
Supplementary Figure 1. Calculated core microbiome at phylum level (phylum appearing in all samples) for both C. quitensis and C. quitensis – D. antarctica rhizospheric soil samples.
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Supplementary Figure 2. Number of bacterial species present only in C. quitensis rhizospheric soil (Cq, N=101), only in C. quitensis – D. antarctica (Cq-Da) rhizospheric soil (N=113) and present in both conditions (N=183).
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Supplementary figure 3: Differential abundance of microbes, Cq vs Cq-Da.  




	
Library
	Raw reads 
	Filtered reads
	Aligned reads*
	% Aligned reads**

	Cq #1
	6,772,416
	5,626,210
	3,111,772
	55.31

	Cq #2
	6,727,696
	5,625,010
	3,140,812
	55.84

	Cq #3
	6,581,658
	5,509,238
	3,025,245
	54.91

	Cq-Da #1
	7,431,006
	5,914,154
	3,375,816
	57.08

	Cq-Da #2
	6,416,418
	5,168,350
	2,941,573
	56.92

	Cq-Da #3
	5,500,788
	4,382,772
	2,517,096
	57.43



[bookmark: _GoBack]Supplementary Table 1: Summary of rhizosphere sequenced libraries. Cq: C. quitensis rhizosphere. Cq-Da: C. quitensis – D. antarctica symbiosis. * = only bacterial reads considered. ** = % calculated based on Filtered read counts per library. 

	
Condition
	Assembly length
	# Contigs 
	N50
	Max contig length
	# Aligned contigs

	Cq 
	672,173,556bp
	1,013,395
	634bp
	53,144bp
	839,980

	Cq-Da
	465,470,257bp
	676,033
	664bp
	152,366bp
	598,467



Supplementary Table 2: Summary of metagenomics assemblies per condition. Cq: C. quitensis rhizosphere. Cq-Da: C. quitensis – D. antarctica symbiosis. 

	 
	 Cq 1
	 Cq 2
	 Cq 3
	 Cq+Da 1
	 Cq+Da 2
	 Cq+Da 3

	 Cq 1
	0
	 
	 
	 
	 
	 

	 Cq 2
	0.268
	0.00
	 
	 
	 
	 

	 Cq 3
	0.277
	0.085
	0.00
	 
	 
	 

	 Cq+Da 1
	0.595
	0.525
	0.534
	0.00
	 
	 

	 Cq+Da 2
	0.613
	0.501
	0.530
	0.189
	0.00
	 

	 Cq+Da 3
	0.632
	0.522
	0.555
	0.203
	0.146
	0.00



Supplementary Table 3: Matrix table of Bray-Curtis dissimilarity indices between samples. Indices were calculated by using microbial abundance patterns of genus-assigned reads in MEGAN6. Lower numbers indicate more similarity (i.e., not dissimilar) between samples. Cq: C. quitensis rhizosphere. Cq-Da: C. quitensis – D. antarctica symbiosis. 
Rhizosphere core microbiome

Rhizosphere core microbiome - Phylum level	Acidobacteria	Actinobacteria 	Bacteroidetes	Chloroflexi	Firmicutes	Gemmatimonadetes	Planctomycetes	Proteobacteria	Verrucomicrobia	464792	1749500	1229682	149649	189643	110245	160904	2365193	232493	Phylum
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