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Supplementary Table 
Table S4: Microbial strains used in this study with their genotype and origin
	Strain
	Genotype
	Reference

	E. coli Rosetta
	ompT hsdSB(rB- mB-) gal dcm (DE3) pRARE (CamR)
	Novagen® 

	E. coli OrigamiB
	ΔtrxB/gor  ΔlacZY 
	Novagen® 

	E. coli BW25113 pIJ790
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78  
	Datsenko and Wanner, 2000

	E. coli BW25113 
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78  
	this study

	E. coli BW25113 ΔpykA
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78  
	gift from Ian Henderson

	E. coli BW25113 ΔpykF
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78  
	gift from Ian Henderson

	E. coli BW25113 ΔpykAΔpykF
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78  
	this study

	E. coli BW25113 ΔpykA + pyk1
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78 pET100-TOPO-pyk1 
	this study

	E. coli BW25113 ΔpykA + pyk2
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78   pET100-TOPO-pyk2
	this study

	E. coli BW25113 ΔpykF + pyk1
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78   pET100-TOPO-pyk1
	this study

	E. coli BW25113 ΔpykF + pyk2
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78   pET100-TOPO-pyk2
	this study

	E. coli BW25113 ΔpykAΔpykF + pyk1 
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78   pET100-TOPO-pyk1
	this study

	E. coli BW25113 ΔpykAΔpykF + pyk2
	lacI+ rrnB T14  ΔlacZ WJI6 hsdR514 ΔaraBAD AH33 ΔrhaBAD LD78   pET100-TOPO-pyk2
	this study

	E. coli DH5α
	fhuA2 Δ(argF-lacZ)U169 phoA glnV44 Φ80 Δ(lacZ)M15 gyrA96 recA1 relA1 endA1 thi-1 hsdR17
	Grant et al., 1990

	E. coli ET12567/pUZ8002
	dam-13::Tn9 dcm-6 hsdM hsdR recF143, zij201::Tn10, galK2, galT22, ara14, lacYI, xylS, leuB6, thi-1, tonA31, rpsL136, hisG4, tsx78, mtli, glnV44, F-
	MacNeil et al., 1992

	S. coelicolor M145 A3(2)
	SCP1- SCP2-
	Kieser et al., 2000

	S. coelicolor sJH_02
	pyk1::Tn5062 (SCO2014)
	this study

	S. coelicolor sJH_06
	pyk2::Tn5062 (SCO5423)
	this study

	S. coelicolor Δpyk1 
	pyk1 replaced with Apr (pIJ773)
	this study

	S. coelicolor sJH10
	Δpyk1 + pIJ6902 (empty vector control)
	this study

	S. coelicolor sJH11
	Δpyk1 + pyk1 (complemented pIJ6902_pyk1)
	this study

	S. coelicolor sJH12
	Δpyk1 + pyk2 (complemented pIJ6902_pyk2)
	this study

	S. coelicolor Δpyk2
	pyk2 replaced with Apr (pIJ773)
	this study

	S. coelicolor sJH13
	Δpyk2 + pIJ6902 (empty vector control)
	this study

	S. coelicolor sJH14
	Δpyk2 + pyk1 (complemented pIJ6902_pyk1)
	this study

	S. coelicolor sJH15
	Δpyk2 + pyk2 (complemented pIJ6902_pyk2)
	this study

	S. coelicolor sJH16
	pyk1::Tn5062 + pIJ6902 (empty vector control)
	this study

	S. coelicolor sJH17
	pyk1::Tn5062 + pyk1  (complemented pIJ6902_pyk1)
	this study

	S. coelicolor sJH18
	pyk1::Tn5062 + pyk2 (complemented pIJ6902_pyk2)
	this study

	S. coelicolor sJH19
	pyk2::Tn5062 + pIJ6902 (empty vector control)
	this study

	S. coelicolor sJH20
	pyk2::Tn5062 + pyk1  (complemented pIJ6902_pyk1)
	this study

	S. coelicolor sJH21
	pyk2::Tn5066 + pyk2 (complemented pIJ6902_pyk2)
	this study

	S. coelicolor sJH25
	pyk2::Tn5066  (as for sJH_06 with Tn5062 replaced with hygromycin resistant Tn5066
	this study

	S. coelicolor sJH26
	WT M145 containing pIJ6902
	this study


