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Suppl. Table 1: Distribution of the analyzed primary and metastatic tissue of the 23 patients in the western blot study.

Suppl. Table 2: Distribution of the analyzed primary and metastatic tissue of the 18 patients in the immunohistochemistry study.

Suppl. Fig. 1: Treatment response of GEP-NEN cell lines to nutlin-3 treatment. BON, QGP-1, LCC-18 and KRJ-I cell lines were treated with nutlin-3, siomycin A 
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 and everolimus for 24 and 72 hours. Only KRJ-I cells responded to the treatment.

Suppl. Fig 2: KEGG pathview visualization of altered gene expression of cell cycle related genes after 60h nutlin-3a treatment. A high number of positive cell cycle regulators (such as MCM genes, genes of CDKs and cyclins) was downregulated (green) after nutlin-3a treatment. The upregulation (red) of MDM2, GADD45 and CDKN1A (p21) demonstrate a typical p53 response. Grey indicates no differential expression; white denotes the gene is not included in the panel.
Suppl. Table 3: All significantly altered transcripts after 60h nutlin-3a 5µM treatment. Associated Pathways: STAT, PI3K, RAS, MAPK, Wnt, Notch, TGFB, DNA repair, Apop=apoptosis, TXmisReg=transcriptional misregulation, CC=cell cycle, TGFB=TGF-beta, ChromMod= chromatin remodeling, HH=Hedgehog; bolded genes indicate a FDR<0.05.
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