S2 Table: ND7 5’ most gRNA populations and predicted mRNA sequences generated.

A. ND7 Form A Predicted mRNA Sequence R:rz‘::;g
M I S I I L C Y F W ST
M T T W ST M L F L VVF LHTLTZYU®RTEFTTFG P Q
AUGACUACAUGAUAAG(IJIiuIl$1iu|1v.|1uv.llg-lli?_lllv.lﬂiluv.|1v.|1v.|1u(I.-‘-(I.-‘-uPiA?lllv.|1uv.lluv.llv.llPiA(I.‘Jiu.llv.llv.ll?v.lﬂinllCGuuuuACAuuuG*GUCCACAG ORF
+UAUAGUAAGAUGCAAUGAAAGCCGUCAAGAGAAUGUAAACAUAUAAA
Cell Line gRNA Sequence Reads
EATRO 164 BS AAATATACAAATGTAAGAGAACTGCCGAAAGTAACGTAGAATGATATY 20487
TREU 927 PC AAATATACAAATGTAAGAAAACTATCGAGAGTGATGTAGAATGATATY 10537
TREU 667 PC AAATATACAAATGTAAGAAAACTATCGAGAGTGATGTAGAATGATAT, 787
B. ND7 Form B Predicted mRNA Sequence R;Z::';g
M T T W ¥ S I I L C Y F W ST
M I ST M L F L VVF LHTLTZYU RTEFTTFG P Q
AUGACUACAUGAUAUAGUAuUCAuuuuAuGuuAuuuuuGGuAGuuuuuuuACAuuuGuUAUCGuUUUUACAUUUG*GUCCACAG ORF
(N N R N RN R R R R R R R RN
+UAUUAUAGUAAGAUGCAAUGAAAGCCGUCAAGAGAAUGUAAACAUAUAAA
Cell Line gRNA Sequence Reads
EATRO 164 BS | AAATATACAAATGTAAGAGAACTGCCGAAAGTAACGTAGAATGATATTATY 35079
TREU 927 PC AAATATACAAATGTAAGAAAACTATCGAGAGTGATGTAGAATGATATTATY 38432
TREU 667 PC AAATATACAAATGTAAGAAAACTATCGAGAGTGATGTAGAATGATATTATY 4365
. Reading
C.ND7 Form C Predicted mRNA Sequence o
M T T W ST
M I s T FMTULF LV V FLUHTILTZYUZ RTETTFG P Q
AUGACUACAUGAUAAGUACIinilTT}'\u_GquiluviniluvilGGuIix?uuviluvinilﬁ(ii?vil a ?vﬁ’s?(ll??uuuACAuuuG*GUCCACAG ORF
JUAAAUGUAGUGAAGAUUGUCGGAGAAAUGUAAACAUAGCAUAUACA
Cell Line gRNA Sequence Reads
TREU 927 PC ACATATACGATACAAATGTAAAGAGGCTGTTAGAAGTGATGTAAAT 75654
. Readi
D. ND7 Form D Predicted mRNA Sequence ;Z:':;g
M T T W ST
M I I VS FMULT FTLVJVFTILHTILTYT®RTEFTTFG P Q
AUGACUACAUGAUAIixlillilGII.lIilv.Il$1i\ ITgI-\_llzgllzﬁuullzullzcl;GﬁtI;u?l v.llvin.ll?(i??vin.ln.lltl;‘-v.ll??CGuuuuACAuuuG*GUCCACAG ORF
+UAAUAUAGUGAAUAUAAUGGAGACUAUCGAAGAAAUGUAAACAUAUAAA
Cell Line gRNA Sequence Reads
EATRO 164 PC AAATATACAAATGTAAAGAAGCTATCAGAGGTAATATAAGTGATATAATY 240
TREU 927 PC ATATACACAAATGTAAAGAGACTATCGAGAGTGACATAAGTGATATAATY 477
TREU 667 PC AAATATACAAATGTAAAGAAGCTATCAGAGGTAATATAAGTGATATAATY 1152
E. ND7 Form E Predicted mRNA Sequence R:r:(:r":g
M T T W ST
M I M T F F MTULF L V V FLHTILTZYTZ RTEFTTF G P Q
AUGACUACAUGAUAAuUG*ACAuuuuuuAuGuuAuuuuuGGuAGuuuuuuuACAuuuGuAuUCGuuuuACAUUUG*GUCCACAG ORF
(N N RN N A RN A A RN R AR NN
WUAU-UAUAGGGAAUACGGUGAGAGUUAUCAGAGAAAUGUAAAUAAUAUA
Cell Line gRNA Sequence Reads
EATRO 164 PC ATATAATAAATGTAAAGAGACTATTGAGAGTGGCATAAGGGATATTAT, 765




Reading

F.ND7 Form F Predicted mRNA Sequence E—
M T T W ST
M I S T FMTULF LV V FLUHTLTZYUZ RTEFTFG P Q
AUGACUACAUGAUAAGUACAuuuAuGuuAuUuuuuUGGUAGuuuuuuuACAuUuUUGUAUCGUUUUACAUUUG*GUCCACAG ORF
(N N N N N R R R E R
JUAAAUGUAGUGAAGAUUGUCGGAGAAAUGUAAACAUAGCAUAUACA
Cell Line gRNA Sequence Reads
TREU 667 PC ACATATACGATACAAATGTAAAGAGGCTGTTAGAAGTGATGTAAATy 6623
. Readi
G. ND7 Form G Predicted mRNA Sequence ;Z:':;g
M T T W Y S I I YV I F G S PFFTT FV VST FZYTITW S T A
AUGACUACAUGAUAUAGUAUCAuuuAuGuuAuuuuuGGuAGuuuuuuuACAuuuGuUAUCGuUuUuuACAUuUuUG*GUCCACAG
UL s DETE s el bees LEEE= = 0nnTInll ] AREZ
WUAUUAUAGUGAAUACGGUGAGAGUUAUCAGAGAAAUGUAAAUAAUAUA
Cell Line gRNA Sequence Reads
EATRO 164 PC ATATAATAAATGTAAAGAGACTATTGAGAGTGGCATAAGTGATATTATy 100761
EATRO 164 BS ATATAATAAATGTAAAGAGACTATTGAGAGTGGCATAAGTGATATTATy 354
H. ND7 Form H Predicted mRNA Sequence R::::;g
M T T W ST
M I S T F YV ITFGS ST FTFTT FV ST F Y IW S TA
AUGACUACAUGAUAAGUACAuuuuAuGuuAuuuuuGGuAGuuuuuuuACAuUuuUGuUAUCGUUUuUACAUUUG*GUCCACAG ARF +2
(AR R N RN R R R R R R RN
WUAAGAUGCAAUGAAAGCCGUCAAGAGAAUGUAAACAUAUAAA
Cell Line gRNA Sequence Reads
EATRO 164 BS AAATATACAAATGTAAGAGAACTGCCGAAAGTAACGTAGAATY 402
. ND7 Form | Predicted mRNA Sequence R::::;g
M T T W ST
M I S TM L F L V V FTT FUV ST F VY TITW S TA
AUGACUACAUGAUAAGUACAAuG?uJiqulzullzuGcl;ﬁGuTllmﬁtl:?u ¥ G1|11|u|1c|:G ; ﬁﬁ(fﬁﬁG*GUCCACAG ARF +2
WUAUAGUAAGAGUCAUUGAAGAUGUGAGUAUAGUAAAAUGUAAAAUAUA
Cell Line gRNA Sequence Reads
TREU 667 PC ATATAAAATGTAAAATGATATGAGTGTAGAAGTTACTGAGAATGATATy 12929
J. ND7 FormJ Predicted mRNA Sequence R:rz‘::;g
M T T W ST
M I s TF I VI F G S FFTT FV S TF VY IW S TA
AUGACUACAUGAUAAGUACIinil1i1lilAuuGv.|1u]i\uv.|1v.|1uv.|1GGuPiA(I.-‘-uullluvilvilﬁ(fii;vilvilvil?ﬁtll(f?vimuuACAuuuG*GUCCACAG ARF +2
JUAAAUAGUAGUGAAGAUUGUCGGAGAAAUGUAAACAUAGCAUAUACA
Cell Line gRNA Sequence Reads
TREU 927 PC ACATATACGATACAAATGTAAAGAGGCTGTTAGAAGTGATGATAAATY 251

Figure 2 (extended data): Predicted alternative editing of the 5’ end of ND7.




