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	Target gene
	Primer name
	Sequence (5′-3′)
	Target locus tag

	1
	Hypothetical protein
	02660 F
	TTCGTGAGAACAAGGAACAGTT
	I592_02660

	
	
	02660 R
	TGATTCGTTCATCAAAGACATACA
	

	2
	Glyoxalase
	glyo F
	AAGATGTCCAAGCCTCAACG
	I592_03589

	
	
	glyo R
	CGCTTTGGCTTCTGACATC
	

	3
	Dihydrolipoyl dehydrogenase
	dld F
	TTGTCGCAACAGGTTCTCGT
	I592_01649

	
	
	dld R
	ATCGTCACTTCCGCACCAAG
	

	4
	Alpha-acetolactate decarboxylase
	aldB F
	GAAGCAGTGTCTGATGAGCAA
	I592_01868

	
	
	aldB R
	CGTGGAACAGCTCTGGTGTA
	

	5
	Pyruvate dehydrogenase E1 component subunit β
	pdhB F
	TATTCCGTGCAACTGAAGGTCT
	I592_01651

	
	
	pdhB R
	TTTCTGGAACTGGACGGAAG
	

	6
	Dihydrolipoamide acetyltransferase
	dlat F
	ACGAAGGAACCGTAGCGAA
	I592_01650

	
	
	dlat R
	TTGGTTCTGCTGCTGGTG
	

	7
	Acetolactate synthase
	als F
	GCTGTTTCAAGCTCTTGAGC
	I592_01869

	
	
	als R
	TCGGTAGTCATTACATTTGGATG
	

	8
	Pyruvate dehydrogenase (acetyl-transferring) E1
	pdhA F
	TGGAGACGATCCAACACGTTACC
	I592_01652

	
	
	pdhA R
	GTTTCGGTACACGGTCAGCATC
	

	9
	Small integral membrane protein
	simp F
	ACTACAAACTCCCAATTATTTTTGG
	I592_03691

	
	
	simp R
	CATAAATTCATCAAGTAGACCCGTT
	

	10
	Hypothetical protein
	02659 F
	GCAGAGATGCTCGTTGTATCC
	I592_02659

	
	
	02659 R
	TTAAGCGACGACCTTGTTCA
	

	11
	Spx/MgsR family transcriptional regulator 
	spx-p F
	GAGAGAAATATTGACCACGAGCCTT
	I592_03537

	
	(plasmid)
	spx-p R
	TCGAAAATAATTGGGCGTTTCACC
	

	12
	Spx/MgsR family transcriptional regulator 
	spx-c F
	ATTCTAGCATTGACCGAAACTG
	I592_02651

	　
	(chromosome)
	spx-c R
	GTCTCGTGGAATGAATTGATG
	　

	13
	UvrABC system protein B
	uvrB F
	CTTACGTGCCTTCTAGTGATACGT
	I592_01743

	
	
	uvrB R
	AGCAATTGATTTCGGTCCAT
	

	14
	UvrABC system protein A
	uvrA F
	GATCAATGGCGCACTGGACT
	I592_01742

	
	
	uvrA R
	AGCTAAACGGATACGTTGTGCTT
	



