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Supplementary Table 
Table S5: List of plasmids that were used in this study

	Plasmid 
	Antibiotic marker
	Reference

	pET100_TOPO 
	Ampicillin
	Invitrogen

	pET15b
	Ampicillin
	Novagen

	pGEM-T-easy 
	Ampicillin
	Promega

	pIJ6902 
	Apramycin
	Huang et al., 2005

	pEX-K4-SCO2014s
	Kanamycin
	synthetic gene (MWG Eurofins)

	pJH01 (pET100_TOPO_SCO2014)
	Ampicillin
	this study

	pJH02 
(pET100_TOPO_SCO5423)
	Ampicillin
	this study

	pJH03 (pGEM_SCO2014)
	Ampicillin
	this study

	pJH04 (pGEM_SCO5423)
	Ampicillin
	this study

	pJH06 (pIJ6902_SCO2014)
	Apramycin, Thiostrepton
	this study

	pJH08 (pIJ6902_SCO5423)
	Apramycin, Thiostrepton
	this study

	pJH11 (pET15b_SCO2014s)
	Ampicillin
	this study 


