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Expanding primary metabolism helps generate the metabolic robustness to facilitate antibiotic biosynthesis in Streptomyces
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Figure S3: Fold change of activity in the presence of different effectors for Pyk1 (A) and Pyk2 (B) as well as detailed kinetics for AMP for both Pyk1 and Pyk2 (C). Legend: R5P = ribose-5-phosphate, ATP = adenosinetriphosphate, G6P = glucose-6-phosphate, FBP = fructose-bisphosphate.
