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Supplementary Table 
Table S6: List of oligonucleotide primers used in this study 
	Gene
	Direction
	Sequence
	Use

	Tn5062
	Rv
	GAACTTCAGGGTCAGCTTGC
	Strain verification

	
	Fw
	CCTTCCAGACGAACGAAGAG
	

	SCO2014 (pyk1) 
	Fw
	GGTGACCCGTACACACACAG
	Insert for complementation

	
	Rv
	CATCTCCGTAGCCCGTAAAG
	

	SCO5423 (pyk2) 
	Fw
	GGGCTGAACGCCGTAC 
	

	
	Rv
	CATGTACACCGAGAGTATTTCG
	

	SCO7124 (aceE3)
	Fw
	CATCACACCTTCACCCAGTG
	

	
	Rv
	ATCTCGGTGTCCACCTTGTC
	

	SCO2014 (pyk1) 
	Fw
	CACCATGCGCCGAGCAAAGATC
	Insert for overexpression

	
	Rv
	TCACTTGGGAATGTCGTCCACCCC
	

	SCO5423 (pyk2) 
	Fw
	CACCATGCGCCGTTCGAAAATC
	

	
	Rv
	TCAGCCGCGCCGTGTCTC
	

	SCO2014 

C-term (pyk1)
	Fw
	CCATGGGTATGCGCCGTGCA 
	

	
	Rv
	GC GGC CGC CTT GGG AAT GTC 
	

	SCO2014

(pyk1)
	Fw
	CGACTCGTACGACCAGATCA
	qPCR

	
	Rv
	GTGGTAGCGCTCTTCGTGTT
	

	SCO5423

(pyk2)
	Fw
	ACCAGGTGCTCATCAACGAC
	

	
	Rv
	AGGTCCTCGACGTCCTTCTC
	

	SCO5820 (hrdB)
	Fw
	TGCTCTTCCTGGACCTCATC
	

	
	Rv
	GTGGCGTACGTGGAGAACTT
	

	pykF_mut

apr
	Up
	TCTCCCATCCTTCTCAACTTAAAGACTAAGACTGTCATGATTCCGGGGATCCGTCGACC
	E. coli mutant construction and verification

	
	Dn
	GCGCTTCGATATACAAATTAATTCACAAAAGCAATATTATGTAGGCTGGAGCTGCTTC
	

	Kan_Int
	Fw
	CCTGCAAAGTAAACTGGATG
	

	
	Rv
	CATGCTCTTCGTGCAGATCA
	

	pykA
	Fw
	TTGAAGCGGGTCAAAGAAGC
	

	
	Rv
	CGAAATCCAGCCGTATAAGC
	

	pykF
	Fw
	TTTCAGCGTATAATGCGCGC
	

	
	Rv
	AAAGAAGCATCGAACGCTGG
	

	pykF_flank
	Fw
	GGCACCACCACTTTCGTAAT
	

	
	Rv
	ATCAGGGCGCTTCGATATAC
	

	Apr_Int
	Rv
	TCGGTCAGCTTCTCAACCTT
	

	
	Fw
	ACCAACTTGCCATCCTGAAG
	

	P1_SCO2014 (pyk1)
	Fw
	aattcgctacccggcagtaagtcataggctcgactcatgattccggggatccgtcgacc
	Gene disruption 

	P2_SCO2014 (pyk1)
	Rv
	gccctcatggacgcccacgtcggccccaagtactgatcatgtaggctggagctgcttc
	

	P1_SCO5423 (pyk2)
	Fw
	tattccgcgccgaaacaaaccgataggatggcacccatgattccggggatccgtcgacc
	

	P2_SCO5423 (pyk2)
	Rv
	gggggccctcggcgcgtacgacggggaggggggcggtcatgtaggctggagctgcttc
	


