             SALEATNIEKAFQTILTEIYHIVSKK------------ALAAQEAA-VGTILPGQGTTIN

chr3.CM0792.300.r2.d      SALEATNIEKAFQTILTEIYHIVSKK------------ALAAQEAT-AGASVPGQGTTIN

Medtr4g064897             SALEATNIEKAFQTILTEIYHIVSKK------------ALAAQEA--AGTSLPGQGTTIN

chr1.CM1875.90.r2.m       SALEATNVDEAFKTIISQILTRHYATPPLEFIPTLSANSLSSNSTE------VESKKSLV

LOC_Os03g62600            SALDATNVDKAFQTVLTEIYRIISKK------------ALAADEAGA-GAGAVREGQSIQ

GRMZM2G029486             SALDATNVEKAFHTVLAEIYRIISKK------------PLSSEESGL-GSGNLREGQSIQ

LOC_Os05g01480            SALEATNVEEAFQLILGDIYRAISKK------------PVASDEGGAGAAGGVKEGKTIN

GRMZM2G020544             SALEATNVEEAFQLILGDIYRAVSKK------------PVASDEVGAGQ-GGVKEGKTID

Medtr2g005510             SALEATNVEKAFQTTLGEIYRIISKK------------SLSTANEP-AAAANIKEGKTIA

LjSGA_034664.2            SALEATNVDKAFQTILAQIYRIISKK------------SLSSSSTD-PSAPNIKQGNTIT

AtRABA2a                  SALEALNVEKAFQTILSEVYRIISKK------------SISSDQTT--ANANIKEGQTID

Solyc01g103380            SALEATNVEKSFQTILSEIYRIISKK------------PLSSEEPA--NA-NIKEGKTLV

Solyc10g045550            SALEATNVEKAFQMNLSEIYRIISKK------------SLSSGNPA--PA-NIKEGKTLV

Phvul.006G220200          SALEATNVEKAFQTILSEIYRIISKK------------SLSSNNHS--ASGAVKEGKTIA

Glyma12g28660             SALEATNVENAFQTILAEIYRIISKK------------SLSSNDP---AANIIKEGKTIT

Glyma16g00350             SALEATNVEKAFQTILAEIYRIISKK------------SLSSNEP---ASANIKEGMTIT

                          **::: *::.:*   : ::      .                                : 

Glyma09g00610             VPSQEPECQNAKKRFNCCSIL-------------------------

Glyma12g36760             VPSQEPECQNAKKRFNCCSIL-------------------------

LOC_Os05g20050            IDSAA---GNT--KRACCSA--------------------------

GRMZM2G061912             IDSTA---GNT--KRACCST--------------------------

GRMZM2G093186             IDSNA---GNT--KKACCST--------------------------

Phvul.008G229600          VSNMQ---GNTE-SRSCCSN--------------------------

Glyma02g41940             VSNMA---GNAGGNRSCCSN--------------------------

Glyma14g07040             VSNMS---SNA-GNRSCCSN--------------------------

Phvul.001G238000          VSNMS---DSVEKKSCCS-N--------------------------

Glyma18g03760             VSNMS---GSVEKKSACCSN--------------------------

chr2.CM0011.460.r2.a      VSNLS---SNVEKKTCCSN---------------------------

Medtr3g069510             VSNMS---GTVEKKSCCSN---------------------------

Solyc03g079900            VGDNS---GNSN-TRPCCSN--------------------------

Solyc05g052900            VGEYV---ANKN-KRPCCAN--------------------------

LOC_Os01g62950            VAEAP---AAT--KGSCCSS--------------------------

GRMZM2G154960             VAESS---TVT--KGSCCSS--------------------------

AtRABA2b                  ISDSS---ATN--RKGCCST--------------------------

AtRABA2c                  VDDTS---GGA--KRACCSS--------------------------

AtRABA2d                  VEDTS---GAG--KRGCCST--------------------------

LOC_Os03g60870            VTDSA---VNT--KRGCCSS--------------------------

GRMZM2G473906             IADPS---ANT--KRGCCSS--------------------------

GRMZM2G144008             VADSS---ANM--KGGCCSS--------------------------

Solyc06g076450            VSDTS---ANV--KRGCCST--------------------------

Solyc06g005810            VNDTS---DNV--KRGCCST--------------------------

Phvul.011G061100          VGDAS---GNT--KRGCCST--------------------------

Glyma11g14360             VGDAS---GNT--KRGCCST--------------------------

Glyma12g06280             VGDAS---GNT--KRGCCSA--------------------------

chr3.CM0792.300.r2.d      VADTS---GNT--KKGCCST--------------------------

Medtr4g064897             VADSS---ANT--KRGCCST--------------------------

chr1.CM1875.90.r2.m       IPA---------L-SGVCKQIMSLFVQPSNSIQSSTVNSTQSLTKA

LOC_Os03g62600            VSATD---SS-SFTSRCCSF--------------------------

GRMZM2G029486             VSATN---SG-ALTSRCCSS--------------------------

LOC_Os05g01480            VAAGD----ANSEKKQCCST--------------------------

GRMZM2G020544             VATGA---DAAAHKKQCCSA--------------------------

Medtr2g005510             IGGSE---TTNTNK-PCCTS--------------------------

LjSGA_034664.2            IEGGL---QPNTSK-SCCTTS-------------------------

AtRABA2a                  VAATS---ESNAKK-PCCSSS-------------------------

Solyc01g103380            VGAE----EPA-PKKACCSA--------------------------

Solyc10g045550            VGAE----EIN-TKKACCSAS-------------------------

Phvul.006G220200          VAES----QPSASNSLCCTSS-------------------------

Glyma12g28660             VGGAP---EPNTNKPSCCTSS-------------------------

Glyma16g00350             VGG-P---QSNASKPSCCTSS-------------------------

                          :                .                            

Multiple sequence alignment corresponding to Supplemental Figure 25
Solyc10g055520             ----------------------------------------MSGSRFIKCVTVGDGAFEKF

LOC_Os01g12900             ------------------------------------------------------------

GRMZM2G100505              ----------------------------------MSAAAASSVTKFIKCVTVGDGAVGKT

AtROP9                     ----------------------------------------MSASKFIKCVTVGDGAVGKT

Solyc12g007210             ----------------------------------------MNVSKFIKCVTVGDGAVGKT

Solyc07g020800             ----------------------------------------MNASKFIKCVTVGDGAVGKT

Medtr6g087980              ----------------------------------------MSASKFIKCVTVGDGAVGKT

Glyma09g32530              ---------------------------------------MMNASKFIKCVTVGDGAVGKT

Glyma07g09250              ---------------------------------------MMNASKFIKCVTVGDGAVGKT

Phvul.004G166000           ---------------------------------------MMNASKFIKCVTVGDGAVGKT

chr2.CM0660.270.r2.m       ----------------------------------------MSASKFIKCVTVGDGAVGKT

LOC_Os05g43820             ---------------------------------------MSGATKFIKCVTVGDGAVGKT

AC209819.3_FG012           ----------------------------------------MSVTKFIKCVTVGDGAVGKT

GRMZM2G176217              ----------------------------------------MSVTKFIKCVTVGDGAVGKT

GRMZM2G102946              --------------------------------------MASSASRFIKCVTVGDGAVGKT

LOC_Os06g12790             --------------------------------------MASSASRFIKCVTVGDGAVGKT

GRMZM2G415327              --------------------------------------MASSASRFIKCVTVGDGAVGKT

GRMZM2G001953              --------------------------------------MASSASRFIKCVTVGDGAVGKT

LOC_Os02g50860             --------------------------------------MASSASRFIKCVTVGDGAVGKT

AtROP10                    --------------------------------------MASSASKFIKCVTVGDGAVGKT

AtROP11                    --------------------------------------MASSASKFIKCVTVGDGAVGKT

Phvul.009G180800           --------------------------------------MAATAPRFIKCVTVGDGAVGKT

Glyma04g35110              -------------------------------------MAAATAPRFIKCVTVGDGAVGKT

Glyma06g19630              -------------------------------------MASATAPRFIKCVTVGDGAVGKT

Medtr3g078260              --------------------------------------MASTASRFIKCVTVGDGAVGKT

chr1.CM0166.830.r2.m       --------------------------------------MASTASRFIKCVTVGDGAVGKT

Solyc03g114070             --------------------------------------MASSASRFIKCVTVGDGAVGKT

Glyma17g09980              MCRRVHTHTHSLSLSLNLSVKFNKNTPFVRTCCCCCCSMAATASRFIKCVTVGDGAVGKT

Glyma05g01920              --------------------------------------MAATASRFIKCVTVGDGAVGKT

Phvul.003G197900           --------------------------------------MAATVSRFIKCVTVGDGAVGKT

AtROP8                     ----------------------------MSASMAATSTSSATATTFIKCVTVGDGAVGKT

Solyc01g088780             ----------------------------MNSSTSASNNATTTGTKFIKCVTVGDGAVGKT

Solyc03g033420             ----------------------------------------MSASRFIKCVTVGDGAVGKT

LOC_Os02g20850             ----------------------------------------MSTARFIKCVTVGDGAVGKT

GRMZM5G803949              ----------------------------------------MSASRFIKCVTVGDGAVGKT

LOC_Os02g02840             ----------------------------------------MSASRFIKCVTVGDGAVGKT

GRMZM5G846811              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma02g05160              ----------------------------------------MSASKFIKCVTVGDGAVGKT

Glyma16g23340              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Phvul.002G106600           ----------------------------------------MSASRFIKCVTVGDGAVGKT

Medtr5g022600              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma11g08380              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma01g36880              ----------------------------------------MSASRFIKCVTVGDGAVGKT

chr2.CM0272.860.r2.m       ----------------------------------------MSASRFIKCVTVGDGAVGKT

Phvul.003G265200           ----------------------------------------MSATRFIKCVTVGDGAVGKT

Medtr8g075240              ----------------------------------------MSASRFIKCVTVGDGAVGKT

LjSGA_049634.1             ----------------------------------------MSASRFIKCVTVGDGAVGKT

AtROP1                     ----------------------------------------MSASRFVKCVTVGDGAVGKT

AtROP3                     ----------------------------------------MSASRFIKCVTVGDGAVGKT

AtROP5                     ----------------------------------------MSASRFIKCVTVGDGAVGKT

Solyc02g062020             ----------------------------------------MSASRFIKCVTVGDGAVGKT

Solyc02g083580             ----------------------------------------MSASRFIKCVTVGDGAVGKT

AtROP2                     -----------------------------------------MASRFIKCVTVGDGAVGKT

AtROP4                     ----------------------------------------MSASRFIKCVTVGDGAVGKT

AtROP6                     ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma04g02530              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma06g02580              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma04g02540              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Phvul.009G009700           ----------------------------------------MSASRFIKCVTVGDGAVGKT

Phvul.009G009800           ----------------------------------------MSASRFIKCVTVGDGAVGKT

LjSGA_024983.1             ----------------------------------------MSASRFIKCVTVGDGAVGKT

Medtr4g073250              ----------------------------------------MSGSRFIKCVTVGDGAVGKT

chr1.CM0017.1600.r2.d      ----------------------------------------MSASRFIKCVTVGDGAVGKT

Phvul.011G035400           ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma11g11510              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Glyma12g03660              ----------------------------------------MSASRFIKCVTVGDGAVGKT

Solyc01g111560             ----------------------------------------MSASRFIKCVTVGDGAVGKT

GRMZM2G375002              ----------------------------------------MSASRFIKCVTVGDGAVGKT

LOC_Os02g58730             ----------------------------------------MSASRFIKCVTVGDGAVGKT

AtROP7                     ----------------------------------------MSTARFIKCVTVGDGAVGKT

Medtr2g090875              ----------------------------------------MSTARFIKCVTVGDGAVGKT

Phvul.005G099100           ----------------------------------------MSTARFIKCVTVGDGAVGKT

Glyma13g36900              ----------------------------------------MSTARFIKCVTVGDGAVGKT

Glyma12g33560              ----------------------------------------MSTARFIKCVTVGDGAVGKT

chr3.CM0160.990.r2.m       ----------------------------------------MSTARFIKCVTVGDGAVGKT

Glyma12g14090              ----------------------------------------MSTTRFIKCVTVGDGAVGKT

Phvul.011G116400           ----------------------------------------MSTARFIKCVTVGDGAVGKT

Solyc02g077400             ----------------------------------------MTTARFIKCVTVGDGAVGKT

Medtr4g088055              ----------------------------------------MSTARFIKCVTVGDGAVGKT

chr4.CM0432.3330.r2.d      ----------------------------------------MSTARFIKCVTVGDGAVGKT

Glyma13g24140              ----------------------------------------MSTARFIKCVTVGDGAVGKT

Glyma07g32440              ----------------------------------------MSTARFIKCVTVGDGAVGKT

Phvul.003G073300           ----------------------------------------MSTARFIKCVTVGDGAVGKT

Solyc10g055520             DFVL------HECDYVPTMFDKFSANVVVESWFV------GYCQEDYNRLRPLSYRGADV

LOC_Os01g12900             ------------------------------------------------------------

GRMZM2G100505              CMLICYTCNKFPTDYIPTVFDNFSANVSVGGSIVNLGLWDTAGQEDYSRLRPLSYRGADV

AtROP9                     CMLICYTSNKFPTDYIPTVFDNFSANVAVDGQIVNLGLWDTAGQEDYSRLRPLSYRGADI

Solyc12g007210             CMLICYTNNRFPTDYIPTVFDNFSANVSMDGKIVNLGLWDTAGQEDYSRLRPLSYRCADV

Solyc07g020800             CMLICYTSNKFPTDYVPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

Medtr6g087980              CMLICYTSNKFPTDYIPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

Glyma09g32530              CMLICYTSNKFPTDYIPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

Glyma07g09250              CMLICYTSNKFPTDYIPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

Phvul.004G166000           CMLICYTSNKFPTDYIPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

chr2.CM0660.270.r2.m       CMLICYTSNKFPTDYIPTVFDNFSANVAVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADI

LOC_Os05g43820             CMLICYTSNKFPTDYIPTVFDNFSANVSVDGNIVNLGLWDTAGQEDYSRLRPLSYRGADI

AC209819.3_FG012           CMLICYTSNKFPTDYIPTVFDNFSANVSVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADV

GRMZM2G176217              CMLICYTSNKFPTDYIPTVFDNFSANVSVDGSIVNLGLWDTAGQEDYSRLRPLSYRGADV

GRMZM2G102946              CMLICYTSNKFPTDYIPTVFDNFSANVVVDGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

LOC_Os06g12790             CMLICYTSNKFPTDYVPTVFDNFSANVVVDGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

GRMZM2G415327              CMLICYTSNKFPTDYIPTVFDNFSANVVVDGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

GRMZM2G001953              CMLICYTSNKFPTDYIPTVFDNFSANVVVDGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

LOC_Os02g50860             CMLICYTSNKFPTDYIPTVFDNFSANVVVDSTTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP10                    CMLICYTSNKFPTDYIPTVFDNFSVNVVVEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP11                    CMLICYTSNKFPTDYIPTVFDNFSANVVVEGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.009G180800           CMLICYTSNKFPTDYIPTVFDNFSANVVVEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma04g35110              CMLICYTSNKFPTDYIPTVFDNFSANVVVEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma06g19630              CMLICYTSNKFPTDYIPTVFDNFSANVVVEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr3g078260              CMLICYTSNKFPTDYIPTVFDNFSANVVVEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

chr1.CM0166.830.r2.m       CMLICYTSNKFPTDYIPTVFDNFSANVVMEGITVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc03g114070             CMLICYTSNKFPTDYVPTVFDNFSANVVVEGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma17g09980              CMLICYTSNKFPTDYIPTVFDNFSANVVVENTTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma05g01920              CMLICYTSNKFPTDYIPTVFDNFSANVVVEGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.003G197900           SMLICYTSNKFPTDYIPTVFDNFSANVVVEGTTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP8                     CLLISYTSNTFPTDYVPTVFDNFNANVLVDGKTVNLGLWDTAGQEDYNRVRPLSYRGADV

Solyc01g088780             CLLISYTSNTFPTDYVPTVFDNFSANVNVDGKIVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc03g033420             CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

LOC_Os02g20850             CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

GRMZM5G803949              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

LOC_Os02g02840             CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

GRMZM5G846811              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma02g05160              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma16g23340              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.002G106600           CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr5g022600              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma11g08380              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma01g36880              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

chr2.CM0272.860.r2.m       CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.003G265200           CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr8g075240              CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

LjSGA_049634.1             CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP1                     CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP3                     CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP5                     CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc02g062020             CLLISYTSNTFPTDYVPTVFDNFSANVVVNGATVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc02g083580             CLLISYTSNTFPTDYVPTVFDNFSANVVVNGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP2                     CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP4                     CMLISYTSNTFPTDYVPTVFDNFSANVVVDGNTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP6                     CLLISYTSNTFPTDYVPTVFDNFSANVIVDGNTINLGLWDTAGQEDYNRLRPLSYRGADV

Glyma04g02530              CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma06g02580              CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma04g02540              CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLALWDTAGQEDYNRLRPLSYRGADV

Phvul.009G009700           CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.009G009800           CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

LjSGA_024983.1             CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr4g073250              CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTINLGLWDTAGQEDYNRLRPLSYRGADV

chr1.CM0017.1600.r2.d      CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.011G035400           CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma11g11510              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma12g03660              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc01g111560             CLLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

GRMZM2G375002              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

LOC_Os02g58730             CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

AtROP7                     CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr2g090875              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.005G099100           CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTINLGLWDTAGQEDYNRLRPLSYRGADV

Glyma13g36900              CMLISYTSNTFPTDYVPTVFDNFSANVVIDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma12g33560              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

chr3.CM0160.990.r2.m       CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma12g14090              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.011G116400           CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSIVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc02g077400             CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Medtr4g088055              CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

chr4.CM0432.3330.r2.d      CMLISYTSNTFPTDYVPTVFDNFSANVVVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma13g24140              CMLISYTSNTFPTDYVPTVFDNFSANVTVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Glyma07g32440              CMLISYTSNTFPTDYVPTVFDNFSANVTVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Phvul.003G073300           CMLISYTSNTFPTDYVPTVFDNFSANVTVDGSTVNLGLWDTAGQEDYNRLRPLSYRGADV

Solyc10g055520             FILAFSLVSKASHENVFKKWLPELRHYAQGVPIILVGTKLGSMVKSKQVQHEQTTEELRS

LOC_Os01g12900             --------------------MPELRRFAPGVPVVLVGTKLDLREDRAYLADHPASSIITT

GRMZM2G100505              FILSFSLVSRASYENVLKKWMPELRRFSPTVPVVLVGTKLDLREDRSYLADHSAASIIST

AtROP9                     FVLAFSLISKASYENVLKKWMPELRRFAPNVPIVLVGTKLDLRDDKGYLADHT--NVITS

Solyc12g007210             FVLAFSLISRASYENVLKKWMPELRRFAPDVPIVLVGTKLDLRDDNAYLADHMDSNIITP

Solyc07g020800             FVLAFSLISSASYENVLKKWMPELRRFAPNVPIVLVGTKLDIREDNRYLADHMGSNIITP

Medtr6g087980              FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLREDRGYFADHTGYNVITS

Glyma09g32530              FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLREDRGYVADHMGSNVITS

Glyma07g09250              FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLREDRGYVADHMGSSVITS

Phvul.004G166000           FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLREDRGYLADHMGSNVITS

chr2.CM0660.270.r2.m       FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLREDRGYFADHMGSNVITS

LOC_Os05g43820             FVLAFSLISRASYENVLKKWMPELRRFAPNVPIVLVGTKLDLRDHRSYLADHPAASAITT

AC209819.3_FG012           FVLAFSLISRASYENVLKKWVPELRRFAPDVPVVLVGTKLDLRDHRAYLADHPGASTITT

GRMZM2G176217              FVLAFSLISRASYENVLKKWVPELRRFAPNVPVVLVGTKLDLRDHRAYLADHPGASAVTT

GRMZM2G102946              FVLAFSLVSRASYENVMKKWLPELQHYAPGVPIVLAGTKLDLREDRHYLVDHPGAVPVTT

LOC_Os06g12790             FVLAFSLVSRASYENVMKKWLPELQHYAPGVPIVLVGTKLDLREDKHYLLDHPSLVPVTT

GRMZM2G415327              FVLAFSLVSRASYENIMKKWIPELQHYAPGVPVVLAGTKLDLREDKHYLMDHPGLVPVTT

GRMZM2G001953              FVLAFSLVSRASYENIMKKWIPELQHYARGVPVVLVGTKFDLREDKHYLMDHPGLVPVTT

LOC_Os02g50860             FVLAFSLVSRASYENIMKKWIPELQHYAPGVPIVLVGTKLDLREDKHYLLDHPGMIPVTT

AtROP10                    FVLAFSLISRASYENVFKKWIPELQHFAPGVPIVLVGTKMDLREDRHYLSDHPGLSPVTT

AtROP11                    FVLSFSLVSRASYENVFKKWIPELQHFAPGVPLVLVGTKLDLREDKHYLADHPGLSPVTT

Phvul.009G180800           FVLAFSLVSRASYENVLKKWIPELQHFAPGIPLVLVGTKLDLREDKHYMADHPGLMPVTT

Glyma04g35110              FVLAFSLVSRASYENVLKKWIPELQHFAPGIPLVLVGTKLDLREDRHYMADHPGLVPVTT

Glyma06g19630              FVLAFSLVSRASYENVLKKWIPELQHFAPGIPLVLVGTKLDLREDKHYMADHPSLVPVTT

Medtr3g078260              FVLAFSLVSRASYENVFKKWIPELQHFAPGVPVVLVGTKLDLREDRHYLADHPGMVPVTT

chr1.CM0166.830.r2.m       FVLAFSLVSRASYENVLKKWIPELQHFAPGVPVVLVGTKLDLREDKHYLADHPGLVPVTS

Solyc03g114070             FVLAFSLVSRASYENILKKWIPELQHYAPGIPVVLAGTKLDLREDKHFLADHPGLVPVTT

Glyma17g09980              FVLAFSLVSHASYENVLKKWVPELQHFAPGVPVVLVGTKLDLREDKHYLADHPGLAPVTS

Glyma05g01920              FVLAFSLVSHASYENVLKKWVPELQHFAPGIPVVLVGTKLDLREDKHYLADHPGLVPVTS

Phvul.003G197900           FVLAFSLVSHASYENVLKKWVPELQHFAPGIPVVLVGTKLDLREDKYYLAEHPGMVAVTS

AtROP8                     FILAFSLISRPSFENIAKKWVPELRHYAPTVPIVLVGTKSDLRDNMQFPKNYPGACTIFP

Solyc01g088780             FLLAFSLISRPSFENISKKWVPELRHYAPSVPIVLVGTKLDLREDKQFIRDYPGACTIST

Solyc03g033420             FILAFSLISKASYENVSKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFVDHPGAVPITT

LOC_Os02g20850             FLLAFSLISKASYENIHKKWIPELRHYAPNVPIVLVGTKLDLREDKQFFLDHPGLAPIST

GRMZM5G803949              FLLAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPITT

LOC_Os02g02840             FLLAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPITT

GRMZM5G846811              FLLAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPITT

Glyma02g05160              FILAFSLISKASYENVSKKWIPELKHYAPDVPIILVGTKLDLRDDKQFFVDHPGAVPITT

Glyma16g23340              FILAFSLISKASYENVSKKWIPELKHYAPDVPIILVGTKLDLRDDKQFFIDHPGAVPITT

Phvul.002G106600           FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFCLDHPGAVPITA

Medtr5g022600              FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFCIDHPGAVPITT

Glyma11g08380              FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFCIDHPGAVPITT

Glyma01g36880              FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFCIDHPGAVPITT

chr2.CM0272.860.r2.m       FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFCIDHPGAVPITT

Phvul.003G265200           FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPITT

Medtr8g075240              FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPITT

LjSGA_049634.1             FILAFSLISKASYENVSKKWIPELKHYAPGVPIILVGTKLDLRDDKQFFLDHPGAVPITT

AtROP1                     FILAFSLISKASYENVSKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFIDHPGAVPITT

AtROP3                     FILAFSLISKASYENVSKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFIDHPGAVPITT

AtROP5                     FILAFSLISKASYENVSKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFIDHPGAVPITT

Solyc02g062020             FILAFSLISKASYENVSKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFIDHPGAVPITT

Solyc02g083580             FILAFSLISKASYENVAKKWIPELKHYAPGVPIVLVGTKLDLRDDKQFFVDHPGAVPITT

AtROP2                     FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFIDHPGAVPITT

AtROP4                     FILAFSLISKASYENVAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFIDHPGAVPITT

AtROP6                     FLLAFSLVSKASYENVSKKWVPELRHYAPGVPIILVGTKLDLRDDKQFFAEHPGAVPIST

Glyma04g02530              FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFMDHPGAVPITT

Glyma06g02580              FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLREDKQFFIDHPGAVPITT

Glyma04g02540              FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLREDKQFFMDHPGAVPITT

Phvul.009G009700           FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLREDKQFFMDHPGAVPITT

Phvul.009G009800           FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLRDDKHFLVDHPGAVPIST

LjSGA_024983.1             FILAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLRDDKHFLADHPGAVPITT

Medtr4g073250              FLLAFSLISKASYENIAKKWIPELRHYAPGVPIILVGTKLDLRDDSQFFQDHPGAAPITT

chr1.CM0017.1600.r2.d      FLLAFSLISKASYENVAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFQDHPGAVPITT

Phvul.011G035400           FLLAFSLISRASYENVAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFQDHPSAVPITT

Glyma11g11510              FLLAFSLISRASYENVAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFQDHPGAVPITT

Glyma12g03660              FLLAFSLISRASYENVAKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFQDHPGAVPITT

Solyc01g111560             FILAFSLISKASYENVSKKWIPELRHYAPGVPIILVGTKLDLREDKQFFVDHPGAVPLST

GRMZM2G375002              FLLAFSLISKASYENVSKKWVPELRHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPIST

LOC_Os02g58730             FLLAFSLISKASYENVSKKWIPELRHYAPGVPIILVGTKLDLRDDKQFFVDHPGAVPIST

AtROP7                     FLLAFSLISKASYENIHKKWLPELKHYAPGIPIVLVGTKLDLRDDKQFLKDHPGAASITT

Medtr2g090875              FLLAFSLLSRASYENISKKWIPELRHYAPTVPIVLVGTKLDLREDRQYLIDHPGATAITT

Phvul.005G099100           FLLAFSLLSRASYENISKKWIPELRHYAPTVPIVLVGTKLDLREDRQYLIDHPGATPIST

Glyma13g36900              FLLAFSLLSRASYENISKKWIPELRHYAPIVPIVLVGTKLDLREDRQYLIDHPAATPITT

Glyma12g33560              FLLAFSLLSRASYENISKKWIPELRHYAPTVPIVLVGTKLDLREDRQYLIDHPGATPITT

chr3.CM0160.990.r2.m       FLLAFSLLSRASYENISKKWIPELRHYAPTVPIVLVGTKLDLREDRQYLIDHPGATPITT

Glyma12g14090              FLLAFSLISKASYENISKKWIPELRHYAPTVPIVLVGTKLDLREDRQYLIDHPGTTAIAT

Phvul.011G116400           FLLAFSLISKASYENISKKWIPELTHYAPTVPVVLVGTKLDLREDKQYLIDHPGATAITT

Solyc02g077400             FLLAFSLISKASYENIYKKWIPELRHYAPTIQIVLVGTKLDLREDKQYLSDHPGATPIST

Medtr4g088055              FLLCFSLISKASYENISKKWISELRHYAPNVPIVLVGTKLDLRDDKQFFIDHPGATQITT

chr4.CM0432.3330.r2.d      FLLCFSLISKASYENISKKWIPELRHYAPNVPIVLVGTKLDLRDDKQFLIDHPGATRITT

Glyma13g24140              FLLCYSLISKASYENISKKWIPELRHYAPNVPIVLVGTKLDLRDNKQFLIDHPGSARITT

Glyma07g32440              FLLCYSLISKASYENISKKWIPELRHYAPNVPIVLVGTKLDLRDDKQFLIDHPGSARITT

Phvul.003G073300           FLLCYSLISKASYENISKKWIPELRHYAPNVPIVLVGTKLDLRDDKQFLIDHPGATRITT

                                               : ** :::  : ::*.*** .   .     .      :  

Solyc10g055520             MKKYDAKAVQKVLNN--AKARALKLYEEENSKQ---------------------------

LOC_Os01g12900             E-----------QGEELRKLIGAVAYIECSSKTQRNIKAVFDTAIKVVLQPPRHKDVTR-

GRMZM2G100505              E-----------QGEELRKQIGAVAYIECSSKTQRNVKAVFDTAIKVVLQPPRRREVTR-

AtROP9                     T-----------QGEELRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEVP

Solyc12g007210             A-----------QGEELRKQIGAAAYVECSSKTQQNVKAVFDTAIKVVLQ--PPRRMEVT

Solyc07g020800             A-----------QGEELRRQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEVV

Medtr6g087980              A-----------EGEELRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEMP

Glyma09g32530              A-----------EGEELRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQPQPPRRKEMA

Glyma07g09250              A-----------EGEELRKQIGAVAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEMA

Phvul.004G166000           A-----------EGEELRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEMA

chr2.CM0660.270.r2.m       A-----------EGEELRKQIGAAAYIECSSKTQQNVKAVFDTAIKVVLQ--PPRRKEMA

LOC_Os05g43820             A-----------QGEELRKQIGAAAYIECSSKTQQNIKAVFDTAIKVVLQPPRRRGETTM

AC209819.3_FG012           A-----------QGEELRRQIGAAAYIECSSKTQQNVKSVFDTAIKVVLQPPRRREA-TP

GRMZM2G176217              A-----------QGEELRKQIGAAAYIECSSKTQQNVKSVFDTAIKVVLQPPRRREA-VP

GRMZM2G102946              A-----------QGEELRKHIGATCYIECSSKTQQNVKAVFDAAIKVVIRPPTKQRERK-

LOC_Os06g12790             A-----------QGEELRKHIGATCYIECSSKTQQNVKAVFDAAIKVVIKPPTKQRDRK-

GRMZM2G415327              AQNFGDPAICTFQGEELRRQIGAMYYIECSSKTQQNVKAVFDAAIKVVIQPPTKIREKK-

GRMZM2G001953              A-----------QGEELRRQIGAMYYIECSSKTQQNVKAVFDAAIKVVIQPPTKLREKK-

LOC_Os02g50860             A-----------QGEELRKQIGAAYYIECSSKTQQNVKGVFDAAIKVVIQPPTKQREKK-

AtROP10                    S-----------QGEELRKHIGATYYIECSSKTQQNVKAVFDAAIKVVIKPAVKQKEKK-

AtROP11                    A-----------QGEELRKLIGATYYIECSSKTQQNVKAVFDSAIKEVIKPLVKQKEKTK

Phvul.009G180800           E-----------QGEELRKQIGATYYIECSSKTQQNVKGVFDAAIRMVIKPPQKQNEK--

Glyma04g35110              E-----------QGEELRKHIGATYYIECSSKTQQNVKAVFDAAIRMVIKPPQKQNEK--

Glyma06g19630              D-----------QGEELRKHIGATYYIECSSKTQQNVKAVFDAAIRMVIKPPQKQNEK--

Medtr3g078260              E-----------QGEELRKQIGATYYIECSSKTQQNVKGVFDAAIRMVIKPPQKQHEK--

chr1.CM0166.830.r2.m       E-----------QGEELSKQIGATYYIECSSKTQQNVKGIFDAAIRMVIKPPQKQQEK--

Solyc03g114070             A-----------QGEELRKQIGAAYYIECSSKTQQNVKAVFDAAIKVVIKPPQKQKEK--

Glyma17g09980              E-----------QGEELRKLVGATYYIECSSKTQQNVKSVFDAAIKVVIEPPQKHEKK--

Glyma05g01920              E-----------QGEELRKLVGATYYIECSSKTQQNVKSVFDAAIKVVIKPPQKQEK---

Phvul.003G197900           E-----------QGEELRKLVGATYYIECSSKTQQNVKSVFDAAIKVVIKPPQKQEKK--

AtROP8                     E-----------QGQELRKEIGALAYIECSSKAQMNVKAVFDEAIKVVLHPPSKTKKRKR

Solyc01g088780             E-----------QGEELKKQIGAVAYVECSAKTQQNVKAVFDTAIKVVLQPPKTKKQKR-

Solyc03g033420             A-----------QGEELRKTIGAPSYVECSSKTQQESLMLP---LRSSSSLPRQRKRRVN

LOC_Os02g20850             A-----------QGEELKRMIGAAAYIECSSKTQQNVKSVFDSAIKVVLCPPKPKKKNTR

GRMZM5G803949              A-----------QGEELRKQIGAPYYIECSSKTQLNVKGVFDAAIKVVLQPPKAKKKKK-

LOC_Os02g02840             A-----------QGEELRKQIGAPYYIECSSKTQLNVKGVFDAAIKVVLQPPKAKKKKK-

GRMZM5G846811              A-----------QGEELRKQIGAPYYIECSSKTQLNVKGVFDAAIKVVLQPPKAKKKKK-

Glyma02g05160              V-----------QGEELRKLINSPAYIECSSKSQQNVKAVFDAAIRVVLQPPKQKKKKS-

Glyma16g23340              V-----------QGEELMKLINAPAYIECSSKSQQNVKAVFDAAIRVVLQPPKQKKKKS-

Phvul.002G106600           A-----------QGEELRKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKKG-

Medtr5g022600              A-----------QGEELRKLINAPAYIECSSKSQENVKAVFDAAIRVVLQPPKQKKKKN-

Glyma11g08380              A-----------QGEELRKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKKG-

Glyma01g36880              A-----------QGEELRKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKKG-

chr2.CM0272.860.r2.m       A-----------QGEELRKLINAPAYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKKN-

Phvul.003G265200           A-----------QGEELRKLINSPAYIECSSKSQENVKAVFDAAIRVVLQPPKQKKKKN-

Medtr8g075240              A-----------QGEELRKLINAPAYIECSSKSQQNVKAVFDAAIRVVLQPPKQKKKKS-

LjSGA_049634.1             A-----------QGEELRKLINAPAYIECSSKTQQNVKAVFDAAIRVVLQPPKQKKKKN-

AtROP1                     A-----------QGEELRKQIGAPTYIECSSKTQENVKAVFDAAIRVVLQPPKQKKKKS-

AtROP3                     A-----------QGEELKKLIGAPAYIECSSKTQENVKGVFDAAIRVVLQPPKQKKKKS-

AtROP5                     V-----------QGEELKKLIGAPAYIECSSKSQENVKGVFDAAIRVVLQPPKQKKKKN-

Solyc02g062020             A-----------QGEELRKTIGAPSYIECSSKTQENVKGVFDAAIKVVLQPPKAKKKKG-

Solyc02g083580             A-----------QGEELRKTIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKKKG-

AtROP2                     N-----------QGEELKKLIGSAVYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKKKKN

AtROP4                     N-----------QGEELKKLIGSPIYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKKKKN

AtROP6                     A-----------QGEELKKLIGAPAYIECSAKTQQNVKAVFDAAIKVVLQPPKNKKKKKR

Glyma04g02530              A-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVIQPPKLKK--KR

Glyma06g02580              T-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Glyma04g02540              A-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Phvul.009G009700           A-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Phvul.009G009800           A-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

LjSGA_024983.1             A-----------QGEELRKLIGAPAYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Medtr4g073250              A-----------QGEELRKLIGAPVYIECSSKTQKNVKAVFDSAIKVVLQPPKQKKT-KR

chr1.CM0017.1600.r2.d      A-----------QGEELRKLIGAPMYIECSSKTQQNIKAVFDAAIKVVLQPPKKKRK-KR

Phvul.011G035400           G-----------QGEELRKLIGAPVYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Glyma11g11510              A-----------QGEELRKLIGAPIYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Glyma12g03660              A-----------QGEELRKLIGAPVYIECSSKTQQNVKAVFDAAIKVVLQPPKQKKK-KR

Solyc01g111560             A-----------QGEELRKSIGAAAYIECSAKTQQNIKAVFDAAIKVVLQPPKQKKKKKR

GRMZM2G375002              A-----------QGEELRKLIGAAAYIECSSKTQQNIKAVFDAAIKVVLQPPKQKKRKK-

LOC_Os02g58730             A-----------QGEELRKLIGAAAYIECSSKTQQNIKAVFDAAIKVVLQPPKQKKKKK-

AtROP7                     A-----------QGEELRKMIGAVRYLECSSKTQQNVKAVFDTAIRVALRPPKAKKKIKP

Medtr2g090875              A-----------QGEELKRAIGAAVYLECSSKTQQNVKAVFDAAIKVVLQPPKQKKKR--

Phvul.005G099100           A-----------QGEELKKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPAKPKKKR--

Glyma13g36900              A-----------QGEELKKEIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPSKPKKKR--

Glyma12g33560              A-----------QGEELKKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPPKPKKKR--

chr3.CM0160.990.r2.m       A-----------QGEELKKAIGAAVYLECSSKTQQNVKAVFDAAIKVVLQPPKPKKKR--

Glyma12g14090              A-----------QGEELKKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPPKSKKKGK-

Phvul.011G116400           A-----------QGEELKKAIGAAVYIECSSKTQQNVKAVFDAAIKVVLQPPKSKKKGK-

Solyc02g077400             A-----------QGEELKKMIGAVAYIECSSKTQQNVKAVFDTAIKVALRPPKMKKRPQ-

Medtr4g088055              A-----------KGEELKKMIGAVSYIECSSKTQQNVKVVFDAAIKIALRPPKPKKKPR-

chr4.CM0432.3330.r2.d      A-----------QGEELKKLIGAVTYIECSSKTQQNVKVVFDAAIKVALRPPKLKKKPH-

Glyma13g24140              A-----------QGEELKKMIGAVTYIECSSKTQLNVKTVFDAAIKVALKPPKPKKKPR-

Glyma07g32440              A-----------QGEELKKMIGAVTYIECSSKTQQNVKTVFDAAIKVALRPPKPKKKPR-

Phvul.003G073300           A-----------QGEELKKMIGAVTYIECSSKTQQNVKTVFDAAIKVALRPPKPKKKPR-

                                        .:   :      * * .:*                            

Solyc10g055520             ------------------------------------------------------------

LOC_Os01g12900             ---KKLQSSSNRPVRRYFCGSACFA-----------------------------------

GRMZM2G100505              --KKMKARSN-QSLRRYLCGSGCFTS----------------------------------

AtROP9                     RRRKNHRRSGCSIA-SIVCGGCTAA-----------------------------------

Solyc12g007210             -SKKRHRSTGCSIVRGIVCGGCAAV-----------------------------------

Solyc07g020800             -RKKRQRSTGCSIVRGIVCGGCVA------------------------------------

Medtr6g087980              -RKKRQRRSGCSFA-GIVCGGCAA------------------------------------

Glyma09g32530              -RKKRHRRSGCSFV-SIMCGGCAA------------------------------------

Glyma07g09250              -RKKRHRRSGCSFV-SIMCGGCAA------------------------------------

Phvul.004G166000           -RKKRHRRSGCSFV-SIVCGGCAA------------------------------------

chr2.CM0660.270.r2.m       -SKKRHRRSGCSFV----------------------------------------------

LOC_Os05g43820             ARKKTRRSTGCSLK-NLMCGSACVV-----------------------------------

AC209819.3_FG012           ARRKNRRGSGCSIM-NLMCGSTCAA-----------------------------------

GRMZM2G176217              ARKKNRRGSGCSIM-NLVCGSTCAA-----------------------------------

GRMZM2G102946              ---KKKERRGCSIFC--SRIMHARRLGCFK------------------------------

LOC_Os06g12790             ---KKKTRRGCSFFC--KGVMSRRRLVCFK------------------------------

GRMZM2G415327              ---KKKSRKGCSMMQ--TCV--RDWRRITPRLPPSPRKNSARPKKADESLLPVFPWVLAA

GRMZM2G001953              ---KKKSRKGCSMVN--ILS--GRKMLCFKS-----------------------------

LOC_Os02g50860             ---KKKSRQGCSMMN--MFR--GRKMSCFKS-----------------------------

AtROP10                    --KKQKPRSGCLSNI--LCGK---N-----------------------------------

AtROP11                    KKKKQKSNHGCLSNV--LCGR---IVTRH-------------------------------

Phvul.009G180800           ---RKKKPRGCFLNV--LCGR---NIVRLK------------------------------

Glyma04g35110              ---RKKKPRGCFLNV--LCGR---NIVRLK------------------------------

Glyma06g19630              ---RKKKPRGCFLNV--LCRR---NIVRLK------------------------------

Medtr3g078260              ---RKKARRGCFLNV--LCGR---SIVRHK------------------------------

chr1.CM0166.830.r2.m       ---RKKPRRGCFLNV--LCGR---NIVRHN------------------------------

Solyc03g114070             ----KKQRRGCLMNV--MCGR---KLVCLK------------------------------

Glyma17g09980              ----KKPRRGCLLSV--HFFH---IITTPARETFLL-------VKRDRSLS-VH------

Glyma05g01920              ----KKPRRGCLLNV--ICGR---NIVRFK------------------------------

Phvul.003G197900           ----KKPRRGCLLNV--MCGR---NLVRFK------------------------------

AtROP8                     ------KIGLCHVL----------------------------------------------

Solyc01g088780             ------KHKACWIL----------------------------------------------

Solyc03g033420             L--KRP-ARYCDQL----------------------------------------------

LOC_Os02g20850             -----K-QRSCWIL----------------------------------------------

GRMZM5G803949              -----AQRGACSIL----------------------------------------------

LOC_Os02g02840             -----AQRGACSIL----------------------------------------------

GRMZM5G846811              -----VQRGACSIL----------------------------------------------

Glyma02g05160              -----KAQKACSIL----------------------------------------------

Glyma16g23340              -----KAQKACSIL----------------------------------------------

Phvul.002G106600           -----KGQKACSIL----------------------------------------------

Medtr5g022600              -----KAQKACSIL----------------------------------------------

Glyma11g08380              -----KAQKACSIL----------------------------------------------

Glyma01g36880              -----KAQKACSIL----------------------------------------------

chr2.CM0272.860.r2.m       -----KAQKACSIL----------------------------------------------

Phvul.003G265200           -----KAQKACSIL----------------------------------------------

Medtr8g075240              -----KAQKACSIL----------------------------------------------

LjSGA_049634.1             -----KAQKACSIL----------------------------------------------

AtROP1                     -----KAQKACSIL----------------------------------------------

AtROP3                     -----KAQKACSIL----------------------------------------------

AtROP5                     -----KAQKACSIL----------------------------------------------

Solyc02g062020             -----KSQRACSIL----------------------------------------------

Solyc02g083580             -----KSQKACSIL----------------------------------------------

AtROP2                     -----K--NRCAFL----------------------------------------------

AtROP4                     -----K--NRCVFL----------------------------------------------

AtROP6                     -----KSQKGCSIL----------------------------------------------

Glyma04g02530              -----KTQKACSIL----------------------------------------------

Glyma06g02580              -----KAQKACSIL----------------------------------------------

Glyma04g02540              -----KAQKACSIL----------------------------------------------

Phvul.009G009700           -----KAQKACSIL----------------------------------------------

Phvul.009G009800           -----KAQKACSIL----------------------------------------------

LjSGA_024983.1             -----EAQKSCSIL----------------------------------------------

Medtr4g073250              -----KGQKACSIL----------------------------------------------

chr1.CM0017.1600.r2.d      -----KGQKACSIL----------------------------------------------

Phvul.011G035400           -----KGQKACSIL----------------------------------------------

Glyma11g11510              -----KGQKACSIL----------------------------------------------

Glyma12g03660              -----KGQKACSIL----------------------------------------------

Solyc01g111560             -----KGQKACSIL----------------------------------------------

GRMZM2G375002              -----KVQKGCTIL----------------------------------------------

LOC_Os02g58730             -----KAQKGCAIL----------------------------------------------

AtROP7                     L--KTKRSRICFFL----------------------------------------------

Medtr2g090875              -----KKNRSCIFL----------------------------------------------

Phvul.005G099100           -----KKNRSCAFL----------------------------------------------

Glyma13g36900              -----KKNRTCVFL----------------------------------------------

Glyma12g33560              -----KKNRTCVFL----------------------------------------------

chr3.CM0160.990.r2.m       -----KKTRPCVFL----------------------------------------------

Glyma12g14090              -----KKNTPCVFL----------------------------------------------

Phvul.011G116400           -----KKNTPCVFL----------------------------------------------

Solyc02g077400             -----KRRTLCAIL----------------------------------------------

Medtr4g088055              -----KTRTCTFL-----------------------------------------------

chr4.CM0432.3330.r2.d      -----KKRTCTFL-----------------------------------------------

Glyma13g24140              -----KKRTCTFL-----------------------------------------------

Glyma07g32440              -----KKKTCPFL-----------------------------------------------

Phvul.003G073300           -----KKRTCIFL-----------------------------------------------

Solyc10g055520             ------------------------------------------------------------

LOC_Os01g12900             ------------------------------------------------------------

GRMZM2G100505              ------------------------------------------------------------

AtROP9                     ------------------------------------------------------------

Solyc12g007210             ------------------------------------------------------------

Solyc07g020800             ------------------------------------------------------------

Medtr6g087980              ------------------------------------------------------------

Glyma09g32530              ------------------------------------------------------------

Glyma07g09250              ------------------------------------------------------------

Phvul.004G166000           ------------------------------------------------------------

chr2.CM0660.270.r2.m       ------------------------------------------------------------

LOC_Os05g43820             ------------------------------------------------------------

AC209819.3_FG012           ------------------------------------------------------------

GRMZM2G176217              ------------------------------------------------------------

GRMZM2G102946              ------------------------------------------------------------

LOC_Os06g12790             ------------------------------------------------------------

GRMZM2G415327              INLRDESKIVSVVSPSHKSNHPLPELQSSPELQLESIQFQSLKHTTAVLVVIISPGCGAG

GRMZM2G001953              ------------------------------------------------------------

LOC_Os02g50860             ------------------------------------------------------------

AtROP10                    ------------------------------------------------------------

AtROP11                    ------------------------------------------------------------

Phvul.009G180800           ------------------------------------------------------------

Glyma04g35110              ------------------------------------------------------------

Glyma06g19630              ------------------------------------------------------------

Medtr3g078260              ------------------------------------------------------------

chr1.CM0166.830.r2.m       ------------------------------------------------------------

Solyc03g114070             ------------------------------------------------------------

Glyma17g09980              ------------------------------------------------------------

Glyma05g01920              ------------------------------------------------------------

Phvul.003G197900           ------------------------------------------------------------

AtROP8                     ------------------------------------------------------------

Solyc01g088780             ------------------------------------------------------------

Solyc03g033420             ------------------------------------------------------------

LOC_Os02g20850             ------------------------------------------------------------

GRMZM5G803949              ------------------------------------------------------------

LOC_Os02g02840             ------------------------------------------------------------

GRMZM5G846811              ------------------------------------------------------------

Glyma02g05160              ------------------------------------------------------------

Glyma16g23340              ------------------------------------------------------------

Phvul.002G106600           ------------------------------------------------------------

Medtr5g022600              ------------------------------------------------------------

Glyma11g08380              ------------------------------------------------------------

Glyma01g36880              ------------------------------------------------------------

chr2.CM0272.860.r2.m       ------------------------------------------------------------

Phvul.003G265200           ------------------------------------------------------------

Medtr8g075240              ------------------------------------------------------------

LjSGA_049634.1             ------------------------------------------------------------

AtROP1                     ------------------------------------------------------------

AtROP3                     ------------------------------------------------------------

AtROP5                     ------------------------------------------------------------

Solyc02g062020             ------------------------------------------------------------

Solyc02g083580             ------------------------------------------------------------

AtROP2                     ------------------------------------------------------------

AtROP4                     ------------------------------------------------------------

AtROP6                     ------------------------------------------------------------

Glyma04g02530              ------------------------------------------------------------

Glyma06g02580              ------------------------------------------------------------

Glyma04g02540              ------------------------------------------------------------

Phvul.009G009700           ------------------------------------------------------------

Phvul.009G009800           ------------------------------------------------------------

LjSGA_024983.1             ------------------------------------------------------------

Medtr4g073250              ------------------------------------------------------------

chr1.CM0017.1600.r2.d      ------------------------------------------------------------

Phvul.011G035400           ------------------------------------------------------------

Glyma11g11510              ------------------------------------------------------------

Glyma12g03660              ------------------------------------------------------------

Solyc01g111560             ------------------------------------------------------------

GRMZM2G375002              ------------------------------------------------------------

LOC_Os02g58730             ------------------------------------------------------------

AtROP7                     ------------------------------------------------------------

Medtr2g090875              ------------------------------------------------------------

Phvul.005G099100           ------------------------------------------------------------

Glyma13g36900              ------------------------------------------------------------

Glyma12g33560              ------------------------------------------------------------

chr3.CM0160.990.r2.m       ------------------------------------------------------------

Glyma12g14090              ------------------------------------------------------------

Phvul.011G116400           ------------------------------------------------------------

Solyc02g077400             ------------------------------------------------------------

Medtr4g088055              ------------------------------------------------------------

chr4.CM0432.3330.r2.d      ------------------------------------------------------------

Glyma13g24140              ------------------------------------------------------------

Glyma07g32440              ------------------------------------------------------------

Phvul.003G073300           ------------------------------------------------------------

Solyc10g055520             ------------------------------------------------------------

LOC_Os01g12900             ------------------------------------------------------------

GRMZM2G100505              ------------------------------------------------------------

AtROP9                     ------------------------------------------------------------

Solyc12g007210             ------------------------------------------------------------

Solyc07g020800             ------------------------------------------------------------

Medtr6g087980              ------------------------------------------------------------

Glyma09g32530              ------------------------------------------------------------

Glyma07g09250              ------------------------------------------------------------

Phvul.004G166000           ------------------------------------------------------------

chr2.CM0660.270.r2.m       ------------------------------------------------------------

LOC_Os05g43820             ------------------------------------------------------------

AC209819.3_FG012           ------------------------------------------------------------

GRMZM2G176217              ------------------------------------------------------------

GRMZM2G102946              ------------------------------------------------------------

LOC_Os06g12790             ------------------------------------------------------------

GRMZM2G415327              RLVNWAILSRDDQPRAVSPPDQQQAADSPVSRTPSNPPPPPRRRSSLSSQPPPIEPLAPA

GRMZM2G001953              ------------------------------------------------------------

LOC_Os02g50860             ------------------------------------------------------------

AtROP10                    ------------------------------------------------------------

AtROP11                    ------------------------------------------------------------

Phvul.009G180800           ------------------------------------------------------------

Glyma04g35110              ------------------------------------------------------------

Glyma06g19630              ------------------------------------------------------------

Medtr3g078260              ------------------------------------------------------------

chr1.CM0166.830.r2.m       ------------------------------------------------------------

Solyc03g114070             ------------------------------------------------------------

Glyma17g09980              ------------------------------------------------------------

Glyma05g01920              ------------------------------------------------------------

Phvul.003G197900           ------------------------------------------------------------

AtROP8                     ------------------------------------------------------------

Solyc01g088780             ------------------------------------------------------------

Solyc03g033420             ------------------------------------------------------------

LOC_Os02g20850             ------------------------------------------------------------

GRMZM5G803949              ------------------------------------------------------------

LOC_Os02g02840             ------------------------------------------------------------

GRMZM5G846811              ------------------------------------------------------------

Glyma02g05160              ------------------------------------------------------------

Glyma16g23340              ------------------------------------------------------------

Phvul.002G106600           ------------------------------------------------------------

Medtr5g022600              ------------------------------------------------------------

Glyma11g08380              ------------------------------------------------------------

Glyma01g36880              ------------------------------------------------------------

chr2.CM0272.860.r2.m       ------------------------------------------------------------

Phvul.003G265200           ------------------------------------------------------------

Medtr8g075240              ------------------------------------------------------------

LjSGA_049634.1             ------------------------------------------------------------

AtROP1                     ------------------------------------------------------------

AtROP3                     ------------------------------------------------------------

AtROP5                     ------------------------------------------------------------

Solyc02g062020             ------------------------------------------------------------

Solyc02g083580             ------------------------------------------------------------

AtROP2                     ------------------------------------------------------------

AtROP4                     ------------------------------------------------------------

AtROP6                     ------------------------------------------------------------

Glyma04g02530              ------------------------------------------------------------

Glyma06g02580              ------------------------------------------------------------

Glyma04g02540              ------------------------------------------------------------

Phvul.009G009700           ------------------------------------------------------------

Phvul.009G009800           ------------------------------------------------------------

LjSGA_024983.1             ------------------------------------------------------------

Medtr4g073250              ------------------------------------------------------------

chr1.CM0017.1600.r2.d      ------------------------------------------------------------

Phvul.011G035400           ------------------------------------------------------------

Glyma11g11510              ------------------------------------------------------------

Glyma12g03660              ------------------------------------------------------------

Solyc01g111560             ------------------------------------------------------------

GRMZM2G375002              ------------------------------------------------------------

LOC_Os02g58730             ------------------------------------------------------------

AtROP7                     ------------------------------------------------------------

Medtr2g090875              ------------------------------------------------------------

Phvul.005G099100           ------------------------------------------------------------

Glyma13g36900              ------------------------------------------------------------

Glyma12g33560              ------------------------------------------------------------

chr3.CM0160.990.r2.m       ------------------------------------------------------------

Glyma12g14090              ------------------------------------------------------------

Phvul.011G116400           ------------------------------------------------------------

Solyc02g077400             ------------------------------------------------------------

Medtr4g088055              ------------------------------------------------------------

chr4.CM0432.3330.r2.d      ------------------------------------------------------------

Glyma13g24140              ------------------------------------------------------------

Glyma07g32440              ------------------------------------------------------------

Phvul.003G073300           ------------------------------------------------------------

Solyc10g055520             ------------------------------------------------------------

LOC_Os01g12900             ------------------------------------------------------------

GRMZM2G100505              ------------------------------------------------------------

AtROP9                     ------------------------------------------------------------

Solyc12g007210             ------------------------------------------------------------

Solyc07g020800             ------------------------------------------------------------

Medtr6g087980              ------------------------------------------------------------

Glyma09g32530              ------------------------------------------------------------

Glyma07g09250              ------------------------------------------------------------

Phvul.004G166000           ------------------------------------------------------------

chr2.CM0660.270.r2.m       ------------------------------------------------------------

LOC_Os05g43820             ------------------------------------------------------------

AC209819.3_FG012           ------------------------------------------------------------

GRMZM2G176217              ------------------------------------------------------------

GRMZM2G102946              ------------------------------------------------------------

LOC_Os06g12790             ------------------------------------------------------------

GRMZM2G415327              PGGGMEAGGEEFAIGVVLSAKTTLGEEFEGQIVAFDRPSNLLVIHILPKSLMLVTRISMS

GRMZM2G001953              ------------------------------------------------------------

LOC_Os02g50860             ------------------------------------------------------------

AtROP10                    ------------------------------------------------------------

AtROP11                    ------------------------------------------------------------

Phvul.009G180800           ------------------------------------------------------------

Glyma04g35110              ------------------------------------------------------------

Glyma06g19630              ------------------------------------------------------------

Medtr3g078260              ------------------------------------------------------------

chr1.CM0166.830.r2.m       ------------------------------------------------------------

Solyc03g114070             ------------------------------------------------------------

Glyma17g09980              ------------------------------------------------------------

Glyma05g01920              ------------------------------------------------------------

Phvul.003G197900           ------------------------------------------------------------

AtROP8                     ------------------------------------------------------------

Solyc01g088780             ------------------------------------------------------------

Solyc03g033420             ------------------------------------------------------------

LOC_Os02g20850             ------------------------------------------------------------

GRMZM5G803949              ------------------------------------------------------------

LOC_Os02g02840             ------------------------------------------------------------

GRMZM5G846811              ------------------------------------------------------------

Glyma02g05160              ------------------------------------------------------------

Glyma16g23340              ------------------------------------------------------------

Phvul.002G106600           ------------------------------------------------------------

Medtr5g022600              ------------------------------------------------------------

Glyma11g08380              ------------------------------------------------------------

Glyma01g36880              ------------------------------------------------------------

chr2.CM0272.860.r2.m       ------------------------------------------------------------

Phvul.003G265200           ------------------------------------------------------------

Medtr8g075240              ------------------------------------------------------------

LjSGA_049634.1             ------------------------------------------------------------

AtROP1                     ------------------------------------------------------------

AtROP3                     ------------------------------------------------------------

AtROP5                     ------------------------------------------------------------

Solyc02g062020             ------------------------------------------------------------

Solyc02g083580             ------------------------------------------------------------

AtROP2                     ------------------------------------------------------------

AtROP4                     ------------------------------------------------------------

AtROP6                     ------------------------------------------------------------

Glyma04g02530              ------------------------------------------------------------

Glyma06g02580              ------------------------------------------------------------

Glyma04g02540              ------------------------------------------------------------

Phvul.009G009700           ------------------------------------------------------------

Phvul.009G009800           ------------------------------------------------------------

LjSGA_024983.1             ------------------------------------------------------------

Medtr4g073250              ------------------------------------------------------------

chr1.CM0017.1600.r2.d      ------------------------------------------------------------

Phvul.011G035400           ------------------------------------------------------------

Glyma11g11510              ------------------------------------------------------------

Glyma12g03660              ------------------------------------------------------------

Solyc01g111560             ------------------------------------------------------------

GRMZM2G375002              ------------------------------------------------------------

LOC_Os02g58730             ------------------------------------------------------------

AtROP7                     ------------------------------------------------------------

Medtr2g090875              ------------------------------------------------------------

Phvul.005G099100           ------------------------------------------------------------

Glyma13g36900              ------------------------------------------------------------

Glyma12g33560              ------------------------------------------------------------

chr3.CM0160.990.r2.m       ------------------------------------------------------------

Glyma12g14090              ------------------------------------------------------------

Phvul.011G116400           ------------------------------------------------------------

Solyc02g077400             ------------------------------------------------------------

Medtr4g088055              ------------------------------------------------------------

chr4.CM0432.3330.r2.d      ------------------------------------------------------------

Glyma13g24140              ------------------------------------------------------------

Glyma07g32440              ------------------------------------------------------------

Phvul.003G073300           ------------------------------------------------------------

Solyc10g055520             -----------------

LOC_Os01g12900             -----------------

GRMZM2G100505              -----------------

AtROP9                     -----------------

Solyc12g007210             -----------------

Solyc07g020800             -----------------

Medtr6g087980              -----------------

Glyma09g32530              -----------------

Glyma07g09250              -----------------

Phvul.004G166000           -----------------

chr2.CM0660.270.r2.m       -----------------

LOC_Os05g43820             -----------------

AC209819.3_FG012           -----------------

GRMZM2G176217              -----------------

GRMZM2G102946              -----------------

LOC_Os06g12790             -----------------

GRMZM2G415327              FTYWSRCSYAPVVVLFP

GRMZM2G001953              -----------------

LOC_Os02g50860             -----------------

AtROP10                    -----------------

AtROP11                    -----------------

Phvul.009G180800           -----------------

Glyma04g35110              -----------------

Glyma06g19630              -----------------

Medtr3g078260              -----------------

chr1.CM0166.830.r2.m       -----------------

Solyc03g114070             -----------------

Glyma17g09980              -----------------

Glyma05g01920              -----------------

Phvul.003G197900           -----------------

AtROP8                     -----------------

Solyc01g088780             -----------------

Solyc03g033420             -----------------

LOC_Os02g20850             -----------------

GRMZM5G803949              -----------------

LOC_Os02g02840             -----------------

GRMZM5G846811              -----------------

Glyma02g05160              -----------------

Glyma16g23340              -----------------

Phvul.002G106600           -----------------

Medtr5g022600              -----------------

Glyma11g08380              -----------------

Glyma01g36880              -----------------

chr2.CM0272.860.r2.m       -----------------

Phvul.003G265200           -----------------

Medtr8g075240              -----------------

LjSGA_049634.1             -----------------

AtROP1                     -----------------

AtROP3                     -----------------

AtROP5                     -----------------

Solyc02g062020             -----------------

Solyc02g083580             -----------------

AtROP2                     -----------------

AtROP4                     -----------------

AtROP6                     -----------------

Glyma04g02530              -----------------

Glyma06g02580              -----------------

Glyma04g02540              -----------------

Phvul.009G009700           -----------------

Phvul.009G009800           -----------------

LjSGA_024983.1             -----------------

Medtr4g073250              -----------------

chr1.CM0017.1600.r2.d      -----------------

Phvul.011G035400           -----------------

Glyma11g11510              -----------------

Glyma12g03660              -----------------

Solyc01g111560             -----------------

GRMZM2G375002              -----------------

LOC_Os02g58730             -----------------

AtROP7                     -----------------

Medtr2g090875              -----------------

Phvul.005G099100           -----------------

Glyma13g36900              -----------------

Glyma12g33560              -----------------

chr3.CM0160.990.r2.m       -----------------

Glyma12g14090              -----------------

Phvul.011G116400           -----------------

Solyc02g077400             -----------------

Medtr4g088055              -----------------

chr4.CM0432.3330.r2.d      -----------------

Glyma13g24140              -----------------

Glyma07g32440              -----------------

Phvul.003G073300           -----------------

Multiple sequence alignment corresponding to Supplemental Figure 26 and Supplemental Figure 29
LjSGA_041872.1             ------------------------------------------------------------

LOC_Os03g59740             ------------------------------------------------------------

Solyc01g100870             ------------------------------------------------------------

Solyc02g092970             ------------------------------------------------------------

LOC_Os07g12200             ------------------------------------------------------------

LOC_Os07g12170             MEDGLRRQEPEALALLFFLSSDETTMNQWRDPRRRRMERHRDKGGAGPLLSQGGRCKDAA

GRMZM2G105996              ------------------------------------------------------------

Phvul.004G011900           ------------------------------------------------------------

AtARFA1c                   ------------------------------------------------------------

Medtr7g109960              ------------------------------------------------------------

Glyma05g08700              ------------------------------------------------------------

Glyma19g00200              ------------------------------------------------------------

AtARFA1d                   ------------------------------------------------------------

AtARFA1f                   ------------------------------------------------------------

GRMZM5G836182              ------------------------------------------------------------

GRMZM2G357399              ------------------------------------------------------------

Solyc01g100860             ------------------------------------------------------------

GRMZM2G395844              ----------------------------------------------------------MV

GRMZM2G015361              ------------------------------------------------------------

LOC_Os01g16030             ------------------------------------------------------------

AtARFA1b                   ------------------------------------------------------------

Solyc01g008000             ------------------------------------------------------------

AtARFA1e                   ------------------------------------------------------------

chr2.CM0008.210.r2.m       ------------------------------------------------------------

chr1.CM0122.1620.r2.m      ------------------------------------------------------------

GRMZM2G157596              ------------------------------------------------------------

LOC_Os05g41060             ------------------------------------------------------------

LOC_Os01g59790             ------------------------------------------------------------

Glyma01g03650              ------------------------------------------------------------

LjSGA_037475.1             ------------------------------------------------------------

Medtr6g005820              ------------------------------------------------------------

Phvul.002G070500           ------------------------------------------------------------

Phvul.001G215400           ------------------------------------------------------------

Medtr1g086480              ------------------------------------------------------------

Glyma20g22680              ------------------------------------------------------------

Glyma19g40690              ------------------------------------------------------------

Glyma10g01310              ------------------------------------------------------------

Glyma02g01260              ------------------------------------------------------------

Phvul.003G061400           ------------------------------------------------------------

Medtr5g034125              ------------------------------------------------------------

Medtr5g034130              ------------------------------------------------------------

Glyma18g19420              ------------------------------------------------------------

Glyma08g39360              ------------------------------------------------------------

Glyma02g04040              ------------------------------------------------------------

Solyc05g005190             ------------------------------------------------------------

LjSGA_041872.1             ------------------------------------------------------------

LOC_Os03g59740             ------------------------------------------------------------

Solyc01g100870             ------------------------------------------------------------

Solyc02g092970             ------------------------------------------------------------

LOC_Os07g12200             ------------------------------------------------------------

LOC_Os07g12170             REEQGAGPLPLKGREAHGRCHRRRDYVMPLP-LEGREAHGYRRRREVGREHAKLMPSEKE

GRMZM2G105996              ------------------------------------------------------------

Phvul.004G011900           ------------------------------------------------------------

AtARFA1c                   ------------------------------------------------------------

Medtr7g109960              ------------------------------------------------------------

Glyma05g08700              ------------------------------------------------------------

Glyma19g00200              ------------------------------------------------------------

AtARFA1d                   ------------------------------------------------------------

AtARFA1f                   ------------------------------------------------------------

GRMZM5G836182              ------------------------------------------------------------

GRMZM2G357399              ------------------------------------------------------------

Solyc01g100860             ------------------------------------------------------------

GRMZM2G395844              -----AETAAIGGRPSSQPSRVRKSAVLSVAASSASSAHQYRASPR--------L-PFGC

GRMZM2G015361              ------------------------------------------------------------

LOC_Os01g16030             ------------------------------------------------------------

AtARFA1b                   ------------------------------------------------------------

Solyc01g008000             ------------------------------------------------------------

AtARFA1e                   ------------------------------------------------------------

chr2.CM0008.210.r2.m       ------------------------------------------------------------

chr1.CM0122.1620.r2.m      ------------------------------------------------------------

GRMZM2G157596              ----------------------------------------MDHLVT--------G-ARPC

LOC_Os05g41060             ------------------------------------------------------------

LOC_Os01g59790             ------------------------------------------------------------

Glyma01g03650              ------------------------------------------------------------

LjSGA_037475.1             ------------------------------------------------------------

Medtr6g005820              ------------------------------------------------------------

Phvul.002G070500           ------------------------------------------------------------

Phvul.001G215400           ------------------------------------------------------------

Medtr1g086480              ------------------------------------------------------------

Glyma20g22680              ------------------------------------------------------------

Glyma19g40690              ------------------------------------------------------------

Glyma10g01310              ------------------------------------------------------------

Glyma02g01260              ------------------------------------------------------------

Phvul.003G061400           ------------------------------------------------------------

Medtr5g034125              ------------------------------------------------------------

Medtr5g034130              ------------------------------------------------------------

Glyma18g19420              ------------------------------------------------------------

Glyma08g39360              ------------------------------------------------------------

Glyma02g04040              ------------------------------------------------------------

Solyc05g005190             ------------------------------------------------------------

LjSGA_041872.1             ----MGLTVSRTLRLFYAKKDMRILMVGLDAAGKTTTLYKLKLGEIVTTIPTI-------

LOC_Os03g59740             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Solyc01g100870             ----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Solyc02g092970             ----MGMSISKFVKKLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVNTIPTI-------

LOC_Os07g12200             ----MGLAFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTIDIYLYVL

LOC_Os07g12170             EGGKMGLAFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

GRMZM2G105996              ----MGLAFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Phvul.004G011900           ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

AtARFA1c                   ----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Medtr7g109960              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma05g08700              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma19g00200              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

AtARFA1d                   ----MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

AtARFA1f                   ----MGLSFAKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

GRMZM5G836182              ----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

GRMZM2G357399              ----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Solyc01g100860             ----MGLSFGKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

GRMZM2G395844              EREEMGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

GRMZM2G015361              ----MGLTFTKLFSRLFSKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

LOC_Os01g16030             ----MGLTFTKLFSRLFSKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

AtARFA1b                   ----MGLNFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Solyc01g008000             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

AtARFA1e                   ----MGLSFGKLFSKLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

chr2.CM0008.210.r2.m       ----MGLSFTKLFSRLFAKKEMRILMVGLDAVGKTTILYKLKLGEIVTTIPTI-------

chr1.CM0122.1620.r2.m      ----MGLSFTKLFSRLFAKKEMRILMVGLDAVGKTTILYKLKLGEIVTTIPTI-------

GRMZM2G157596              DLSEMGLTFTKLFRRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

LOC_Os05g41060             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

LOC_Os01g59790             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma01g03650              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

LjSGA_037475.1             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Medtr6g005820              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Phvul.002G070500           ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Phvul.001G215400           ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Medtr1g086480              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma20g22680              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma19g40690              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma10g01310              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma02g01260              ----MGLSFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Phvul.003G061400           ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Medtr5g034125              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Medtr5g034130              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma18g19420              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma08g39360              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Glyma02g04040              ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

Solyc05g005190             ----MGLTFTKLFSRLFAKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTI-------

                               **: . : .  :::**:**********.**** **********.*****       

LjSGA_041872.1             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGVIFVVDSNDRER

LOC_Os03g59740             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Solyc01g100870             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Solyc02g092970             ----------GFNVETVEYKNSSFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

LOC_Os07g12200             SNLKAITEEKGFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

LOC_Os07g12170             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

GRMZM2G105996              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Phvul.004G011900           ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1c                   ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Medtr7g109960              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma05g08700              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma19g00200              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1d                   ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1f                   ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

GRMZM5G836182              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRER

GRMZM2G357399              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRER

Solyc01g100860             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

GRMZM2G395844              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

GRMZM2G015361              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

LOC_Os01g16030             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1b                   ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Solyc01g008000             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

AtARFA1e                   ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

chr2.CM0008.210.r2.m       ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

chr1.CM0122.1620.r2.m      ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

GRMZM2G157596              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRER

LOC_Os05g41060             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRER

LOC_Os01g59790             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRER

Glyma01g03650              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

LjSGA_037475.1             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Medtr6g005820              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Phvul.002G070500           ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Phvul.001G215400           ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Medtr1g086480              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma20g22680              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma19g40690              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma10g01310              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma02g01260              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Phvul.003G061400           ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Medtr5g034125              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Medtr5g034130              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma18g19420              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma08g39360              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Glyma02g04040              ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

Solyc05g005190             ----------GFNVETVEYKNISFTVWDVGGQDKIRPLWRHYFQNTQGLIFVVDSNDRDR

                                     *********** **************************:*********:*

LjSGA_041872.1             ISEARDELHRMLSEDELRDATLLVFANKQDLPNALRVSEITDKLGRHSLRQRRWFILAAC

LOC_Os03g59740             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHCTHLNFL

Solyc01g100870             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWTCTFRA

Solyc02g092970             ISEARDELHRMLNEEELRGATILVFANKQDLPNAMNVADITDKLGLRSLRQRRWYIQSAC

LOC_Os07g12200             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

LOC_Os07g12170             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM2G105996              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Phvul.004G011900           VVEARDELHRMLNEDELREAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

AtARFA1c                   VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Medtr7g109960              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma05g08700              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma19g00200              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

AtARFA1d                   VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

AtARFA1f                   VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM5G836182              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM2G357399              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Solyc01g100860             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM2G395844              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM2G015361              VVEAKDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

LOC_Os01g16030             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

AtARFA1b                   VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Solyc01g008000             VGEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

AtARFA1e                   VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

chr2.CM0008.210.r2.m       AVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

chr1.CM0122.1620.r2.m      AVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

GRMZM2G157596              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

LOC_Os05g41060             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

LOC_Os01g59790             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma01g03650              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

LjSGA_037475.1             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Medtr6g005820              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Phvul.002G070500           VVEARDELHRMLNEDELREAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Phvul.001G215400           VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Medtr1g086480              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma20g22680              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma19g40690              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma10g01310              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma02g01260              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Phvul.003G061400           VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Medtr5g034125              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Medtr5g034130              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma18g19420              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma08g39360              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Glyma02g04040              VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

Solyc05g005190             VVEARDELHRMLNEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRQRHWYIQSTC

                             **:*******.*:*** *.:************:..::****** :*****:       

LjSGA_041872.1             A--TSGQGLYEGLDWLSSNIPNKGR-----------------------------------

LOC_Os03g59740             -------------IWLTGISRALVLQ-------------QVRDCTRAWTGCPA-------

Solyc01g100870             HVLPLEKGCMRGLTGSQTTLQTRVEHEIHDFCSYIFVNIDFKQCLEHLCTC---------

Solyc02g092970             A--TSGQGLYEGLDWLSHNITGKAR------TLLPFNLLF--------------------

LOC_Os07g12200             A--TTGEGLYEGLDWLSSNIASKA------------------------------------

LOC_Os07g12170             A--TTGEGLYEGLDWLSSNIASKA------------------------------------

GRMZM2G105996              A--TTGEGLYEGLDWLSSNIASKA------------------------------------

Phvul.004G011900           A--TSGEGLYEGLEWLSNNIASKA------------------------------------

AtARFA1c                   A--TSGEGLYEGLDWLSNNIASKA------------------------------------

Medtr7g109960              A--TSGEGLYEGLDWLSNNIASKS------------------------------------

Glyma05g08700              A--TSGEGLYEGLDWLSNNIASKA------------------------------------

Glyma19g00200              A--TSGEGLYEGLDWLSNNIASKA------------------------------------

AtARFA1d                   A--TSGEGLYEGLDWLSNNIAGKA------------------------------------

AtARFA1f                   A--TSGEGLYEGLDWLSNNIASKA------------------------------------

GRMZM5G836182              A--TSGEGLYEGLDWLSSNISSKS------------------------------------

GRMZM2G357399              A--TSGEGLYEGLDWLSNNIANKS------------------------------------

Solyc01g100860             A--TSGEGLYEGLDWLSNNIANKG------------------------------------

GRMZM2G395844              A--TTGEGLYEGLDWLSSNIATKKD------ACFCARN----------------------

GRMZM2G015361              A--TTGEGLYEGLDWLSNNIANKVL------VSFQCAITKLHTCLNKILSFNQHSHDLWN

LOC_Os01g16030             A--TTGEGLYEGLDWLSSNIANKYL------SRSHLSIDC--------------------

AtARFA1b                   A--TSGEGLYEGLDWLSNNIATKVN------NLNI-------------------------

Solyc01g008000             A--TSGEGLYEGLDWLSNNIANKT---------FS-------------------------

AtARFA1e                   A--TSGEGLYEGLDWLSNNIANKA------------------------------------

chr2.CM0008.210.r2.m       A--TSGEGLYEGLDWLSNNIANKA------------------------------------

chr1.CM0122.1620.r2.m      A--TSGEGLYEGLDWLSNNIANKA------------------------------------

GRMZM2G157596              A--TSGEGLYEGLDWLSNNIANKAR------SI---------------------------

LOC_Os05g41060             A--TSGEGLYEGLDWLSNNIANKA------------------------------------

LOC_Os01g59790             A--TSGEGLYEGLDWLSNNIASKA------------------------------------

Glyma01g03650              A--TSGEGLYEGLDWLSNNIANKVA------IGFF-------------------------

LjSGA_037475.1             A--TSGEGLYEGLDWLSNNIASKA------------------------------------

Medtr6g005820              A--TSGEGLYEGLDWLSNNIASKA------------------------------------

Phvul.002G070500           A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Phvul.001G215400           A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Medtr1g086480              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma20g22680              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma19g40690              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma10g01310              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma02g01260              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Phvul.003G061400           A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Medtr5g034125              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Medtr5g034130              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma18g19420              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma08g39360              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Glyma02g04040              A--TSGEGLYEGLDWLSNNIANKA------------------------------------

Solyc05g005190             A--TSGEGLYEGLDWLSNNIANKA------------------------------------

LjSGA_041872.1             ------------------------------------------------------------

LOC_Os03g59740             --------TLP------------------------ARPKF--------------------

Solyc01g100870             ------------------------------------------------------------

Solyc02g092970             ------------------------------------------------------------

LOC_Os07g12200             ------------------------------------------------------------

LOC_Os07g12170             ------------------------------------------------------------

GRMZM2G105996              ------------------------------------------------------------

Phvul.004G011900           ------------------------------------------------------------

AtARFA1c                   ------------------------------------------------------------

Medtr7g109960              ------------------------------------------------------------

Glyma05g08700              ------------------------------------------------------------

Glyma19g00200              ------------------------------------------------------------

AtARFA1d                   ------------------------------------------------------------

AtARFA1f                   ------------------------------------------------------------

GRMZM5G836182              ------------------------------------------------------------

GRMZM2G357399              ------------------------------------------------------------

Solyc01g100860             ------------------------------------------------------------

GRMZM2G395844              ------------------------------------------------------------

GRMZM2G015361              KSDLFCCLALPRMSCTHVWHTDILILN-------ECRPEWTILLFHGAHLHMARHGHFDP

LOC_Os01g16030             ---------------RPDWMTRI--PHYIAVAFSGERRRWSF------------------

AtARFA1b                   ---------------PF-------------------------------------------

Solyc01g008000             ---------------ESVWLWHLLLRRSLLKRFCNTMVECM-------------------

AtARFA1e                   ------------------------------------------------------------

chr2.CM0008.210.r2.m       ------------------------------------------------------------

chr1.CM0122.1620.r2.m      ------------------------------------------------------------

GRMZM2G157596              ------------------------------------------------------------

LOC_Os05g41060             ------------------------------------------------------------

LOC_Os01g59790             ------------------------------------------------------------

Glyma01g03650              ---------------PSLW-----------------------------------------

LjSGA_037475.1             ------------------------------------------------------------

Medtr6g005820              ------------------------------------------------------------

Phvul.002G070500           ------------------------------------------------------------

Phvul.001G215400           ------------------------------------------------------------

Medtr1g086480              ------------------------------------------------------------

Glyma20g22680              ------------------------------------------------------------

Glyma19g40690              ------------------------------------------------------------

Glyma10g01310              ------------------------------------------------------------

Glyma02g01260              ------------------------------------------------------------

Phvul.003G061400           ------------------------------------------------------------

Medtr5g034125              ------------------------------------------------------------

Medtr5g034130              ------------------------------------------------------------

Glyma18g19420              ------------------------------------------------------------

Glyma08g39360              ------------------------------------------------------------

Glyma02g04040              ------------------------------------------------------------

Solyc05g005190             ------------------------------------------------------------

LjSGA_041872.1             --------------

LOC_Os03g59740             --------------

Solyc01g100870             --------------

Solyc02g092970             --------------

LOC_Os07g12200             --------------

LOC_Os07g12170             --------------

GRMZM2G105996              --------------

Phvul.004G011900           --------------

AtARFA1c                   --------------

Medtr7g109960              --------------

Glyma05g08700              --------------

Glyma19g00200              --------------

AtARFA1d                   --------------

AtARFA1f                   --------------

GRMZM5G836182              --------------

GRMZM2G357399              --------------

Solyc01g100860             --------------

GRMZM2G395844              --------------

GRMZM2G015361              QTIIVSLESIVFLC

LOC_Os01g16030             --------------

AtARFA1b                   --------------

Solyc01g008000             --------------

AtARFA1e                   --------------

chr2.CM0008.210.r2.m       --------------

chr1.CM0122.1620.r2.m      --------------

GRMZM2G157596              --------------

LOC_Os05g41060             --------------

LOC_Os01g59790             --------------

Glyma01g03650              --------------

LjSGA_037475.1             --------------

Medtr6g005820              --------------

Phvul.002G070500           --------------

Phvul.001G215400           --------------

Medtr1g086480              --------------

Glyma20g22680              --------------

Glyma19g40690              --------------

Glyma10g01310              --------------

Glyma02g01260              --------------

Phvul.003G061400           --------------

Medtr5g034125              --------------

Medtr5g034130              --------------

Glyma18g19420              --------------

Glyma08g39360              --------------

Glyma02g04040              --------------

Solyc05g005190             --------------

Multiple sequence alignment corresponding to Supplemental Figure 27
Medtr5g036990         -----------------------------------MHTSCS--VELVEQVA--QLFQVFT

AtRABG1               -------MEKTKLKIILLGDSG---------------------------VGKTSLLKRYN

Solyc04g051680        ----MSQPLRSLLKVIVLGDCG---------------------------VGKTSLVNQYV

AtRABG2               ---MDSLKNRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

Medtr8g092020         MDISSSHRKRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

LjSGA_096053.1        ----------------------------------------------------------YV

Phvul.002G265500      --MDISQRKRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

Glyma05g31810         --MDISQRKRTLLKIIVLGDSG---------------------------VGKTSLMNQYV

Glyma08g15080         --MDISQRKRTLLKIIVLGDSG---------------------------VGKTSLMNQYV

AtRABG3e              ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

AtRABG3f              ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Solyc01g109520        ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Medtr4g069850         ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Phvul.011G046100      ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Glyma12g04830         ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Glyma11g12630         ----MPSRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

LOC_Os05g44050        ----MASRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

GRMZM2G044368         ----MASRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

GRMZM2G158887         ----MASRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

GRMZM5G811797         ----MASRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

AtRABG3c              ----MASRRRVLLKVIILGDSG---------------------------VGKTSLMNQFV

AtRABG3d              ----MSSRRRVLLKVIILGDSG---------------------------VGKTSLMNQFV

LOC_Os01g12730        ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Solyc03g120750        ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Medtr2g101890         --MASHSRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Phvul.010G149200      ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Glyma07g00660         ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Glyma08g21940         ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

LjSGA_031184.1        ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Medtr4g012940         ----MASRRRMLLKVIILGDSG---------------------------VGKTSLMNQYV

Medtr6g039490         ----MALCRRTLLKVIVLGDSG---------------------------VGKTSLMNQYA

Medtr1686s0010        ----------------------------------------------------------YV

GRMZM2G179215         -------------------------------------------------------MNQYV

LOC_Os01g51700        ---MSTSRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

GRMZM2G090034         ---MESWRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

LOC_Os05g46000        ---MASSRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

AtRABG3a              ----MATRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

AtRABG3b              ----MSTRRRTLLKVIILGDSG---------------------------VGKTSLMNQYV

Medtr1452s0010        ----------------------------------------------------------YV

LjSGA_027414.2        -------------------------------------------------MWTVNYLYRYV

Medtr1g097420         ----MSLRRRTLLKVIVLGDSGYVPFSLLSLQYRFFHSNHAFSFIFIARVGKTSLMNQYV

Solyc04g072060        ----MSIRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

Phvul.007G085200      ----MSLRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

Glyma20g31150         ----MSLRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

Glyma10g36420         ----MSLRRRTLLKVIVLGDSG---------------------------VGKTSLMNQYV

                                                                                : 

Medtr5g036990         GLGRGKRVRLATIDAGFVPRELQINDSLVTLQIWDTERREGFQIDDAIAFYKEVDCCVLV

AtRABG1               -DKDFKQLHNSTIYVDLVTKEICIAERQVILQIWDTAGQERFKSL-PSRFYRDTDCCVLV

Solyc04g051680        -FKKFREQYKATIGADFATKELEIGERVVTLQIWDTAGQERFHSL-GVAFYRGADCCILV

AtRABG2               -YKKFNKQYKATIGADFVTKELHIDEKSVTLQIWDTAGQERFQSL-GAAFYRGADCCVLV

Medtr8g092020         -YKKFSQQYKATIGADFVTKELLVDDKLVTLQIWDTAGQERFHSL-GAAFYRGADCCVLV

LjSGA_096053.1        -YKKFSQQYKATIGADFVTKELQVDDKLVTLQIWDTAGQERFHSL-GAAFYRGADCCVLV

Phvul.002G265500      -YRKFSQQYKATIGADFVTKEIQVDDKLVTLQIWDTAGQERFHSL-GAAFYRGADCCVLV

Glyma05g31810         -YRKFSQQYKATIGADFVTKEIQVDDKLVTLQIWDTAGQERFHSI-GAAFYRGADCCVLV

Glyma08g15080         -YRKFSQQYKATIGADFVTKEIQVDDKLVTLQIWDTAGQERFHSL-GAAFYRGADCCVLV

AtRABG3e              -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

AtRABG3f              -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Solyc01g109520        -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr4g069850         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Phvul.011G046100      -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Glyma12g04830         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Glyma11g12630         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LOC_Os05g44050        -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

GRMZM2G044368         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

GRMZM2G158887         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

GRMZM5G811797         -NKKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

AtRABG3c              -NRKFSNQYKATIGADFLTKEVQIDDRIFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

AtRABG3d              -NRKFSNQYKATIGADFLTKEVQIDDRIFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LOC_Os01g12730        -NKKFSNQYKATIGADFLTKEVQIDDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Solyc03g120750        -NRKFSNQYKATIGADFLTKEVQFEDRLYTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr2g101890         -NRKFSNQYKATIGADFLTKEVQVEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Phvul.010G149200      -NRKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Glyma07g00660         -NRKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Glyma08g21940         -NRKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LjSGA_031184.1        -NRKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr4g012940         -NRKFSNQYKATIGADFLTKEVQFEDRLFTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr6g039490         -LKKFSLKCKGTIGADFVTKDLQIDNKLVTLQIWDTEGKETFQNV-CADFYRGADCCVLV

Medtr1686s0010        -HKKFEKEYKGTIGADFFTKELKIGDQPVTLQIWDTAGRERFQSR-GVSFYRGSDCCVLI

GRMZM2G179215         -HKKFSQQYKATIGADFVTKEVLIEDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LOC_Os01g51700        -HKKFSQQYKATIGADFVTKEVLIEDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

GRMZM2G090034         -SKKFSQQYKATIGADFLTKEVLIGDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LOC_Os05g46000        -NKKFSQQYKATIGADFVTKEVLIEDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCMLV

AtRABG3a              -HKKFSMQYKATIGADFVTKELQIGEKLVTLQIWDTAGQERFQSL-GAAFYRGADCCALV

AtRABG3b              -NNKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr1452s0010        -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

LjSGA_027414.2        -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Medtr1g097420         -HNKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLA

Solyc04g072060        -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Phvul.007G085200      -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLA

Glyma20g31150         -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

Glyma10g36420         -HKKFSQQYKATIGADFVTKELQIDDRLVTLQIWDTAGQERFQSL-GVAFYRGADCCVLV

                                .** ..:  ::: . :    ******  :* *:      **:  *** * 

Medtr5g036990         YDVNFMESFDMIDNLDNKFLANFCEKLPVPVIN---------Y-MIMIP-----------

AtRABG1               YDVNTLKTFESIDNWHDEFIKQA------------NPETPTKFPFVLMGNK-TDVNNGKP

Solyc04g051680        YDVNVPKSFETLQHWHEEFIKQA------------DLTEPEKFPFVLIGNK-VDLEYGST

AtRABG2               YDVNNLKSFETLNNWHTEFLKQA------------NPMEPETFPFVLIGNK-TDVDGGNS

Medtr8g092020         YDVNIHKTFDTLNNWHDDFLKQA------------DTGNPDAFPFVLLGNK-VDVDGGNS

LjSGA_096053.1        YDVNIHKTFDTLNNWHDDFLK---------------------------------------

Phvul.002G265500      YDVNIHKTFDTLNNWHDEFLKQA------------DMNDPEAFPFVLLGNK-IDVDGGNS

Glyma05g31810         YDVNIHKTFDTLNNWHDEFLKQG------------DMNDPEAFPFVLLGNK-VDVDGGNS

Glyma08g15080         YDVNIHKTFDTLNNWHDEFLKQG------------DMNDPEAFPFVLLGNK-VDVDGGNS

AtRABG3e              YDVNSAKSFEDLNNWREEFLIQA------------SPSDPENFPFVVIGNK-IDVDGGSS

AtRABG3f              YDVNSMKSFENLNNWREEFLIQA------------SPSDPENFPFVLIGNK-VDVDDGNS

Solyc01g109520        YDVNSMKSFENLNNWREEFLIQA------------SPSDPENFPFVVLGNK-VDVDGGNS

Medtr4g069850         YDVNSMKSFDNLNNWREEFLIQA------------NPSDPENFPFVVIGNK-IDIDGGNS

Phvul.011G046100      YDVNSMKSFDNLNNWREEFLIQA------------SPSDPENFPFVVIGNK-IDIDGGNS

Glyma12g04830         YDVNSMKSFDNLNNWREEFLIQA------------SPSDPENFPFVVIGNK-IDIDGGNS

Glyma11g12630         YDVNSMKSFDNLNNWREEFLIQA------------SPSDPENFPFVVIGNK-IDIDGGNS

LOC_Os05g44050        YDVNSMKSFDNLNNWREEFLIQA------------SPSDPDNFPFVLLGNK-VDVDGGNS

GRMZM2G044368         YDVNSMKSFDNLNNWREEFLIQA------------SPSDPDNFPFVLLGNK-VDVDGGNS

GRMZM2G158887         YDVNSMKSFDNLNNWREEFLIQA------------SPSDPDNFPFVLLGNK-VDVDGGNS

GRMZM5G811797         YDVNSMKSFDNLHNWREEFLIQA------------SPSDPDNFPFVLLGNK-VDVDGGNS

AtRABG3c              NDVNVMKSFENLNNWREEFLIQA------------SPSDPENFPFVVLGNK-TDVDGGKS

AtRABG3d              YDVNVMKSFDNLNNWREEFLIQA------------SPSDPENFPFVVLGNK-TDVDGGKS

LOC_Os01g12730        YDVNVTKSFERLNSWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Solyc03g120750        YDVNVMKSFENLNNWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Medtr2g101890         YDVNVMKSFENLNHWREEFLIQA------------SPSDPENFPFVVLGNK-VDVDGGNS

Phvul.010G149200      YDVNVMKSFDNLNHWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Glyma07g00660         YDVNVMKSFDNLNHWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Glyma08g21940         YDVNVMKSFDNLNHWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

LjSGA_031184.1        YDVNVMKSFDNLNHWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Medtr4g012940         YDVNVMKSFENLNHWREEFLIQA------------SPSDPENFPFVVLGNK-IDVDGGNS

Medtr6g039490         YDVNCFESFDILDSWHDDFLKKG------------NTSNHGISPFILLGNK-VDIDGGKS

Medtr1686s0010        YDINHMKSFDALKNWHAEFVEKVYYAISIFLI----------------------------

GRMZM2G179215         YDVNSNRSFDTLNTWHDEFLNQA------------SPSDPKTFPFILLGNK-IDVDGGKS

LOC_Os01g51700        YDVNSNRSFDTLNTWHDEFLNQA------------SPSDPKTFPFILLGNK-IDVDGGKS

GRMZM2G090034         YDVNVKRSFNTLDTWHDEFLNQA------------GPSDPQRFPFILVGNK-IDLDGGSK

LOC_Os05g46000        YDVNAKRSFNALNTWHDEFLTQA------------SPSDPKHFPFILLGNK-IDIDAGNR

AtRABG3a              YDVNVLRSFDNLETWHEEFLKQAWN-IGMWTIAEASPSDPKTFPFIVLGNK-IDVDGGSS

AtRABG3b              YDVNHLKSFESLDNWHNEFLTRA------------SPRDPMAFPFILLGNK-VDIDGGNS

Medtr1452s0010        YDVNVMKSFDTLDNWHEEFLKQV------------YYVSSIFLIFLLSVICMITLF----

LjSGA_027414.2        YDVNVMKSFDTLDNWHEEFLK---------------------------------------

Medtr1g097420         YDVNVMRSFDSLDTWHEEFLKQA------------NPPDTRAFPFILLGNK-IDIDGGNS

Solyc04g072060        YDVNVMRSFDNLDNWHEEFLKQA------------NPPDPKTFPFILLGNK-IDIDGGNS

Phvul.007G085200      YDVNVMKSFDTLDNWHEEFLKQA------------NPPDPRTFPFILLGNK-IDIDGGNS

Glyma20g31150         YDVNVMKSFDTLENWHEEFLKQA------------NPPDPRAFPFILLGNK-IDIDGGNS

Glyma10g36420         YDVNVMKSFDTLENWHEEFLKQA------------NPPDPRAFPFILLGNK-IDIDGGNS

                       *:*  .:*: :.    .*:                                        

Medtr5g036990         ------------------------------------------------------------

AtRABG1               RVVAKEIADQWCGSKGNIVYFETSAKAKINVEEAFLEIAKKALTNERQIDDMERYRSVVP

Solyc04g051680        EIVSEKQAREWCGCRGNIQNFMTSAKEDYNVDAAFLCAAQLALANEDDH--NIWQASLDE

AtRABG2               RVVSNKRAIEWCGSKGNIPYHETSAKEDTNIDEAFLSVAHIALSNERKQSNDIYPRGQYH

Medtr8g092020         RRVTEKKAREWCASRGSIPYFETSAKEGYNVDDAFLCVAKVASENDHD--LDIYFRGISE

LjSGA_096053.1        ------------------------------------------------------------

Phvul.002G265500      RRVTEKKARDWCASRGNIPYFETSAKEGYNVEEAFLCVAKIALENEHD--QDIYFRGISD

Glyma05g31810         RRVTEKKARDWCASRGNIPYFETSAKEGYNVEEAFLCVAKIALENEHD--QDIYFRGISE

Glyma08g15080         RRVTEKKARDWCASRGNIPYFETSAKEGYNVEEAFSCVAKIALENEHD--QDM-------

AtRABG3e              RVVSEKKARAWCASKGNIPYYETSAKVGTNVEDAFLCITTNAMKSGEEE--EMYLPDTID

AtRABG3f              RVVSEKKAKAWCASKGNIPYFETSAKVGTNVEEAFQCIAKDALKSGEEE--ELYLPDTID

Solyc01g109520        RVVSEKKARAWCASKGNIPYFETSAKEGTNVEEAFQCIAKNALKSGEEE--EIYLPDTID

Medtr4g069850         RVVSEKKARAWCAAKGNIPYFETSAKEGINVEEAFQTIAKDALKSGEEE--ELYLPDTID

Phvul.011G046100      RVVSEKKARAWCASKGNIPYFETSAKEGINVEEAFQCIAKNALKSGEEE--ELYLPDTID

Glyma12g04830         RVVSEKKARAWCASKGNIPYFETSAKEGINVEEAFQCIAKNALKSGEEE--ELYLPDTID

Glyma11g12630         RVVSEKKARAWCASKGNIPYFETSAKEGLNVEEAFQCIAKNALKSGEEE--ELYLPDTID

LOC_Os05g44050        RVVSEKKAKAWCASKGNIPYFETSAKDGTNVEEAFQCIVKNALKNEPEE--ELYVPDTVD

GRMZM2G044368         RVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNALKNEPEE--ELYVPDTVD

GRMZM2G158887         RVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNALKNEPEE--ELYVPDTVD

GRMZM5G811797         RVVSEKKAKAWCASKGNIPYFETSAKDGTNVEDAFQCIVKNALKNEPEE--ELYVPDTVD

AtRABG3c              RVVTEKKAKSWCASKGNIPYFETSAKDGVNVDAAFECIAKNALKNEPEE--EVYLPDTID

AtRABG3d              RVVSEKKAKAWCASKGNIPYFETSAKEGFNVDAAFECITKNAFKNEPEE--EPYLPDTID

LOC_Os01g12730        RTVSEKKAKAWCASKGNIPYFETSAKEGFNVEAAFECIARNAIKNEPEE--EIYLPDTID

Solyc03g120750        RVVSEKKAKAWCASKG-IPYFETSAKEGFNVDAAFQCIAKNALKNEPEE--EIYLPDTID

Medtr2g101890         RVVSEKKAKAWCASKGNIPYFETSAKEGFNVEAAFECITKNALKNEPEE--ELYMPETID

Phvul.010G149200      RVVSEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE--EMYLPDTIE

Glyma07g00660         RVISEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE--EMYLPDTID

Glyma08g21940         RVISEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE--EMYLPDTID

LjSGA_031184.1        RVISEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE--EMYLPDTID

Medtr4g012940         RVVSEKKAKAWCASKGNIPYFETSAKEGFNVEAAFQCIAKNALKNEPEE--EMYLPDTID

Medtr6g039490         RVVPEKKAKKWCASKGNIPYFETSAKEDFNVDDAFLCIAKTALANERDQ--DICVQPIWP

Medtr1686s0010        ------------------------------------------------------------

GRMZM2G179215         RVVSDKKAMEWCASKGNIPYFETSAKEDYNVDNAFLTVAKLALEHERDQ--DIYFQSV-A

LOC_Os01g51700        RVVSEKKAMEWCSSKGNIPYFETSAKEDRNVDSAFLSVAKLALEHERDQ--DIYFQTVVP

GRMZM2G090034         RMVPEKKAREWCASKGDIPYFETSAKEDHNVDTAFLCIARLALEHEHDQ--DIYFKTV-A

LOC_Os05g46000        RAIPEKKAKEWCVSKGNIPYFETSAKDDYNVDSAFLCIAKLALEHEHDQ--DIYFKTV-A

AtRABG3a              RVVSDKKAADWCASNGNIPYFETSAKDDFNVDEAFLTIAKTALANEHEQ--DIYFQGIPD

AtRABG3b              RVVSEKKAREWCAEKGNIVYFETSAKEDYNVDDSFLCITKLALANERDQ--DIYFQPDTG

Medtr1452s0010        ------------------------------------------------------------

LjSGA_027414.2        ------------------------------------------------------------

Medtr1g097420         RVVSEKKANDWCASKGNIPYFETSAKEDYNVDAAFLCIAKTALANEREQ--DIYFQGIPE

Solyc04g072060        RVVSEKKAKEWCTSKG-IPYFETSAKEDINVDAAFLSIAKTALANEHEQ--DIYFQGIPE

Phvul.007G085200      RVVSEKKAKDWCASKGNIPYFETSAKEDFNVDAAFLCIAKAALANEHEQ--DIYFQGIPE

Glyma20g31150         RVVSEKKAKDWCAAKGNIPYFETSAKEDYNVDAAFLCIAKAALANEHEQ--DIYFQGIPE

Glyma10g36420         RVVSEKKAKDWCASKGNIPYFETSAKEDYNVDAAFLCIAKAALANEHEQ--DIYFQGIPE

Medtr5g036990         ------------------------------------------------

AtRABG1               T--------------IEKETPRSRCSC---------------------

Solyc04g051680        EMPSHCQLQRIPESVSGIEQQRGGCSC---------------------

AtRABG2               DSV----------TDIIDPDQSRGCAC---------------------

Medtr8g092020         --------------TPSEAEQRSNCAC---------------------

LjSGA_096053.1        ------------------------------------------------

Phvul.002G265500      --------------AVSEAEHRSSCAC---------------------

Glyma05g31810         --------------AVSEAEQRSGCAC---------------------

Glyma08g15080         ------------------------------------------------

AtRABG3e              V-G-----------TS-NPQRSTGCEC---------------------

AtRABG3f              V-G-----------TS-NQQRSTGCEC---------------------

Solyc01g109520        V-A-----------AS-SQQRTGGCEC---------------------

Medtr4g069850         V-G-----------NS-NQPRSSGCEC---------------------

Phvul.011G046100      V-G-----------NS-SQPRATGCEC---------------------

Glyma12g04830         V-G-----------NS-SQPRATGCEC---------------------

Glyma11g12630         V-G-----------NS-SQPRATGCEC---------------------

LOC_Os05g44050        V-V-----------GGNRAQRSSGCC----------------------

GRMZM2G044368         V-V-----------GGNRAQRSSGCC----------------------

GRMZM2G158887         V-V-----------GGNRAQRSSGCC----------------------

GRMZM5G811797         V-V-----------GGNRAQRSSGCC----------------------

AtRABG3c              V-A-----------GA-RQQRSTGCEC---------------------

AtRABG3d              V-A-----------GG-QQQRSTGCEC---------------------

LOC_Os01g12730        V-G-----------GAGRQQRSSGCEC---------------------

Solyc03g120750        V-A-----------GG-NQPRSTGCEC---------------------

Medtr2g101890         V-G-----------GGGRQQRSTGCEC---------------------

Phvul.010G149200      V-G-----------GGGRQQRSTGCEC---------------------

Glyma07g00660         V-G-----------GGGRQQRSTGCEC---------------------

Glyma08g21940         V-G-----------GGGRQQRSTGCEC---------------------

LjSGA_031184.1        V-G-----------GGGRQQRSTGCEC---------------------

Medtr4g012940         V-G-----------NGGRQQRSTGCEC---------------------

Medtr6g039490         AML-----------E---NEQRVGCACWFEFLSTALTQVLHILFEKRT

Medtr1686s0010        ------------------------------------------------

GRMZM2G179215         DPV-----------PE--TEQRSGCAC---------------------

LOC_Os01g51700        DPV-----------PE--AEQRSGCAC---------------------

GRMZM2G090034         EQV-----------PD--TEQTSGCAC---------------------

LOC_Os05g46000        QPA-----------PD--TEHTSGCAC---------------------

AtRABG3a              AVT-----------EN--EPKGGGCAC---------------------

AtRABG3b              SV----------------PEQRGGCAC---------------------

Medtr1452s0010        ------------------------------------------------

LjSGA_027414.2        ------------------------------------------------

Medtr1g097420         AV------------PESEQSGGGGCAC---------------------

Solyc04g072060        A-V-----------SETEQR--GGCAC---------------------

Phvul.007G085200      AAV-----------PENEQR--SGCAC---------------------

Glyma20g31150         AAV-----------PENEQR--SGCAC---------------------

Glyma10g36420         AAV-----------PENEQR--SGCAC---------------------

Multiple sequence alignment corresponding to Supplemental Figure 28
