Table S5: Outcome of Pearson’s correlation analyses between population, biomass, protein, and matrix components (eDNA, LTA, WSP, ASP and proteins) for S. mutans (dltA. The yellowed shaded boxes highlight correlation that were statistically significant.
	Biofilm type / parameters
	S. mutans CFU/biofilm
	Biomass
	Proteins (biofilm)
	eDNA
	LTA
	WSP
	ASP
	Proteins (ECM)

	Single-species
	S. mutans CFU/biofilm
	
	r=0.1906 (p>0.05)
	r=0.5022 (p>0.05)
	r= -0.1163 (p>0.05)
	r=0.411 (p>0.05)
	r=0.4833 (p>0.05)
	r=0.337 (p>0.05)
	r=0.5031 (p>0.05)

	
	Biomass
	
	
	r=0.7462 (p=0.0053)
	r= -0.1054 (p>0.05)
	r=0.3698 (p>0.05)
	r=0.7263 (p=0.0075)
	r=0.783 (p=0.0026)
	r=0.4779 (p>0.05)

	
	Proteins (biofilm)
	
	
	
	r= -0.4443 (p>0.05)
	r=0.1657 (p>0.05)
	r=0.7582 (p=0.0043)
	r=0.566 (p>0.05)
	r=0.549 (p>0.05)

	
	eDNA
	
	
	
	
	r= -0.04118 (p>0.05)
	r= -0.305 (p>0.05)
	r= -0.08353 (p>0.05)
	r=0.2432 (p>0.05)

	
	LTA
	
	
	
	
	
	r=0.5265 (p>0.05)
	r=0.5333 (p>0.05)
	r=0.5875 (p>0.05)

	
	WSP
	
	
	
	
	
	
	r=0.8879 (p=0.0001)
	r=0.6016 (p>0.05)

	
	ASP
	
	
	
	
	
	
	
	r=0.6497 (p=0.0305)

	
	Proteins (ECM)
	
	
	
	
	
	
	
	

	Mixed-species
	S. mutans CFU/biofilm
	
	r=0.8322 (p=0.0008)
	r=0.4793 (p>0.05)
	r= -0.4148 (p>0.05)
	r=0.5372 (p>0.05)
	r=0.6501 (p=0.0118)
	r=0.9596 (p<0.0001)
	r= -0.1511 (p>0.05)

	
	Biomass
	
	
	r=0.4873 (p>0.05)
	r= -0.4977 (p>0.05)
	r=0.4847 (p>0.05)
	r=0.5856 (p=0.0454)
	r=0.8539 (p=0.0004)
	r=0.05881 (p>0.05)

	
	Proteins (biofilm)
	
	
	
	r= -0.8199 (p=0.0003)
	r=0.08862 (p>0.05)
	r=0.09823 (p>0.05)
	r=0.3618 (p>0.05)
	r= -0.09261 (p>0.05)

	
	eDNA
	
	
	
	
	r= -0.05439 (p>0.05)
	r=0.03132 (p>0.05)
	r=0.3279 (p>0.05)
	r= -0.1421 (p>0.05)

	
	LTA
	
	
	
	
	
	r=0.4301 (p>0.05)
	r=0.724 (p=0.0078)
	r=0.8200 (p=0.0037)

	
	WSP
	
	
	
	
	
	
	r=0.8181 (p=0.0003)
	r=0.7034 (p=0.0107)

	
	ASP
	
	
	
	
	
	
	
	r=0.14891 (p>0.05)

	
	Proteins (ECM)
	
	
	
	
	
	
	
	


