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	Primers
	Sequences

	Tfeb (Mm)
	Forward
	5’- AAC AAA GGC ACC ATC CTC AA -3’

	　
	Reverse
	5’- GGA GCC AGA GCT GCT TGT TA -3’

	Atg3 (Mm)
	Forward
	5’- TCA CAA CAC AGG TAT TAC AG -3’

	　
	Reverse
	5’- CTT CCT CGT CTT CTT CAT C -3’

	Atg5 (Mm)
	Forward
	5’- ACT TGC TTT ACT CTC TAT CAG -3’

	　
	Reverse
	5’- CAT CTT CTT GTC TCA TAA CCT -3’

	Atg7 (Mm)
	Forward
	5’- CAG AAG AAG TTG AAC GAG TA -3’

	　
	Reverse
	5’- CAG AGT CAC CAT TGT AGT AAT -3’

	Atg12 (Mm)
	Forward
	5’- TAG GAG CCG GCG GCG AGA GC -3’

	　
	Reverse
	5’- CTC CGG GAG GTT CCT CCG TT -3’

	Map1lc3a/Lc3a
(Mm)
	Forward
	5’- AGA AGG ATG AAG ACG GAT T -3’

	　
	Reverse
	5’- TAG TTT AGG AGC CAG GAC -3’

	Map1lc3b/Lc3b
(Mm)
	Forward
	5’- GCT CTT TGT TGG TGT GTA -3’

	　
	Reverse
	5’- TCT TCT GTT GCT GTT GTC -3’

	Ulk1 (Mm)
	Forward
	5’- ACC ATT GTC TAC CAG TGT -3’

	　
	Reverse
	5’- AGT GTC TTG TTC TTC TCA TAA-3’

	Lamp1 (Mm)
	Forward
	5’- GCA TCT CCA ACC ATT CAC TGA A -3’

	　
	Reverse
	5’- ACA GAC CCA AAC CTG TCA CTG T -3’

	Sqstm1 (Mm)
	Forward
	5’- GCT GCC CTA TAC CCA CAT CT -3’

	　
	Reverse
	5’- CGC CTT CAT CCG AGA AAC -3’

	Becn1 (Mm)
	Forward
	5’- GCG GGA GTA TAG TGA GTT -3’

	　
	Reverse
	5’- GGT GGC ATT GAA GAC ATT -3’

	Il1b (Mm)
	Forward
	5’- GGA TGA GGA CAT GAG CAC CT -3’

	　
	Reverse
	5’- AGC TCA TAT GGG TCC GAC AG -3’

	Tnf (Mm)
	Forward
	5’- CTG TAG CCC ACG TCG TAG C -3’

	　
	Reverse
	5’- TTG AGA TCC ATG CCG TTG -3’

	Nlrp3 (Mm)
	Forward
	5’- AGC CTT CCA GGA TCC TCT TC -3’

	　
	Reverse
	5’- CTT GGG CAG CAG TTT CTT TC -3’

	Mmp3 (Mm)
	Forward
	5’- ACA TGG AGA CTT TGT CCC TT -3’

	　
	Reverse
	5’- TTG GCT GAG TGG TAG AGT CC -3’

	Col1a1 (Mm)
	Forward
	5’- CCT GGT AAA GAT GGT GCC -3’

	　
	Reverse
	5’- CAC CAG GTT CAC CTT TCG CAC C -3’

	Acta2 (Mm)
	Forward
	5’- CGT GGC TAT TCC TTC GTG AC -3’

	　
	Reverse
	5’- TGC CGG CTG ACT CCA TCC -3’

	Gapdh (Mm)
	Forward
	5’- TGC CTC CTG CAC CAC CAA CT -3’

	　
	Reverse
	5’- CCC GTT CAG CTC AGG GAT GA -3’

	TFEB (Hs)
	Forward
	5’- ATC AAT GAC CGC ATC AAG GA -3’

	　
	Reverse
	5’- TCT CCA GCT CCC TGG ACT TT -3’

	IL1B (Hs)-60
	Forward
	5’- GGA CAA GCT GAG GAA GAT GC -3’

	　
	Reverse
	5’- TCG TTA TCC CAT GTG TCG AA -3’

	NLRP3 (Hs)-55
	Forward
	5’- TCT CAC GCA CCT TTA CCT GC -3’

	　
	Reverse
	5’- GAT CCC AGC AGC AGT GTG AC -3’

	COL1A1 (Hs)
	Forward
	5’- CAG CCG CTT CAC CTA CAG C -3’

	　
	Reverse
	5’- TTT TGT ATT CAA TCA CTG TCT TGC C -3’

	ACTA2 (Hs)
	Forward
	5’- CCG ACC GAA TGC AGA AG -3’

	　
	Reverse
	5’- ACA GAG TAT TTG CGC TCC GGA -3’

	ACTB (Hs)
	Forward
	5’- GGA CTT CGA GCA AGA GAT GG -3’

	　
	Reverse
	5’- AGC ACT GTG TTG GCG TAC AG -3’


ACTA2, actin, alpha 2, smooth muscle, aorta; ACTB, beta actin; Becn1, beclin 1, autophagy related; COL1A1, collagen, type I, alpha 1; Gadph, glyceraldehyde-3-phosphate dehydrogenase; Hs, Homo sapiens; IL1B, interleukin 1 beta; Lamp1, lysosomal-associated membrane protein 1; Map1lc3a/Lc3a, microtubule-associated protein 1 light chain 3 alpha; Map1lc3b/Lc3b, microtubule-associated protein 1 light chain 3 beta; Mm, Mus musculus; Mmp3, matrix metallopeptidase 3; NLRP3, NLR family pyrin domain containing 3; Sqstm1, sequestosome 1; TFEB, transcription factor EB; TNF, tumor necrosis factor. 
