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B. anthracis 1173 354 487 387 485 521 265 580 184 

B. melitensis 1004 368 308 443 446 185 495 149 

F. tularensis 1448 479 535 725 273 627 193 

Leishmania ssp. 1103 449 570 238 585 210 

L. monocytogenes 1388 668 350 836 213 

M. tuberculosis 1669 323 839 259 

Yersinia ssp. 674 366 166 

IFNγ 2395 680 

Mouse strain 601 

Supplemental table 3: Overlaps in genes regulated by each pathogen/stimulus. I.e., of the 

3,498 gene s in the macIPR gene-set, 1,173 are regulated in response to B. anthracis in at 

least one study and, of these, at least 487 are also regulated in at least one dataset using F. 

tularensis. Full details of which genes are regulated in which studies are given in 

Supplemental table 1.   


