	Table S2. ESR1 mutants display similar ser-118 phosphorylation phenotypes in CRISPR and lentiviral-transduced cells.  

	Cell Line
	Avg. % S118 Phosphorylation

	
	- E2
	+ 20 pM E2

	Parental T47D
	3 ± 0.5
	27 ± 6.1

	WT-1 CRISPR
	2 ± 0.9
	25 ± 4.8

	Y537S-1 CRISPR
	28 ± 2.6
	28 ± 2.5

	Y537S-2 CRISPR
	27 ± 3.0
	27 ± 3.5

	D538G-1 CRISPR
	22 ± 2.7
	65 ± 3.5

	D538G-2 CRISPR
	21 ± 2.4
	88 ± 9.9

	WT-1 Lentiviral
	1 ± 0.2
	15 ± 1.6

	WT-2 Lentiviral
	2 ± 0.2
	18 ± 3.4

	Y537S-1 Lentiviral
	65 ± 1.6
	72 ± 1.0

	Y537S-2 Lentiviral
	63 ± 5.7
	75 ± 2.3

	D538G-1 Lentiviral
	13 ± 0.5
	39 ± 4.7

	D538G-2 Lentiviral
	27 ± 0.8
	55 ± 3.8

	Gel band intensity for each pERα-specific band was quantified using ImageJ densitometry software as described in the Materials and Methods section. The percentage of phosphorylated ER was calculated by determining the ratio of total pER band intensity to total ER band intensity in each lane. This table summarizes the average percentage of ser(118) phosphorylated ER calculated from 3 independent experiments, ± SEM.
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