S3 Table: RPS12 5’ most gRNA populations and predicted mRNA sequence generated.

A. RPS12 Form A Predicted mRNA Sequence R::::;g
M w F L Y G CCULTUR F V L F V
R T T T S T T T oI T STy foenctGuauuGuauuAuanGy ORF
L UAUAUAGUUAGAAGAUGCAUGUACU-AGAAGUAUAC-CAACAACAUAUA
Cell Line gRNA Sequence Reads
EATRO 164 PC ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATy 12531
EATRO 164 BS ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATy 1663
TREU 927 PC ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATy 505
TREU 667 PC ATATACAACAACCATATGAAGATCGTGTACGTAGAAGATTGATATATY 936
B. RPS12 Form B Predicted mRNA Sequence R:::‘:g
M w F L Y G CCULTZR F V L F V
CAAACUAAAGUAAuAAAuuuuGuuuuuuuuGCGuAuGuGA*UUUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu
DULUUL s dzzecl 0l LD qTTnlel s0:tiitzl [II111 ORF
L UAUUUAGAGUGGAAGAGACGUAUACAUU-GAAGACAUGC-CAACAAAUA
Cell Line gRNA Sequence Reads
EATRO 164 PC ATAAACAACCGTACAGAAGTTACATATGCAGAGAAGGTGAGATTTATy 2218
TREU 927 PC ATAAACAACCATACAGAAGTTACATATGCAGAGAAGGTGAGATTTATy 300
TREU 667 PC ATAAACAACCGTACAGAAGTTACATATGCAGAGAAGGTGAGATTTATy 3834
C. RPS12 Form C Predicted mRNA Sequence R::::;g
M W F CM V V V Y V L F Y L F
CAAACUAAAGUAAAAAGuuuuuuuuuuuuGCGuAuGuGA**UUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu
AR ILEIIREIN ARF +1
NUUUUAGAGAGAGAAAGUGCAUAUACU— -AAGACAUAC-CAAUAUAUA
Cell Line gRNA Sequence Reads
EATRO 164 BS ATATATAACCATACAGAATCATATACGTGAAAGAGAGAGATY 144
D. RPS12 Form D Predicted mRNA Sequence R::::;g
M L F F F R M W F CM V V V Y V L F Y L F
CAAACUAAAGUAuuAuAuAAuGuuGuuuuuuuuuCGuAuGuGA**UUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu
RN EIRE IR ARF +1
NUGAUAUAUUAUAGUAAAGAGAGAGUAUAUGCU— -AAAACAUAC-CAACAAGAUAUA
Cell Line gRNA Sequence Reads
TREU 927 PC ATATAGAACAACCATACAGAAATCGTATATGCGAGAGAAATGATATTATATY 22
E. RPS12 Form E Predicted mRNA Sequence R::::;g
M W F CM V V V Y V L F Y L F
CAAACUAAAGUAAuuuAAAuUUUUGUUUUUUUUGCGUAUGUGA * *UUUUGUAUG* GuuGuuGuuuAC*GuuuuGuuuuAuuuGu
DULLULE s s 00z CUTIRNE L ntil 11s ARF +1
WUAAAUUUAGAGUAGAGAAAGUGCAUAUACU--AAGACAUAC-CAAUAUAUA
Cell Line gRNA Sequence Reads
TREU 667 PC ATATATAACCATACAGAATCATATACGTGAAAGAGATGAGATTTAAATY 2664




