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Supplementary Figure 
Figure S4: Phylogenetic tree of phosphofructokinases (pfk) from our database of 612 Actinobacterial genomes showing the duplication event in the Streptomycineae between PfkA2 and PfkA3. Borodina et al., (2008) [J Biol Chem 283:25186–25199] studied PfkA2 in detail in their work. The bacterial families are indicated in the color code on the left.
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