	Suppl. Table 1: Genotyped SLC2A1 tag SNPs characteristics (NM_006516)

	rs number
	Chromosome position
	Gene position
	Function
	MAF (CEU)
	MAF (TSI)

	1.rs11537641
	43169001
	Exon 4
	Coding Synonymus
	A (0.230)
	A (0.170)

	2.rs3820546
	43170672
	Intron 2-3
	No-coding
	G (0.465)
	G (0.477)

	3.rs3820549
	43171063
	Intron 2-3
	No-coding
	G (0.364)
	NA

	4.rs12071418
	43171064
	Intron 2-3
	No-coding
	G (0.204)
	NA

	5.rs3768029
	43171574
	Intron 2-3
	No-coding
	T (0.496)
	T (0.460)

	6.rs841855
	43172763
	Intron 2-3
	No-coding
	A (0.263)
	NA

	7.rs3729548
	43172939
	Intron 2-3
	No-coding
	T (0.429)
	T (0.415)

	9.rs841853
	43174025
	Intron 2-3
	No-coding
	A (0.279)
	A (0.381)

	8.rs841847
	43175295
	Intron 2-3
	No-coding
	T (0. 242)
	NA

	10.rs12130264
	43179287
	Intron 2-3
	No-coding
	A (0.058)
	A (0.028)

	11.rs2086856
	43184846
	Intron 1-2
	No-coding
	G (0.409)
	NA

	12.rs710221
	43186787
	Intron 1-2
	No-coding
	A (0.363)
	A (0.409)

	13.rs2297976
	43188052
	Intron 1-2
	No-coding
	T (0.092)
	NA

	14.rs12407920
	43190368
	Intron 1-2
	No-coding
	T (0.119)
	T (0.108)

	SLC2A1, solute carrier family 2 facilitated glucose transporter member 1; SNP, single nucleotide polymorphism; MAF, minor allele frequency; CEU, Utah residents with ancestry from northern and western Europe population; TSI, Tuscan in Italy;
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	Suppl. Table 2: Allelic and genotype frequencies for SCL2A1 tag SNPs in healthy controls, in T2DM cases without DR or DN, in DR cases, in DN cases and in cases with DR and DN.

	SNPs
	Genotypes/
Alleles
	Healthy Controls
n=315
	T2DM Cases without DR or DN
n=107
	DR only Cases
n=39
	DN only Cases
n=31
	DR+DN
Cases 
n=99

	
	
	n (%)
	n (%)
	n (%)
	n (%)
	n (%)

	rs11537641
	
	
	
	
	
	

	Genotype
	A/A
	11 (0.04)
	4 (0.04)
	1 (0.03)
	0 (0)
	5 (0.05) 

	
	G/A
	94 (0.31)
	29 (0.28)
	8 (0.21)
	5 (0.17)
	29 (0.3)

	
	G/G
	203 (0.66)
	71 (0.68)
	29 (0.76)
	25 (0.83)
	64 (0.65)

	Allele 
	G
	500 (0.81)
	171 (0.82)
	66 (0.87)
	55 (0.92)
	157 (0.8)

	
	A
	116 (0.19)
	37 (0.18)
	10 (0.13)
	5 (0.08)
	39 (0.2)

	rs3820546
	
	
	
	
	
	

	Genotype
	A/A
	73 (0.24)
	24 (0.23)
	8 (0.22)
	9 (0.3)
	13 (0.14)

	
	G/A
	152 (0.49)
	51 (0.49)
	18 (0.5)
	13 (0.43)
	56 (0.58)

	
	G/G
	84 (0.27)
	30 (0.29)
	10 (0.28)
	8 (0.27)
	27 (0.28)

	Allele 
	G
	320 (0.52)
	111 (0.53)
	38 (0.53)
	29 (0.48)
	110 (0.57)

	
	A
	298 (0.48)
	99 (0.47)
	34 (0.47)
	31 (0.52)
	82 (0.43)

	rs3820549
	
	
	
	
	
	

	Genotype
	C/C
	158 (0.51)
	59 (0.56)
	21 (0.55)
	19 (0.63)
	49 (0.51)

	
	C/G
	131 (0.42)
	37 (0.35)
	13 (0.34)
	8 (0.27)
	36 (0.37)

	
	G/G
	23 (0.07)
	9 (0.09)
	4 (0.11)
	3 (0.1)
	12 (0.12)

	Allele 
	C
	447 (0.72)
	155 (0.74)
	55 (0.72)
	46 (0.77)
	134 (0.69)

	
	G
	177 (0.28)
	55 (0.26)
	21 (0.28)
	14 (0.23)
	60 (0.31)

	rs12071418
	
	
	
	
	
	

	Genotype
	C/C
	293 (0.96)
	105 (0.98)
	36 (0.92)
	29 (1)
	96 (0.98)

	
	C/G
	12 (0.04)
	2 (0.02)
	3 (0.08)
	0 (0)
	2 (0.02)

	
	G/G
	-
	-
	-
	-
	-

	Allele 
	C
	598 (0.98)
	212 (0.99)
	75 (0.96)
	58 (1)
	194 (0.99)

	
	G
	12 (0.02)
	2 (0.01)
	3 (0.04)
	0 (0)
	2 (0.01)

	rs3768029
	
	
	
	
	
	

	Genotype
	C/C
	81 (0.26)
	22 (0.22)
	11 (0.29)
	6 (0.2)
	31 (0.33)

	
	T/C
	146 (0.47)
	60 (0.59)
	17 (0.45)
	13 (0.43)
	54 (0.57)

	
	T/T
	83 (0.27)
	20 (0.2)
	10 (0.26)
	11 (0.37)
	10 (0.11)

	Allele
	C
	308 (0.5)
	104 (0.51)
	39 (0.51)
	25 (0.42)
	116 (0.61) 

	
	T
	312 (0.5)
	100 (0.49)
	37 (0.49)
	35 (0.58)
	74 (0.39)

	rs841855
	
	
	
	
	
	

	Genotype
	A/A
	5 (0.02)
	3 (0.03)
	2 (0.06)
	0 (0)
	6 (0.06)

	
	G/A
	85 (0.28)
	28 (0.27)
	4 (0.11)
	4 (0.14)
	28 (0.29)

	
	G/G
	217 (0.71)
	72 (0.7)
	30 (0.83)
	25 (0.86)
	63 (0.65)

	Allele 
	G
	519 (0.85)
	172 (0.83)
	64 (0.89)
	54 (0.93)
	154 (0.79)

	
	A
	95 (0.15)
	34 (0.17)
	8 (0.11)
	4 (0.07)
	40 (0.21)

	rs3729548
	
	
	
	
	
	

	Genotype
	C/C
	95 (0.31)
	32 (0.31)
	14 (0.38)
	10 (0.33)
	37 (0.39)

	
	C/T
	143 (0.47)
	54 (0.52)
	17 (0.46)
	11 (0.37)
	48 (0.51)

	
	T/T
	69 (0.22)
	18 (0.17)
	6 (0.16)
	9 (0.3)
	9 (0.1)

	Allele 
	C
	333 (0.54)
	118 (0.57)
	45 (0.61)
	31 (0.52)
	122 (0.65)

	
	T
	281 (0.46)
	90 (0.43)
	29 (0.39)
	29 (0.48)
	66 (0.35)

	rs841853
	
	
	
	
	
	

	Genotype
	A/A
	29 (0.09)
	13 (0.12) 
	5 (0.14)
	6 (0.21)
	12 (0.12)

	
	C/A
	129 (0.42)
	47 (0.45)
	16 (0.44)
	9 (0.31)
	55 (0.56)

	
	C/C
	149 (0.49)
	45 (0.43)
	15 (0.42)
	14 (0.48)
	31 (0.32)

	Allele 
	C
	427 (0.7)
	137 (0.65)
	46 (0.64)
	37 (0.64)
	117 (0.6)

	
	A
	187 (0.3)
	73 (0.35)
	26 (0.36)
	21 (0.36)
	79 (0.4)

	rs841847
	
	
	
	
	
	

	Genotype
	C/C
	176 (0.56)
	50 (0.48)
	19 (0.5)
	19 (0.63)
	37 (0.38)

	
	C/T
	110 (0.35)
	47 (0.45)
	14 (0.37)
	6 (0.2)
	49 (0.51)

	
	T/T
	26 (0.08)
	8 (0.08)
	5 (0.13)
	5 (0.17)
	11 (0.11)

	Allele 
	C
	462 (0.74)
	147 (0.7)
	52 (0.68)
	44 (0.73)
	123 (0.63)

	
	T
	162 (0.26)
	63 (0.3)
	24 (0.32)
	16 (0.27)
	71 (0.37)

	rs12130264
	
	
	
	
	
	

	Genotype
	C/C
	274 (0.89)
	97 (0.92)
	34 (0.89)
	27 (0.9)
	81 (0.83)

	
	C/T
	33 (0.11)
	9 (0.08)
	4 (0.11)
	2 (0.07)
	15 (0.15)

	
	T/T
	0 (0)
	0 (0)
	-
	1 (0.03)
	2 (0.02)

	Allele 
	C
	581 (0.95)
	203 (0.96)
	72 (0.95)
	56 (0.93)
	177 (0.9)

	
	T
	33 (0.05)
	9 (0.04)
	4 (0.05)
	4 (0.07)
	19 (0.1)

	rs2086856
	
	
	
	
	
	

	Genotype
	A/A
	141 (0.46)
	50 (0.47)
	19 (0.5)
	17 (0.57)
	45 (0.48)

	
	A/G
	141 (0.46)
	45 (0.42)
	14 (0.37)
	10 (0.33)
	35 (0.37)

	
	G/G
	23 (0.08)
	11 (0.1)
	5 (0.13)
	3 (0.1)
	14 (0.15) 

	Allele 
	A
	423 (0.69)
	145 (0.68)
	52 (0.68)
	44 (0.73)
	125 (0.66)

	
	G
	187 (0.31)
	67 (0.32)
	24 (0.32)
	16 (0.27)
	63 (0.34)

	rs710221
	
	
	
	
	
	

	Genotype
	A/A
	52 (0.17)
	13 (0.13)
	4 (0.11)
	6 (0.2)
	24 (0.25)

	
	G/A
	150 (0.5)
	52 (0.51)
	23 (0.64)
	15 (0.5)
	36 (0.38)

	
	G/G
	99 (0.33)
	37 (0.36)
	9 (0.25)
	9 (0.3)
	36 (0.38)

	Allele 
	G
	348 (0.58)
	126 (0.62)
	41 (0.57)
	33 (0.55)
	108 (0.56)

	
	A
	254 (0.42)
	78 (0.38)
	31 (0.43)
	27 (0.45)
	84 (0.44)

	rs2297976
	
	
	
	
	
	

	Genotype
	G/G
	188 (0.61)
	70 (0.67)
	24 (0.63)
	18 (0.6)
	63 (0.67)

	
	G/T
	113 (0.37)
	34 (0.32)
	13(0.34)
	9 (0.3)
	24 (0.26)

	
	T/T
	8 (0.03)
	1 (0.01)
	1 (0.03)
	3 (0.1)
	7 (0.07)

	Allele 
	G
	489 (0.79)
	174 (0.83)
	61 (0.8)
	45 (0.75)
	150 (0.8)

	
	T
	129 (0.21)
	36 (0.17)
	15 (0.2)
	15 (0.25)
	38 (0.2)

	rs12407920
	
	
	
	
	
	

	Genotype
	C/C
	264 (0.85)
	90 (0.84)
	32 (0.84)
	26 (0.87)
	76 (0.78)

	
	C/T
	40 (0.13)
	16 (0.15)
	6 (0.16)
	4 (0.13)
	22 (0.22)

	
	T/T
	5 (0.02)
	1 (0.01)
	0 (0)
	0 (0)
	0 (0)

	Allele 
	C
	568 (0.92)
	196 (0.92)
	70 (0.92) 
	56 (0.93)
	174 (0.89)

	
	T
	50 (0.08)
	18 (0.08)
	6 (0.08)
	4 (0.07)
	22 (0.11)

	SNP, single nucleotide polymorphism; DR, Diabetic retinopathy; DN, Diabetic nephropathy; T2DM, Type 2 diabetes mellitus; DR±DN, cases with diabetic retinopathy or diabetic nephropathy; DR+DN, cases with diabetic retinopathy and diabetic nephropathy; SLC2A1, solute carrier family 2 facilitated glucose transporter member 1; DR, diabetic retinopathy.





