S1. Summary of THP-1 monocytic cell genome-wide gene expression
[bookmark: _GoBack]Methods: The human promonocytic cell line THP-1 (American Type Culture Collection, Manassas, VA, USA) was used for all experiments.  Cells were centrifuged and then suspended in RPMI 1640 (Biowhittaker, Walkersville, MD, USA) containing heat inactivated 10% fetal bovine serum (Sigma Aldrich, St. Louis, MO, USA), 10% L-glutamine, 10% penicillin/Streptomycin (Cellgro Mediatech Inc., Kansas City, MO, USA), and 10% HEPES.  Cellular differentiation was induced by incubating cells in 100 nM Vitamin D3 (Enzo Life Sciences, Plymouth Meeting, PA, USA) for 48 hours prior to experimentation.  Cells were washed, counted, suspended in media, plated and serum starved for 24 hours.  Media was supplemented with 10% adult bovine serum (Sigma Aldrich, St. Louis, MO, USA) for 1 hour prior to experimental treatments.  Cells were treated with 10 ng/mL Escherichia coli LCD25 (LPS) (List Biological Laboratory, Inc. Campbell, CA, USA) and 1 mM epinephrine (Sigma Aldrich, St. Louis, MO, USA) or vehicle as untreated control conditions. Four replicates of each experimental condition were performed. After 30 minutes of exposure, cells were centrifuged and total cellular RNA was isolated from 2 to 3 x 106 cells per condition using RNeasy Mini Kit (Qiagen, Valencia, CA, USA) following the manufacturer’s instructions.  The amount of total RNA isolated from the cells was quantified using spectrophotometric OD260 measurements and quality was assessed by the Agilent 2100 Bioanalyzer (Palo Alto, CA, USA). One microgram of total RNA was reverse transcribed using the Omniscript Reverse Transcription Kit (Qiagen, Valencia, CA) following the manufacturer’s instructions. Total cellular RNA was extracted and hybridized onto an HU133 Plus 2.0 GeneChip (Affymetrix) according to the manufacturer’s recommendations. Genes differentially expressed between the different experimental conditions were then subjected to pathway analysis using Ingenuity Pathway Knowledge Base.
