
S3	Table:	RPS12	5’	most	gRNA	populations	and	predicted	mRNA	sequence	generated.	
		A.		RPS12	Form	A																																																Predicted	mRNA	Sequence	 Reading	

Frame	
                               M  W   F  L  Y  G   C  C  L  R   F  V  L  F  V  
CAAACUAAAGUAAuAuAuuAGuuuuuuGCGuAuGuGA*UUUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu 
            ||||||:|:|:||:|:||||::||| |:||::|||| |||||||| 
            NUAUAUAGUUAGAAGAUGCAUGUACU-AGAAGUAUAC-CAACAACAUAUA 

ORF	

Cell	Line	 gRNA	Sequence	 Reads	
EATRO	164	PC	 ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATN 12531	
EATRO	164	BS	 ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATN 1663	
TREU	927	PC	 ATATACAACAACCATATGAAGATCATGTACGTAGAAGATTGATATATN 505	
TREU	667	PC	 ATATACAACAACCATATGAAGATCGTGTACGTAGAAGATTGATATATN 936	
	
B.		RPS12	Form	B																																															Predicted	mRNA	Sequence	 Reading	

Frame	
                                  M  W   F  L  Y  G   C  C  L  R   F  V  L  F  V  
CAAACUAAAGUAAuAAAuuuuGuuuuuuuuGCGuAuGuGA*UUUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu 
            ||||||:|::::||:|:|||:|||||:| :||:||||:| |||||| 
            NUAUUUAGAGUGGAAGAGACGUAUACAUU-GAAGACAUGC-CAACAAAUA 

ORF	

Cell	Line	 gRNA	Sequence	 Reads	
EATRO	164	PC	 ATAAACAACCGTACAGAAGTTACATATGCAGAGAAGGTGAGATTTATN 2218	
TREU	927	PC	 ATAAACAACCATACAGAAGTTACATATGCAGAGAAGGTGAGATTTATN 300	
TREU	667	PC	 ATAAACAACCGTACAGAAGTTACATATGCAGAGAAGGTGAGATTTATN 3834	
	
C.		RPS12	Form	C																																															Predicted	mRNA	Sequence	 Reading	

Frame	
                                 M  W    F  C  M   V  V  V  Y   V  L  F  Y  L  F 
CAAACUAAAGUAAAAAGuuuuuuuuuuuuGCGuAuGuGA**UUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu 
             |||:|:|:|:|:|||::|||||:|||  ||:|||||| |||:| 
             NUUUUAGAGAGAGAAAGUGCAUAUACU--AAGACAUAC-CAAUAUAUA 

ARF	+1	

Cell	Line	 gRNA	Sequence	 Reads	
EATRO	164	BS	 ATATATAACCATACAGAATCATATACGTGAAAGAGAGAGATN 144	
	
D.		RPS12		Form	D																																														Predicted	mRNA	Sequence	 Reading	

Frame	
                   M  L  F  F  F  R  M  W    F  C  M   V  V  V  Y   V  L  F  Y  L  F 
CAAACUAAAGUAuuAuAuAAuGuuGuuuuuuuuuCGuAuGuGA**UUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu 
           |:||||||||:|::|||:|:|:||:|||::||  ||||||||| |||||| 
           NUGAUAUAUUAUAGUAAAGAGAGAGUAUAUGCU--AAAACAUAC-CAACAAGAUAUA 

ARF	+1	

Cell	Line	 gRNA	Sequence	 Reads	
TREU	927	PC	 ATATAGAACAACCATACAGAAATCGTATATGCGAGAGAAATGATATTATATN 22	
	
E.		RPS12		Form	E																																												Predicted	mRNA	Sequence	 Reading	

Frame	
                                    M  W    F  C  M   V  V  V  Y   V  L  F  Y  L  F 
CAAACUAAAGUAAuuuAAAuuuuGuuuuuuuuGCGuAuGuGA**UUUUGUAUG*GuuGuuGuuuAC*GuuuuGuuuuAuuuGu 
            ||||||||:|::|:|:|||::|||||||||  ||:|||||| |||:| 
            NUAAAUUUAGAGUAGAGAAAGUGCAUAUACU--AAGACAUAC-CAAUAUAUA 

ARF	+1	

Cell	Line	 gRNA	Sequence	 Reads	
TREU	667	PC	 ATATATAACCATACAGAATCATATACGTGAAAGAGATGAGATTTAAATN 2664	
	


