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	Genus
	Control
	Daidzein
	SEM
	P

	Anaeroplasma
	0.169
	0.095
	0.033
	0.463

	Anaerovibrio
	0.243
	0.254
	0.085
	0.963

	Anaerovorax
	0.342
	0.280
	0.078
	0.550

	Azoarcus
	0.060
	0.000
	0.030
	0.423

	Bacteria_unclassified
	0.030
	0.028
	0.008
	0.787

	Bacteroidales_uncultured
	0.414
	0.229
	0.050
	0.123

	Bacteroides
	0.146
	0.095
	0.034
	0.622

	Bacteroidetes_unclassified
	0.034
	0.014
	0.006
	0.038

	BD2-2_norank
	0.019
	0.006
	0.005
	0.345

	Bifidobacteriaceae_uncultured
	1.196
	0.598
	0.431
	0.497

	Blautia
	0.158
	0.122
	0.053
	0.673

	Blvii28_wastewater-sludge_group
	0.002
	0.002
	0.001
	0.984

	Brevundimonas
	0.034
	0.002
	0.016
	0.418

	BS11_gut_group_norank
	9.747
	14.625
	2.044
	0.316

	BS5_norank
	0.076
	0.052
	0.027
	0.450

	Butyrivibrio
	2.047
	1.397
	0.367
	0.419

	Caldicoprobacter
	0.002
	0.002
	0.001
	0.985

	Candidate_division_SR1_norank
	0.050
	0.039
	0.010
	0.716

	Candidate_division_TM7_norank
	0.006
	0.004
	0.003
	0.854

	Candidatus_Captivus
	0.036
	0.026
	0.011
	0.685

	Candidatus_Saccharimonas
	0.374
	0.210
	0.049
	0.143

	Christensenellaceae_uncultured
	1.068
	0.939
	0.186
	0.782

	Coprococcus
	0.002
	0.013
	0.005
	0.310

	Corynebacterium
	0.046
	0.016
	0.009
	0.016

	Defluviitaleaceae_uncultured
	0.041
	0.014
	0.008
	0.103

	Desulfovibrio
	0.214
	0.121
	0.042
	0.306

	Elusimicrobium
	0.021
	0.057
	0.024
	0.582

	EMP-G18_norank
	0.020
	0.010
	0.007
	0.517

	Erysipelotrichaceae_uncultured
	1.211
	0.466
	0.396
	0.456

	Faecalibacterium
	0.067
	0.041
	0.021
	0.691

	Family_XIII_incertae_sedis
	0.015
	0.015
	0.003
	0.888

	Family_XIII_uncultured
	0.107
	0.067
	0.014
	0.350

	Fibrobacter
	0.951
	0.166
	0.317
	0.325

	Gastranaerophilales_norank
	0.575
	0.490
	0.104
	0.714

	GR-WP33-58_norank
	0.070
	0.017
	0.015
	0.124

	Kocuria
	0.014
	0.000
	0.007
	0.423

	Lachnospiraceae_incertae_sedis
	0.467
	0.564
	0.074
	0.420

	Lachnospiraceae_unclassified
	0.737
	0.485
	0.105
	0.068

	Lachnospiraceae_uncultured
	1.765
	1.545
	0.318
	0.838

	Lactobacillus
	0.026
	0.024
	0.016
	0.423

	Leucobacter
	0.002
	0.035
	0.017
	0.423

	Marinilabiaceae_uncultured
	0.038
	0.034
	0.005
	0.819

	Marvinbryantia
	0.018
	0.015
	0.005
	0.805

	mitochondria_norank
	0.060
	0.023
	0.018
	0.409

	Moryella
	0.009
	0.006
	0.003
	0.686

	Mycoplasmataceae_uncultured
	0.022
	0.036
	0.008
	0.596

	Oligosphaeraceae_norank
	0.065
	0.016
	0.017
	0.237

	OPB35_soil_group_norank
	0.092
	0.141
	0.052
	0.731

	Oscillospira
	0.505
	0.139
	0.227
	0.364

	Papillibacter
	0.153
	0.098
	0.021
	0.205

	PeH15_norank
	0.073
	0.019
	0.023
	0.107

	Peptococcaceae_uncultured
	0.040
	0.020
	0.009
	0.219

	PL-11B10_norank
	0.076
	0.050
	0.017
	0.585

	Prauserella
	0.063
	0.004
	0.029
	0.421

	Prevotella
	33.719
	37.410
	4.065
	0.036

	Prevotellaceae_norank
	0.061
	0.068
	0.021
	0.895

	Prevotellaceae_unclassified
	0.139
	0.082
	0.033
	0.435

	Prevotellaceae_uncultured
	4.663
	2.501
	0.758
	0.088

	probable_genus_10
	0.064
	0.031
	0.010
	0.067

	Pseudobutyrivibrio
	3.772
	3.381
	0.845
	0.698

	Pseudomonas
	0.088
	0.028
	0.027
	0.429

	Pyramidobacter
	0.087
	0.018
	0.035
	0.414

	RC9_gut_group
	9.606
	15.645
	1.422
	0.019

	RF16_norank
	1.367
	0.909
	0.144
	0.168

	RF9_norank
	0.125
	0.106
	0.022
	0.782

	RFP12_gut_group_norank
	0.325
	0.348
	0.094
	0.921

	Rikenellaceae_unclassified
	0.095
	0.141
	0.021
	0.175

	Roseburia
	0.054
	0.068
	0.026
	0.450

	Ruminobacter
	0.361
	0.553
	0.205
	0.085

	Ruminococcaceae_incertae_sedis
	0.385
	0.206
	0.079
	0.401

	Ruminococcaceae_unclassified
	0.348
	0.241
	0.049
	0.403

	Ruminococcaceae_uncultured
	7.621
	3.503
	1.014
	0.028

	Ruminococcus
	1.806
	1.519
	0.195
	0.511

	S24-7_norank
	0.927
	0.510
	0.149
	0.253

	Saccharofermentans
	0.746
	0.428
	0.119
	0.240

	Saccharopolyspora
	0.004
	0.002
	0.002
	0.723

	Schwartzia
	0.234
	0.182
	0.055
	0.721

	SHA-109_norank
	0.550
	0.306
	0.151
	0.307

	Spirochaeta
	0.200
	0.054
	0.056
	0.196

	Spirochaetaceae_norank
	0.019
	0.008
	0.004
	0.020

	Staphylococcus
	0.043
	0.008
	0.011
	0.131

	Streptococcus
	0.041
	0.024
	0.012
	0.446

	Succiniclasticum
	2.577
	1.590
	0.512
	0.287

	Succinimonas
	0.667
	0.110
	0.313
	0.464

	Succinivibrio
	0.864
	1.736
	0.533
	0.093

	Succinivibrionaceae_uncultured
	2.369
	2.508
	0.838
	0.939

	Synergistaceae_unclassified
	0.150
	0.067
	0.055
	0.401

	Synergistes
	0.169
	0.107
	0.059
	0.549

	Syntrophococcus
	0.017
	0.004
	0.005
	0.329

	Thalassospira
	0.111
	0.035
	0.040
	0.473

	Treponema
	0.535
	0.270
	0.081
	0.105

	vadinBB60_norank
	0.059
	0.105
	0.025
	0.437

	vadinBC27_wastewater-sludge_group
	0.010
	0.002
	0.005
	0.552

	Veillonellaceae_unclassified
	0.048
	0.026
	0.025
	0.423

	Veillonellaceae_uncultured
	0.405
	0.397
	0.131
	0.931

	Victivallis
	0.631
	0.961
	0.343
	0.751

	0319-6G20_norank
	0.118
	0.035
	0.036
	0.264



