Blue lettering indicates the region analyzed (minimum 50nts, maximum 100 nts)

+OHT/PW
Clone#l
Clone 4
Sbjct 48
Query 64
Sbjct 108
Query 104
Sbjct 168
Query 164
Sbjct 228
Clone#5
Query 4
Sbjct 50
Query 64
Sbjct 110
Query 124
Sbjct 170
Query 183
Sbjct 230
Clone#15
Query 25
Sbjct 41
Query 82

Sbjct 101

GCCCGGCCAAGAGCG—===—————=—————————— GTGTGAG-GCGGAGCTGTGAGGCGCA

FITETEEErr e | LI Pt
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA
AsiSI site
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTGCCLCGLC
CErrrrrrererrerrrrerrerrrr et ettt ettt e
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTGCCCGLe

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 197

FEErrrrrrrrrrrrrrrrrrrrrrrrrrr
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GGGCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGLCGGCCGCCCTGGCCACGTCACCGL

FErrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACCGC

CCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCAGG

CErrrrrrererrererr et e et ettt et et e
CCGGCCAAGAGTGCGTGGGCGGLCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCAGG
AsiSI site
CAGGGCTCT-GGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGCCAG
CErrrrrrr rrrrrrrrrrrerrrr et ettt ettt et e
CAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGLCCAG

AAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 214

FEEErrrrrrrrrrrrrrrrr e 1
AAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GGA-CT-CGGGCCGCGCCGCTT-CTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGLCA

FEErr rrrrrrrrrrrrrrr rerrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCA

CGTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTG

Frrrrrrerrrrrrrererrrrre et et et
CGTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTG

63

107

103

167

163

227

63

109

123

169

182

229

81

100

141

160



Query 142
Sbjct 161
Query 201
Sbjct 221
Clone#21
Query 24
Sbjct 42
Query 83
Sbjct 102
Query 143
Sbjct 160
Query 203
Sbjct 220
Clone#26
Query 28
Sbjct 48
Query 87
Sbjct 108
Query 147
Sbjct 168
Query 206
Sbjct 228
Clone#27
Query 25
Sbjct 47
Query 84
Sbjct 107

AsiSI site
AGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACC-GGGCCGGAGACGTGGCAGCCGCCCT 200
CErrrrrrererrererrerrererrrrrer et e ettt e
AGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCT 220
GCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 241

FErrrrrrrrrrrrrrrrrrrrrrrerrrrrrrreer
GCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC 82

FEErrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC 101

GTCACTCTGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGT 142

CEErr e rrrrrrrrerrrr et et r ettt et e
GTCAC-C-GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGT 159
AsiSI site
GAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCC 202
CErrrrrrererrerrrrrrrerrrr et ettt ettt e
GAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCC 219

TGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 244

FEErrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrer
TGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CGGGCCGCGCCGCTTCCTGGCT-CCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 86

FErrrrrrrrrrrrrrrrrrrr rerrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrre
CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 107

GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 146

CErrrrrrererrerrrrerrerrrr et ettt ettt e
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 167
AsiSI site
GGCAGGGCTCT-GGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGLCC 205
CErrrrrrerr rerrrrerrerrrr et et et ettt et e
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGCC 227

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 239

FEErrrrrrrrrrrrrrrrrrrrrrrrrrr
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCAC 83

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrre
CCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCAC 106

CGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGC 143

CErrrrrrererrerrrrerrerrrr et ettt ettt e
CGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGC 166
AsiSI site



Query 144
Sbjct 167
Query 203
Sbjct 226
Clone#28
Query 25
Sbjct 43
Query 84
Sbjct 103
Query 144
Sbjct 162
Query 204
Sbjct 222
Clone#33
Query 26
Sbjct 48
Query 85
Sbjct 108
Query 145
Sbjct 168
Query 205
Sbjct 228

AGGCAGGGCTCTGGGGCACCTAAAAAACGGGGGCCGAAAACTGGGAACCCCCCCTCCCCC

N e e e e e N e R
AGGCAGGGCTCTGGGGCACCTAGAGACCGGGG-CCGGAGACGTGGCAGCCGCCCTGCCCG

CCAAAAAGTTTCCTAAAAATTTGCTGGGCGC 232

FEE et re rrrrr et
CCAGAAAGTTTCCTAGAAGTTTGCTGGGCGC 256

ATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGLCCGCCCTGGCCACG

FErrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
ATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACG

TCACTCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGA

CErrrrrrrrrrrrrrrerrererr et ettt ettt e
TCAC-CGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGA
AsiSI site

GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTG

FErrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTG

CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 243

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCA-GGAACG

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrrr 0o
CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC

GCCGAGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCCATCTCGGAGCTGTGAGGCGCA

FEErrrrrrrrrrrrrrrrrrrrrrrrerrrrer e rer rrrrrrrrrrrrrre
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA

GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGLCCGLC

FEErrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrre
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCLCTGLCCGLC

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 238

FEErrrrrrrrrrrrrrrrrrrrrrrrrrr
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

202

225

83

102

143

161
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221

84

107

144
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+OHT/PW +

Clone#5
Query 1
Sbjct 42
Query 60
Sbjct 102
Query 120
Sbjct 162
Query 180
Sbjct 222
Clone#7
Query 26
Sbjct 42
Query 85
Sbjct 102
Query 144
Sbjct 162
Query 204
Sbjct 222
Clone#8
Query 29
Sbjct 48
Query 89
Sbjct 108

ML216

GATCTC-GGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAL

FEEErr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e
GATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC

GTCACCGCCCGGCCAAGAGTCGGTGGGCGG--GCGCG-GGGTGCGATCGCGGAACTGTGA

Crrrrerrererrereer et rerrerrr et rrrrrr e e e e
GTCACCGCCCGGCCAAGAGTGCGTGGGCGGLCGGCGCGCGGGTGCGATCGCGGAGCTGTGA
AsiSI site
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCTG
CErrrrrrererrerrrrerrererr et et ettt et e
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCTG

CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 219

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GATCTC-GGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGLCGGCCGCCCTGGCCAL

FEErrr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrr e
GATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC

GTCACCGCCCGGCCA-GAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGA

CErrrrrrererr et rrrrrerrrr et et et ettt e
GTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGA
AsiSI site
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCTG
CErrrrrrererrerrrrerrerrrr et ettt ettt e
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCTG

CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 244

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GCCCGGCCAAGAGTGCGTGGGCGGAGGCGCGCGGGTGCGATCGCGGAGCTGTGAGCGGCA

CErrrerrererrererrerrerr rerrererrerrrr et et rrr
GCCCGGCCAAGAGTGCGTGGGCGGLCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA
AsiSI site
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161

179

221

84

101

143

161

203

221

88
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Query 149
Sbjct 168
Query 209
Sbjct 228
Clone#12
Query 31
Sbjct 50
Query 90
Sbjct 110
Query 149
Sbjct 170
Query 209
Sbjct 230
Clone#13
Query 21
Sbjct 41
Query 78
Sbjct 101
Query 138
Sbjct 161
Query 198
Sbjct 221
Clone#17
Query 30
Sbjct 48
Query 89
Sbjct 108

GGTCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGC 208

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e
GG-CAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGLCCCGL 227

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 242

FEErrrrrrrrrrrrrrrrrrrrrrrrrrr
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GGGCGCGCCGCTTCCTGGCTCCCC-CCCTGCGCCGGCGGCCGCCCTGGCCACGTCACCGC 89

LErrrrrrrrrrrrrrrrrrerr rerrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACCGC 109

CCGGCCAAGAGGGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTG-GGCGCAGG 148

CErrrrrrerr rerrererrererr et ettt errer e et e
CCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCAGG 169
AsiSI site
CAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGCCAG 208
CErrrrrrerrrrerrrrrrrer e et ettt ettt r e
CAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGCCAG 229

AAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 240

FEEErrrrrrrrrrrrrrrrrr e 1
AAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GGA-CT-CGGG-CGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCA 77

FEErr rrrr rrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCA 100

CGTCACCGCCCGGCCAAGAGTGCTTGGGCGGGCGCG--CGGG-GCGATCGCGGAGCTGTG 137

Crrrrerrererrererrerrer reerrer e et et e
CGTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTG 160
AsiSI site
AGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCT 197
CErrrrrrererrerrrrerrerrrr et ettt ettt e
AGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCT 220

GCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 238

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrreer
GCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CGGG-CGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 88

FEEE rrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 107

GCCCGGCCAAGAG—====————————————— C-GGTGTGA-GGCGGAGCTGTGAGGCGCA 128

FEEErrrrrrrnd Frrrr tr rrrrrrrrrrrrrrrre
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 167



Query 129
Sbjct 168
Query 189
Sbjct 228
Clone#18

Query 26
Sbjct 43
Query 85
Sbjct 103
Query 145
Sbjct 163
Query 205
Sbjct 223
Clone#21

Query 34

Sbjct 51

Query 90

Sbjct 111
Query 150
Sbjct 171
Query 210
Sbjct 231
Clone#24

Query 23
Sbjct 42

Query 82

Sbjct 100

AsiSI site
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTGCCCGLe

FErrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCLCTGLCCGLC

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 222

FEErrrrrrrrrrrrrrrrrrr e e
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

ATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGLCCGCCCTGGCCALCG

FEErrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrre
ATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGLCCGCCCTGGCCALCG

TCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAG

CErrrrrrrrerrerrrrerrerrrr et ettt ettt et e
TCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAG
AsiSI site
GCTGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTG
Lot rrrrrrrrerrrrerrerrrr et et ettt et e
GC-GCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTG

CCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 243

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
CCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GCCGCGACGC-TCCTGGCT-CCC-CCCTGCGCCGGCGGCCGCCCTGGCC-CGTCACCGTC

FEEErr rer rerrrrer ree rerrrrrrrrrrrrrrrrrrrrrrr reerrrned
GCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACCGCC

CGGTCAATAGTGCGTGGGCGGTGGCGCGCGGGTGCTATCGCGGAGCTGTGAGGCGCAGGC

CEE e rrrrrerrrr et e rrrer et ettt e
CGGCCAAGAGTGCGTGGGCGGCGGLCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCAGGC
AsiSI site
AGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGLCCCCCCTTA
CErrrrrrrrerrerrrrrrrererrererrerrer ettt r e bl
AGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGLCCAGA

AAGTTTCCTAGAAGTTTGCTGGGCGC 235

FEEEEEErrrrrr et
AAGTTTCCTAGAAGTTTGCTGGGCGC 256

GATCTCCGGGGGCCGCGCCGCTTCCTGGCT-CCCACCCTGCGCCGGCGGCCGCCCTGGLC

FEErrrr rrrrrrrrrrrrrrrrrrrer rerrrrrrrrrrrrrrrrrrrrrrrr e
GATCTCC--GGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCC

ACGTCACCTGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTG

FEErrrrr rrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrre
ACGTCACC-GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTG
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Query 142
Sbjct 159
Query 202
Sbjct 219
Clone#27
Query 31
Sbjct 48
Query 91
Sbjct 108
Query 151
Sbjct 168
Query 210
Sbjct 227
1

Clone#28
Query 27
Sbjct 42
Query 86
Sbjct 102
Query 146
Sbjct 162
Query 205
Sbjct 222
Clone#31
Query 28
Sbjct 48
Query 87
Sbjct 108

AsiSI site
TGAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCC 201

FErrrrrrrrrrrrrrrrrrrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
TGAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCC 218

CTGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 244

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
CTGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 90

CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 107

GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 150

CErrrrrrererrrrrrrrrrerrrr et ettt et ettt e
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 167
AsiSI site
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGAAAAC-TGGCAGCCCCCCTGGLCCCCC 209
CErrrrrrererrererrerrererrerrrr et rrrrrrr e rrrrr
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTG-CCCGC 226

CAAAAA-TTTCCTAAAAATTTGCTGGGC 236

R R
CAGAAAGTTTCCTAGAAGTTTGCTGGGC 254

GATCT-CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC 85

FEEEE rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e
GATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCAC 101

GTCACCGCCCGGCCAAGAGTGCTTGGGCGGCGGCGCGC--GTGCG-TCGCGGAGCTGTGA 145

CErrrrrrererrrrerr et rrrrrrer ettt ettt e
GTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGA 161
AsiSI site
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCGGGAAAC-TGGGAGGCGCCCTG 204
Crrrrerrererrererrerrererrerrererrerer e e et v e
GGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTG 221

GCCGGCCGAAAGGTTTCTTGAAGTTTGGTGGGGGGGGGCG 244

A RN
CCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

CGGGCCGCGCCGCTTCCTGGCT-CCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 86

FEErrrrrrrrrrrrrrrrrrr rerrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrre
CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGTCACC 107

GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 146

CErrrrrrrrerrerrrrerrerrrr et ettt ettt et e
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA 167
AsiSI site



Query 147
Sbjct 168
Query 206
Sbjct 228
Clone#32
Query 20
Sbjct 40
Query 78
Sbjct 100
Query 138
Sbjct 160
Query 197
Sbjct 220
Clone#33
Query 25
Sbjct 44
Query 84
Sbjct 104
Query 144
Sbjct 164
Query 203
Sbjct 224
Clone#34
Query 27
Sbjct 48
Query 87
Sbjct 108

GGCAGGGCTCTGGGGCACCTAGAGACC-GGGCCGGAGACGTGGCAGCCGCCLCTGLCCCGLC

FEErrrrrrrrrrrrrrrrrrrrrrrr rerrrrrrrrrrrrrrrrrrerrrrrrrr e
GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGCCCTGCCCGCC

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 239

FEErrrrrrrrrrrrrrrrrrr e e
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GGGATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGLCGGCCGCCCTGGLC

FEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrre e
GGGATCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGLCGGCCGCCCTGGLC

ACGTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGT

CErrrrrrererrerrrrerrerrrr et ettt ettt e
ACGTCACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGT
AsiSI site
AGAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGLCCGLCC
CErrrrrrrrerrrrerrrrrererr et et r ettt et
—GAGGCGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGLCCGLCC

TGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 238

FErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrer
TGCCCGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

TCT-CGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCALCGT

FEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr e
TCTCCGGGCCGCGCCGCTTCCTGGCTCCCCACCCTGCGCCGGCGGCCGCCCTGGCCACGT

CACCGCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCG--TGCG-TCGCG-AGCTGTGAGG

Crrrrrrrererrererrerrererrerrererrerr e rrrer e
CACCGCCCGGCCAAGAGTGCGTGGGCGGLCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGG
AsiSI site
CGCAGGCAGGGCTCTGGGGCACCTAGAGACC-GGGCCGGAGACGTGGCAGCCGLCCCTGLC
CErrrrrrererrerrrrerrererrerrer rrrrrrr ettt e
CGCAGGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGGAGACGTGGCAGCCGLCCCTGLC

CGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG 240

FErrrrrrrrrrrrrrrrrrrrrrrrrrrerrer
CGCCAGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG 261

GCCCGGCCAAGAGTGCTTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA

FEErrrrrrrrrrrrr rerrrrrrrrrrerrrrrrrrrrrrrrrrrrrrrrrrrrr e
GCCCGGCCAAGAGTGCGTGGGCGGCGGCGCGCGGGTGCGATCGCGGAGCTGTGAGGCGCA
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163

202

223

86

107

146

167



Query

Sbijct
Query

Sbijct

147

168
207

228

GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCGAGAGACGTGGCAGCCGLCLCCTGLCCGL

206

GGCAGGGCTCTGGGGCACCTAGAGACCGGGGCCG-GAGACGTGGCAGCCGCCCTGCCCGL 227

AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGCGCG

FEErrrrrrrrrrrrrrrrrrrrrrrrrrr e
AGAAAGTTTCCTAGAAGTTTGCTGGGCGCGGGCG

240

261



