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Supplemental Figure 1. Gene set enrichment analysis (GSEA) of gene expression data from
gastric adenocarcinoma specimens [*] of different entities (i.e. EBV positive specimens vs.
EBV negative specimens) reveals enrichment of RIG-I signaling, interferon-a, y responses in

EBV-positive gastric adenocarcinoma specimens. ES, enrichment score; NES, normalized
enrichment score.

[*] Cancer Genome Atlas Research N: Comprehensive molecular characterization of gastric
adenocarcinoma. Nature 2014;513:202-209.



