Supplementary Table S4. Proteins in Arabidopsis thaliana that appear to match the AgWRKY proteins in celery by STRING.

	[bookmark: OLE_LINK110][bookmark: OLE_LINK111]Protein 
	Group
	Query sequence
	STRING Protein of  Arabidopsis
	Accession number
	Annotation
	Identity
	Bitscore

	AgWRKY15
	IIc
	MEKNNPDEIANKGGDQNINPTSAMTPAFSGEQIIPPVSSPPPTSIFDIHHDDIEKYHFMDMLIPQNYYFPPTSSVFDLLGSPPKDTMPPQPQQFSFAAAAVGDSSETALTPMTPNISSSISSSSNEVVNEDQISIKTGDQDDEAEQKPEQKNKRQITEPRLKKPKKPKQPRFAFMTKSDIDNLDDGYRWRKYGQKAVKNSPFPRNYYRCTSAGCGVKKRVERSSEDPTIVVTTYEGTHTHILPVNAPRGSTGIFPDSFTFRGLVSGIGGSGIGGIGGSLSSGIGTSFSSGIGGDMSVAAYNVGAMGSGGIGSGGSGSGANNLSNINVHYSTEQLAQYQNRMQQQYQQRPNYFMYNNPSLSSFNFGVANADAVAATTATAATIDSGSFSNRMLQDGQNLLPFNPNQQMTMFRDQGLLQDMVAPSQMKLEKKEDKN
	WRKY48

	AT5G49520.1
	WRKY DNA-binding protein 48; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	76%
	154

	AgWRKY16
	I
	MDMQGEKFEECWKFDEFDGMCEGVGSDMIVVKNESDFVKVEEEQDVKPSIAERRAVKTGFDAHKIDEVRFRGVASPVCSPSGRSGYLTIPAGISPTALLDSPVMLPNSQAAHSSPTTGTYQSPSFNNESMMQSAAGAADKDGDCDVSSSLSFKLAGLPCISELADKDLKVRTQEFRLGSAPPLDFKCPAKYLRETATDSCTTGSTAYAVNLSEDIFNVKSTALKRSRRANSESDQMSLFSETANGVDTEVSRLLEGQQREAYPPLETLRTSEDGYNWRKYGQKQVKGSEYPRSYYKCTQQNCQVKKKVERSLDGQITEIIYKGAHNHPKPQPSRRAILGCQFSPSETSAGIESTAHSINVEGGAVWRNFQLGFKDAKPDGRPDGLERTSSTSVLTEISDIFSHTRGKSMGAFESSGTPELSSTFASQDGDDEDGATQGSVSLDEDAEDGESESKRRRKDSCIIETNLSSRTTREPRIVVQIESEIDVLDDGYRWRKYGQKVVKGNPNPRSYYKCTSAGCPVRKHVERASNNLKSVITTYEGKHTHEVPAARNSSQGNSVTASLPSDHASNSQPTVSLSRTANAPKPEPPVPDIALHFERNPAARNNYMRPYVVGNLGADMKFGAPSLYQVKLPPLPNSMSYGSYLMNPDHTDGPAACSVSSVLPGYPFSLPMTIPGSANINQSGVDYNTNGKPMDSVHPFLDGHLSQNDLKLXPWVSQYQSEWCGL
	WRKY2
	[bookmark: OLE_LINK102][bookmark: OLE_LINK103]AT5G56270.1
	WRKY DNA-binding protein 2; Transcription factor. Regulates WOX8 and WOX9 expression and basal cell division patterns during early embryogenesis. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Required to repolarize the zygote from a transient symmetric state
	53%
	281

	AgWRKY19
	I
	MSSSFSDLLNSGTGDVNNKYGLGDRIAQRTGSGVPKFKSLPPPSLPISPPFVSPSSYFSIPPGLSPAELLDSPVLLSSNNILPSPTTGSFPYQAFNWKKDNNSNNQQEDVKQEQNHYSDFSFQTQTRPPTSSSKTIYPSQTTTMTTERQPWGYQGSAKNNVNSMVKSEFQQPLQSFSPEIATIQSNPQSGYQQDINQYNQPTQSVREQKRSEDGYNWRKYGQKQVKGSENPRSYYKCTYPSCPMKKKVERSIEGQITEIVYKGSHTHPKPQSTRRSSSVASASSQAIQVFNPQSNEIPDHSYGSHGTGQMDSAATPENSSISVGDDDFEQTSQKSKSGGDDFHEDEPDSKRWLVFLRGDGENEILSAPGNRTVREPRVVVQTTSDIDILDDGYRWRKYGQKVVKGNPNPRSYYKCTNPGCPVRKHVERAAHDLRAVITTYEGKHNHDVPAARGSGNHSLNRPMPTNAANNAPMAIRPSAISHPSNNTSINPISSLRQPSSKSQAPFTLEMLQSPGSFGFSGFGNSMVPYMNQTQQQNNDFSRTKEEPRDDTFLDSLLC

	WRKY33
	AT2G38470.1
	WRKY DNA-binding protein 33; Transcription factor. Interacts specifically with the W box (5'-TTGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Involved in defense responses. Required for resistance to the necrotrophic fungal pathogen B. cinerea (PubMed:17059405, PubMed:21990940). Regulates the antagonistic relationship between defense pathways mediating responses to the bacterial pathogen P. syringae and the necrotrophic pathogen B. cinerea (PubMed:17059405). Required for the phytoalexin camalexin synthesis following infection with B. cinerea. Acts as positive regulator of plant thermotolerance by partially participating in ethylene-response signal transduction pathway (PubMed:21336597). The DNA-binding activity of WRKY33 is increased by SIB1 and SIB2 (PubMed:21990940)
	57%
	349

	AgWRKY39
	IIc
	MSLNNIYNSHQVEDDASVQQNGSFLELMVSMGGPAAADIVSQDSSKRSTNPDHLSNSSNDGDENKDEKKKNKKCRYAFQTRSQVDILDDGYRWRKYGQKSVKNNKFPRSYYRCTNQGCNVKKQVQRLSRDDGVVVTTYEGMHSHPLERSTDNFENILTRMQIYHTTI

	WRKY75
	AT5G13080.1
	WRKY DNA-binding protein 75; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	85%
	169

	AgWRKY42
	IIb
	MAQGSGLSIDPSSSSHHHHPLHLFTSSDRTQDPSLRHRHKFKLESTPPYPMDCGEVSNVFSSIPVPPPPPPPATIQFPVNLNCTTTNHEHDQKHEHDRVFMSDEKRPVIDEMDFFASKKDDQDHNIAETDGHDDLRDALCGPQHFNVNTGLHLLTTNTSSDQSIVDDGISSNSGDKRVKNELAVLHAELERMNSENQRLKDLVDEVTNNYNNLQMHLMTFMQQQNQKAMDNDKVELDVEGGNKSKADQFVRQNSMRKMVPRQFIDGGGPNGETPDQEPSLSLSEGRDLSHSRISKQKQEDLLTENDSLNQGSQQWGGCSKVSRLSPSKEVDQATEATIRKARVSVRARSEAPMITDGCQWRKYGQKMAKGNPCPRAYYRCTMAAGCPVRKQVQRCAEDRTILITTYEGNHNHPLPPAAMAMASTTSSAARMLLSGSMPSADGLMNSNYLARTLLPCSSSMATISASAPFPTVTLDLTQSSNPLQLQRPQNQFQVQFGNPQQLPHSPEALLPQIFSQALNNQSKFSGPQKSSRDMEATTQLGKLGIPPMHNQAQPGTMADTVNALTSDPNFTAALAAAISSIFGGTSNANINTNSVANVTTSTSNNNSN

	WRKY6
	AT1G62300.1
	WRKY transcription factor 6; Transcription factor involved in the control of processes related to senescence and pathogen defense. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Activates the transcription of the SIRK gene and represses its own expression and that of the WRKY42 genes
	50%
	399

	AgWRKY44
	IIc
	MENKHQQIFYNTNVNTNQSSLPPFPGQQIINPPTHQASSSDIFDIPFNTESFGLAEMLRNRDFYFPTNTSIFDFGAPSSVVQLPGALQPQPEPFVPAPALGVTSQIINTHATPDSSSMNSSSSNETVTGDQISKQISHGLEEEKVQDKNKKLLKAKNMSTRKKKEHKFVFLTRTDIDNMDDGFRWRKYGQKAVKHSPFPRNYYRCTSDGCGVKKRVERSADDPSTVITTYEGTHNHVRPVIAPREDMGNYSKSSYAFFQSSSTIVGGRIGGGNFTSPMGGTSNLSNGISDGIVGGRVRANLRVVGGNDNNGINGGSIGGKLGRLTSGIGGSMASSFSGGIGGTGSSDLSSRINGIGGGDNSSTIGGIGVGNLSRGFGGRVVGVGGGIRANLSSATGGNFGNFNNGIRGGSNFGSFSRGMDGSFNDGIGGILGKLSSDSGGRMAGSFSCCPGGASGSINTDRISSCSGCFSYGLGGGNFISGIGSASGAIGGNFSTSNIGGGGGNFGSGFDSSFKGDAVEDIGGTPMIRDNAYNYTIAIGSTSIRSSENFDGGGIGGSAISGGADDINSPYSIDQLASHNQLASHKQHEEHYPNNS
	WRKY48
	AT5G49520.1
	WRKY DNA-binding protein 48; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	72%
	139

	AgWRKY45
	I
	MLKAHMVTSREGMPDAISADKYQQGENPDPVFHDRVSKQKEISPSVVHDKEEPDNLQQRQNPSEEVVTQEVSIDLVKSEKLLNNLKPVQSLDDVTDASQSNQDGSSLSMVHETEPVNLNQGHSYNSAMRTSESCQEGSSLSTIPLFELDNLMPSQSLGTVILTSKTTEHGTAPSAMPENVPDTLQQNQDPDTYLAVTQFDQEKPSLSMKQEKVLEKLPLRRNPDIGVQVLHSVQEGSPRSKLPEKPSEDGYNWRKYGQKLVRGNQFVRSYYKCTFLSCPAKKQVERTHEGNITNINCRGNHEHPKPQQSPQTTVPLQAKKPEKSSLTRSGDETTDVHKETSHQIVLIETPEPLRAEASINVTESPDSKSNKAKDRVDQDAEPDSKRRKRDSYTSDDNLSSASKTNGGSRIVIQSTSLVDIVNDGYRWRKYGQKLVKGNANPRSYYRCSNTGCPVKKHVERASHDPKVVITTYEGQHDHTMPSARTVTHNTTGADTNVNPQNGEAGPGTEGKEPPGLEMVVHVSAAE
	ZAP1
	AT2G04880.1
	WRKY transcription factor 1; Transcription factor. Binds to a 5'-CGTTGACCGAG-3' consensus core sequence which contains a W box, a frequently occurring elicitor-responsive cis-acting element
	39%
	232

	AgWRKY49
	IIc
	MENYPMLFLGSGTTPPNSSLGSTNNSTRSNNNNSFYNNPNGLFGMLRSDIHGSSTSSEAKDGADNSNGGSFQVTENDQGKKKKGDQKKAKKPRFAFQTRSQVDILDDGYRWRKYGQKAVKNNKFPRSYYKCTYQGCNVKKQVQRLSKDEGVVVTTYEGMHTHSIEKPTDNFEQILSDMKICPPTYN

	WRKY75
	AT5G13080.1
	WRKY DNA-binding protein 75; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	82%
	161

	AgWRKY51
	I
	MGGFNDHVTMAGDWMPPSPSPRSFFSSMLGDDVRSFPDLTSDNKGGTLFPPTSENNMAGNAEEKNNGGAGAGNNQSTDPGSSSEQKSSLRKGLSERMAARAGFSAPRLDTESIRPADLSQSSGMHSPYLTIPPGLSPTTLLDSPVFLSNSLVQPSPTTGKFPFASGGNGRSSIFKMEGPDKRKDDFFDNINSSAFAFKPAAESNPSLFLGAGAPSTLPRQSFPGTEISVQPGNSYMPQSVEPRKGNPQTGTTLHLQCDLSQKSTPKHTRIKLSPPLNEQQDVDAEQRVNGDTNVGNAPSEDGYNWRKYGQKQVKGSDYPRSYYKCTHQNCPVKKKVERSHEGHITEIIYKGAHNHPKPPPSRRSAVGSSNALNEMQLDIVEQGGPAVDGDLASTTMKRGTSAGASYWRHDNFEVTSSAAMGPEYGNNSSAVQVQGGAQFESGEQVDRSSTFSNDEDEERATHGSASIDYDGEEDESESKRRKVEAYATEVSGATRAIREPRVVVQTTSEVDILDDGYRWRKYGQKVVKGNPNPRSYYKCTNAGCTVRKHVERASHDLKSVITTYEGKHNHDVPAARNSSHINSGASNTAPSSAGASQSHVHRPQLSQLQNNMAQFERPRSVGSFGLPGRQQMGPSHGFGFGMNQPSLANLGMAGLGPNEGKMPVMPNHPFYGQPRPMSDMDFMLPKGEPKLEPMSEPSLNNSNGSSGYQQYMSRYPLGPQM
	WRKY2
	AT5G56270.1
	WRKY DNA-binding protein 2; Transcription factor. Regulates WOX8 and WOX9 expression and basal cell division patterns during early embryogenesis. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Required to repolarize the zygote from a transient symmetric state
	48%
	555

	AgWRKY56
	I
	MTSSLGDLLAQPNNDDFGSNWGFDNQKTKSFANSSLPFSPPPMVSSSANGTTNAQSFKEENQNFSDFSFPTQSRPASSTSSSFVPANTNLVEDSLKRKQGGWNFEEPAKKNDFLMDNASVQPDIGTLQRFSPEMTMNQANIQSNAALQSNVNNYAQSSQSSQTNRDQSKLDDGYNWRKYGQKQVKGSENPRSYYKCTYLNCPTKKKVETTFDGHITEIVYKGNHNHPKPQLTKRSSSQSYQNSIGTMPETSLLENGRSEAVTTPENSSLSFGEDDLFEQGSMNKPGDDDENEPDSKRWKGEYESNETMSSLGSRTVREPRIVVQTTSDIDILDDGYRWRKYGQKVVKGNPNPRSYYKCTQVGCPVRKHVERASHDLRAVITTYEGKHNHDVPAPRGSGSYPAVNRPSDNTTTAPTAIRPTTNYLNPLQNPRAQPANGQPPFTLEMLQRPRSYEFSGFGNSSNTYTINQNQQASGQFSTAKDEPDVDSFFDSFLA

	WRKY33
	AT2G38470.1
	WRKY DNA-binding protein 33; Transcription factor. Interacts specifically with the W box (5'-TTGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Involved in defense responses. Required for resistance to the necrotrophic fungal pathogen B. cinerea (PubMed:17059405, PubMed:21990940). Regulates the antagonistic relationship between defense pathways mediating responses to the bacterial pathogen P. syringae and the necrotrophic pathogen B. cinerea (PubMed:17059405). Required for the phytoalexin camalexin synthesis following infection with B. cinerea. Acts as positive regulator of plant thermotolerance by partially participating in ethylene-response signal transduction pathway (PubMed:21336597). The DNA-binding activity of WRKY33 is increased by SIB1 and SIB2 (PubMed:21990940)
	55%
	335

	AgWRKY57
	IIa
	MEYSSSFVDTSLDLNAKPLQLFSETPNNGALIEELNRVNTENKKLTEMLTVMCENYNTLRNNLTDYMNKNPESTKKRKSAERSSNTSCMIKNNASSAKNNDNSESCSTDEDHNSTKKPKVEHVKAKISRVYFRSEASDTTGLIVKDGYQWRKYGQKVTRDNPSPRAYFKCSYAPTCPVKKKVQRSIDDQSILVATYEGEHSHPQPAKVEHNDSSSKQCATPTSLPCSTSLNLSAPTLTLDMKKSKSITEDANRKTTTKKIDSPEFQQFLVDQMASSLTKDPSFKAALAAAISGKILQQNQQRNGEH
	WRKY40
	AT1G80840.1
	WRKY DNA-binding protein 40; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	53%
	309

	AgWRKY59
	IIb
	MFSINNSGRDTVASAPSGANPRVVIGELDFFSSRTTNDNHGHNVNYHVMDSSSVVIKQEKSHAEAQMDVNTRLHLQTANPESDQSIVDDGVSSKVADKLGATNELVQIQSELKRMVTENQRLRGMVSEVTNNYSALQMHIVTLMQQQNARAETTQELDEIPEEKINAQKNGSGDQGQIVPRQFLDLGPSTGSDNHCHSSSEERTQSGSDINNIELSNNGNRFYAIGKRLGREDSPQSESWNPNKAPKLIASSSSTPNPNQATEATMRKARVSVRARSESPMITDGCQWRKYGQKMAKGNPCPRAYYRCTMAVGCPVRKQVQRCADDRTILITTYEGTHNHPLPPAAMAMASXTIEPY

	WRKY6
	AT1G62300.1
	WRKY transcription factor 6; Transcription factor involved in the control of processes related to senescence and pathogen defense. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor-responsive cis-acting element. Activates the transcription of the SIRK gene and represses its own expression and that of the WRKY42 genes
	52%
	314

	AgWRKY67
	IIc
	MDDTHSVLYLGSSAGKPSSTMQSPHHGSISNNISSSNNFFINSSNGFSEGEIFHGSASSEIQGGNGGGMNFTGTNDRNDEVNVDAKQKNKNKKQRFAFQTRSQVDILDDGYRWRKYGQKAVKNNAYPRNYYKCTHQGCNVKKQVQRLDKDETVVVTTYEGVHTHSIAKPSDNFQQILSEMKIFPPC

	WRKY45
	AT3G01970.1
	WRKY DNA-binding protein 45; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	78%
	159

	AgWRKY69
	IIa
	MEYSSSFVDTSLDLNAKPLQLFSETPNNGALIEELNRVNTENKKLTEMLTVMCENYNTLRNNLTDYMSKNPESTKKRKSAERSSNTSCMIKNNASSAKNNDNSESCSTDEDHNSTKKPKVEHVKAKISRVYFRSEASDTTGLIVKDGYQWRKYGQKVTRDNPSPRAYFKCSYAPTCPVKKKVQRSIDDQSILVATYEGEHSHPQPAKVEHNDSSSKQCATPTSLPCSTSLNLSAPTLTLDMKKSKSITEDANRKTTTKKIDSPEFQQFLVDQMASSLTKDPSFKAALAAAISGKILQQNQQRNGEH

	WRKY40
	AT1G80840.1
	WRKY DNA-binding protein 40; Transcription factor. Interacts specifically with the W box (5'-(T)TGAC[CT]-3'), a frequently occurring elicitor- responsive cis-acting element (By similarity)
	53%
	307
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