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Figure S1. Venn diagram showing the group-specific highly expressed genes (FPKM ≥ 500) in AQF and QCF.

Table S1. Primers used in RT-PCR validation
	Gene
	Primer Sequence (5' to 3')
	Product Length (bp)
	Tm (°C)

	ANKRD53
	F: CCGATGACAAGGGTTTCACT
R: TGTTGGTGGGCAGGTTTAC
	111
	59.9

	MSMP
	F: CCAGCATCCTATCGACTTCC
R: TGTTAGCTGAGCCCCACTCT
	140
	60.6

	CYGB
	F: CTACCAAAGGAGGTGGCTTC
R: GCATTCCAGGTTTCTTGACC
	126
	60.5

	NDUFB7
	F: GAAGAAGAGACGGGAGCAGA
R: ACAGAGTGGTGGGCAGGTT
	103
	61.5

	FAM174A
	F: CGGTCAGGATGAGAAGAAGG
R: GGATGATTGGCATCAAACAA
	136
	60.8

	CYFIP1
	F: TGATGGATGGAAGTGTCAGC
R: CCAAATAGCGGAACCACCT
	109
	61.1

	SASH1
	F: AGGATTCAGGCCTTGATGG
R: AGAACTCCGCAGACTTTCCA
	116
	59.99

	FGL2
	F: CGATACCCCTCTGGGAACT
R: CCATTTCGGACACCTCTGTA
	119
	59.4

	DKK2
	F: CAGAACCTGGGAAGACCTCA
R: AGAAGTGACGAGCACAGCAA
	112
	60.2

	CRISP2
	F: GCCTAGCACAGAGGAACCTG
R: TTAGGACACCCTGGAGAGGA
	127
	60.6

	β-actin
	F: CACCAACTGGGACGACAT
R: ATACAGGGACAGCACAGC
	202
	61.0



[bookmark: _GoBack]Table S2. Specific highly expressed genes of the two patterns of adipose tissues
	Groups
	Specific highly expressed genes

	AQF
	JSP.1, PLIN1, CYB5R3, COL4A1, APOE, ADIPOQ, COL4A2, RPS23, AGPAT2, IGFBP7, FAU, EHD2, GPD1, MCAM, TUSC5, SERF2, PRKCDBP, RPS27, PNPLA2, G0S2, BRP44L, BCAP31, MGST3, RABAC1, CFL1, PFN1, RPL36, CCDC80, PPDPF, MYL9, MIF, TALDO1, IGFBP6, SLC25A1, LOC100851864, THY1, ELN, ECM1, PI16, SFRP4,

	QCF
	LOC101906058, LOC100851363, FSTL1, RPS21, CAPNS1, RPS26, HSP90AB1, EIF1, TXNIP, FN1, LOC785386, B2M, SERPINF1, S100G, HTRA1, SEPP1, MMP2, EIF4A1, LOC785691, CRISPLD2, LOC784052
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