
Supplemental Table 3. EBV vs Mock differently expressed genes in BJAB

Gene Symbol Mock_baseMean EBV_baseMean EBV/Mock Up or Down (EBV/Mock)
SGPP1 2616 6914 2.64 Up
ARMCX3 1050 2787 2.65 Up
MAPK8IP3 3107 8278 2.66 Up
DENND4C 3829 10363 2.71 Up
FUT11 859 2331 2.72 Up
CD40 3064 8330 2.72 Up
ICAM3 709 1941 2.74 Up
RAPGEF1 4462 12328 2.76 Up
SETDB2 3827 10591 2.77 Up
INSIG2 628 1738 2.77 Up
CELSR3 831 2300 2.77 Up
ZMYM5 653 1814 2.78 Up
RNF181 1341 3729 2.78 Up
ASAH1 1815 5059 2.79 Up
GAS7 1401 3923 2.80 Up
EMP3 2322 6515 2.81 Up
GDPD5 5697 15988 2.81 Up
CLIP4 742 2085 2.81 Up
STAT5A 2687 7560 2.81 Up
CNTNAP4 1278 3609 2.82 Up
PELI1 6052 17301 2.86 Up
PPFIA4 855 2462 2.88 Up
EML5 1256 3615 2.88 Up
MGAT4B 2589 7457 2.88 Up
RIT1 560 1618 2.89 Up
DEDD2 720 2083 2.89 Up
USF2 3319 9617 2.90 Up
CDKN1B 683 1982 2.90 Up
IRF2BP2 1583 4605 2.91 Up
KLHL24 1556 4554 2.93 Up
FOS 465 1373 2.95 Up
SAT1 5261 15592 2.96 Up
PIM3 3291 9784 2.97 Up
RIMKLB 326 970 2.97 Up
DYNC2LI1 538 1604 2.98 Up
BNIP3 2797 8366 2.99 Up
RAB8B 1035 3115 3.01 Up
PPP1R1C 502 1512 3.01 Up
ALPK1 541 1631 3.02 Up
NFKB2 4209 12705 3.02 Up
MPP1 821 2485 3.03 Up
PDK1 2544 7702 3.03 Up
TTYH3 1205 3660 3.04 Up



CPA6 386 1176 3.04 Up
ZBTB25 748 2289 3.06 Up
EEPD1 2320 7103 3.06 Up
OPTN 294 902 3.07 Up
ENO2 6580 20237 3.08 Up
BLVRB 468 1446 3.09 Up
FCRL5 1759 5451 3.10 Up
RIMS2 596 1846 3.10 Up
STX8 366 1140 3.11 Up
EML6 8557 26767 3.13 Up
IFI30 6502 20361 3.13 Up
KLF10 1718 5396 3.14 Up
CCNG1 3201 10057 3.14 Up
PIM2 3625 11402 3.15 Up
UPP1 1635 5167 3.16 Up
ATF5 1764 5608 3.18 Up
ZFP36L1 4475 14239 3.18 Up
RAB33A 294 936 3.19 Up
P4HA1 2767 8839 3.19 Up
AK1 253 816 3.22 Up
HCST 496 1600 3.23 Up
ATP6V1F 2262 7302 3.23 Up
ESR2 296 960 3.24 Up
LOC105370849 4086 13247 3.24 Up
COMMD10 347 1128 3.25 Up
GTDC1 1040 3405 3.27 Up
ESPN 211 694 3.29 Up
POF1B 310 1019 3.29 Up
SGSH 379 1248 3.29 Up
LPAR2 322 1065 3.31 Up
MYO1G 3346 11092 3.32 Up
CCDC28A 558 1851 3.32 Up
RNASET2 467 1554 3.33 Up
CYTIP 1372 4586 3.34 Up
NPC1 1177 3986 3.39 Up
LMO2 937 3182 3.40 Up
HOMER3 235 802 3.41 Up
HMOX1 239 815 3.41 Up
BCAS3 144 492 3.42 Up
CTH 477 1634 3.43 Up
ACAP1 1156 3969 3.43 Up
SYTL1 384 1322 3.44 Up
TET2 1076 3717 3.45 Up
NOL3 244 847 3.47 Up
CNN3 211 733 3.47 Up
VAV3 176 613 3.48 Up



FLCN 825 2882 3.49 Up
TEC 1265 4430 3.50 Up
MAP1LC3B2 163 571 3.51 Up
IL6R 147 520 3.53 Up
SSTR2 1607 5672 3.53 Up
CARS 354 1250 3.53 Up
SQSTM1 9332 33252 3.56 Up
DBNDD1 214 765 3.58 Up
YPEL5 1375 4922 3.58 Up
MYO3B 955 3425 3.59 Up
LAPTM5 8744 31464 3.60 Up
IRF5 391 1406 3.60 Up
RPS27 207 745 3.61 Up
LYPD6B 313 1130 3.62 Up
GRM8 204 747 3.66 Up
TRIB3 1490 5463 3.67 Up
ABI1 1028 3769 3.67 Up
CHD2 3390 12488 3.68 Up
NUDT4 891 3295 3.70 Up
FEM1C 877 3245 3.70 Up
ZNF608 976 3621 3.71 Up
CD70 1575 5848 3.71 Up
SAMSN1 1814 6741 3.72 Up
RAB26 155 578 3.72 Up
ZNF460 348 1300 3.74 Up
SHISA8 113 424 3.75 Up
FGFRL1 97 364 3.75 Up
NRN1 166 626 3.77 Up
ALDOC 4733 17839 3.77 Up
CD86 1835 6952 3.79 Up
PFKFB4 2001 7691 3.84 Up
HSF4 95 366 3.85 Up
LPIN1 1584 6098 3.85 Up
ZFP36 916 3526 3.85 Up
CD52 823 3179 3.86 Up
SAT2 600 2322 3.87 Up
DNAH17 426 1649 3.87 Up
METRNL 150 581 3.87 Up
IFNGR2 91 352 3.88 Up
TRIP10 127 492 3.89 Up
LY96 158 615 3.89 Up
ABHD4 690 2692 3.90 Up
SATB1 1782 6984 3.92 Up
SKAP1 1494 5878 3.94 Up
DNMT3A 344 1355 3.94 Up
CD69 1173 4627 3.94 Up



CACNA1A 83 326 3.95 Up
CLK1 2317 9157 3.95 Up
SLC12A4 807 3191 3.95 Up
PNRC1 720 2847 3.95 Up
TIAM2 338 1335 3.95 Up
CPPED1 273 1080 3.96 Up
ZNF821 171 676 3.96 Up
PHC1 401 1587 3.96 Up
HBP1 379 1505 3.97 Up
MS4A1 14231 56598 3.98 Up
ARHGAP31 88 351 3.98 Up
ARHGAP15 695 2779 4.00 Up
BCL2L1 947 3788 4.00 Up
PGPEP1 1491 5974 4.01 Up
IZUMO4 781 3147 4.03 Up
TBC1D17 479 1936 4.04 Up
PPP3CC 475 1932 4.07 Up
BANK1 528 2148 4.07 Up
YPEL3 254 1038 4.08 Up
ZBTB10 1252 5180 4.14 Up
RIPK2 1165 4836 4.15 Up
NFKBIE 1381 5739 4.16 Up
BTG1 1283 5340 4.16 Up
ZNF215 85 357 4.19 Up
C11orf21 82 343 4.20 Up
NPC2 512 2155 4.21 Up
FOXN3 1174 4944 4.21 Up
CD83 6734 28407 4.22 Up
ZNF775 133 563 4.24 Up
PYGO1 3081 13075 4.24 Up
GAS2L3 366 1552 4.25 Up
COL5A1 5199 22122 4.26 Up
TFEC 3639 15556 4.28 Up
KCTD7 657 2812 4.28 Up
WNT10A 278 1197 4.30 Up
BRI3 225 975 4.33 Up
BRSK1 206 891 4.33 Up
NLRC5 780 3379 4.33 Up
DKK2 81 354 4.38 Up
SH3D21 313 1369 4.38 Up
HERPUD1 2381 10444 4.39 Up
EGR1 2925 12964 4.43 Up
FMN1 90 399 4.44 Up
MT1X 65 287 4.44 Up
DNAH1 73 326 4.48 Up
ARHGAP44 602 2723 4.53 Up



TIFA 1540 6981 4.53 Up
MAG 55 253 4.61 Up
CLIP2 183 853 4.65 Up
KLF6 529 2464 4.66 Up
NLRP4 67 314 4.66 Up
CREBRF 349 1630 4.66 Up
ABCA8 103 485 4.70 Up
UBALD2 2008 9499 4.73 Up
TRAF1 384 1827 4.75 Up
SLC25A29 44 209 4.76 Up
TRPV3 254 1209 4.76 Up
SLC25A25 1911 9098 4.76 Up
MS4A7 99 473 4.79 Up
CCDC141 89 428 4.81 Up
ABLIM1 368 1772 4.81 Up
NFKBIA 3264 15726 4.82 Up
SOX8 1294 6257 4.83 Up
TENM1 40 191 4.85 Up
CD72 674 3272 4.86 Up
CAB39L 973 4756 4.89 Up
PIK3IP1 331 1617 4.89 Up
UAP1L1 603 2968 4.92 Up
CLCNKA 51 253 4.94 Up
LOC645177 368 1835 4.98 Up
TESK2 141 706 5.01 Up
WDFY1 1849 9279 5.02 Up
DOCK10 121 610 5.03 Up
DDIT4 5233 26475 5.06 Up
PLEK 5130 26086 5.08 Up
LHFP 283 1452 5.13 Up
GAD1 87 449 5.15 Up
FAM26F 57 297 5.17 Up
CNTN6 986 5128 5.20 Up
NDRG1 464 2462 5.30 Up
MEIS1 101 533 5.30 Up
TSPAN32 48 254 5.33 Up
CHL1 59 316 5.33 Up
LITAF 70 374 5.34 Up
ANKRD37 85 459 5.38 Up
SLCO4A1 2501 13446 5.38 Up
BBS9 262 1412 5.38 Up
GSTA4 92 497 5.42 Up
PCSK4 36 195 5.42 Up
SERPINE1 41 226 5.47 Up
SMIM18 187 1048 5.61 Up
NFATC4 229 1286 5.61 Up



TNFRSF1B 73 409 5.62 Up
RGL3 46 258 5.64 Up
HES1 127 720 5.69 Up
MXI1 220 1255 5.70 Up
NEIL1 518 2987 5.76 Up
PRRG4 64 371 5.81 Up
JAZF1 21 120 5.82 Up
MAML2 135 785 5.83 Up
ARL4D 37 215 5.83 Up
GAS8 23 137 5.86 Up
CA9 31 186 5.91 Up
DFNB31 843 4992 5.92 Up
PLA2G4C 52 308 5.92 Up
CCL22 882 5245 5.95 Up
SDCBP 1372 8291 6.04 Up
VEGFA 2459 14900 6.06 Up
KCNIP2 84 513 6.08 Up
ZEB2 333 2039 6.12 Up
BCL2A1 1319 8073 6.12 Up
SHB 75 456 6.12 Up
MYB 1222 7665 6.27 Up
KLK1 177 1123 6.35 Up
GBP2 47 299 6.41 Up
ZFAND2A 347 2249 6.49 Up
LAT2 525 3432 6.54 Up
TAGAP 731 4786 6.55 Up
IL23A 63 413 6.57 Up
CD48 511 3371 6.60 Up
TSPO 16 107 6.61 Up
EFEMP2 42 281 6.65 Up
TSLP 90 599 6.67 Up
LY75 13 90 6.69 Up
NR4A3 31 210 6.69 Up
LRRC32 2193 14800 6.75 Up
PCK1 28 189 6.80 Up
PDZRN3 40 275 6.80 Up
DUSP10 428 2923 6.84 Up
TGM2 679 4652 6.85 Up
EGR2 13 95 7.02 Up
DNAJB4 466 3280 7.04 Up
MYLIP 927 6560 7.08 Up
MADCAM1 13 89 7.08 Up
FOSL2 10 70 7.10 Up
CD80 701 5020 7.17 Up
N4BP3 697 5010 7.19 Up
RASGRF2 17 126 7.37 Up



RENBP 75 557 7.38 Up
BCL2 75 558 7.48 Up
NEIL2 101 755 7.50 Up
ATHL1 231 1736 7.52 Up
CD274 10 75 7.55 Up
SCNN1G 10 75 7.55 Up
PHACTR1 484 3683 7.61 Up
CCDC183 15 117 7.66 Up
FAIM3 19 145 7.67 Up
LOC105370641 10 77 7.78 Up
SPNS2 19 149 7.91 Up
TM4SF19 22 179 7.98 Up
BACE2 15 122 8.02 Up
LGALS1 22 180 8.03 Up
BATF 28 224 8.04 Up
HAVCR2 101 817 8.12 Up
GNG13 62 509 8.21 Up
RGS2 5637 48967 8.69 Up
ICAM1 1839 16100 8.76 Up
NT5DC4 62 543 8.77 Up
NFKBID 1844 16255 8.82 Up
KCND2 17 151 8.87 Up
BAIAP3 29 258 8.99 Up
LRRC70 34 312 9.13 Up
BHLHE41 4 41 9.17 Up
CLEC2B 693 6443 9.30 Up
FNIP2 17 159 9.33 Up
NOS3 22 202 9.35 Up
CXCR4 232 2173 9.38 Up
PDE4D 386 3740 9.68 Up
MST1 48 472 9.92 Up
SIRPA 18 181 10.10 Up
WSB1 7731 78149 10.11 Up
DDIT3 720 7305 10.14 Up
MKS1 18 184 10.23 Up
IGHG3 10 102 10.37 Up
CD68 239 2488 10.41 Up
EPB41L1 8 85 10.47 Up
NLRP14 5 58 10.74 Up
BACH2 137 1505 11.03 Up
PXDNL 317 3560 11.23 Up
PVRL1 66 755 11.36 Up
DNAH7 82 941 11.51 Up
TIMP4 5 62 11.57 Up
TNS1 405 4715 11.64 Up
SLC2A3 17 200 11.74 Up



TNFRSF11A 3 32 11.98 Up
NFKBIZ 670 8043 12.00 Up
NAALADL1 4 45 12.40 Up
CD109 590 7489 12.69 Up
NR4A1 661 8393 12.70 Up
SSPN 8 105 12.95 Up
COL19A1 2 23 13.02 Up
ITGAX 544 7134 13.11 Up
SCIMP 4 60 13.39 Up
TRDV3 2 24 13.63 Up
OTUD1 12 160 13.73 Up
JAG2 6 87 13.81 Up
IER5 567 7919 13.97 Up
TMCC3 13 194 14.38 Up
PLEKHH2 57 827 14.62 Up
GPNMB 273 4001 14.65 Up
HLA-F 12 171 14.68 Up
LRRC25 163 2439 14.92 Up
DUSP1 139 2091 15.02 Up
LOC105378056 3 42 15.70 Up
RNF122 59 947 15.98 Up
SERPINH1 49 807 16.34 Up
PLAU 38 617 16.35 Up
CABP4 3 45 16.53 Up
SLAMF7 762 12592 16.53 Up
PIM1 870 14394 16.54 Up
HCAR3 425 7174 16.89 Up
SKIV2L 3 48 17.77 Up
GADD45B 265 4717 17.80 Up
CXCL10 20 363 18.37 Up
HSD17B14 6 118 18.77 Up
GNG7 31 596 18.95 Up
IL2RA 4 87 19.34 Up
TRIM55 1 18 19.83 Up
LOC105369174 27 552 20.49 Up
RAB20 3 56 20.66 Up
PPP1R15A 1294 26780 20.69 Up
KCP 227 4768 20.98 Up
CCR7 184 3866 20.99 Up
HAMP 1 19 21.07 Up
C17orf99 1 20 22.31 Up
GPR146 20 446 22.59 Up
IRF4 4 102 22.81 Up
HILPDA 1690 40971 24.24 Up
BAIAP2 3 67 24.79 Up
ABCA3 2 46 25.41 Up



NSG1 5 143 26.44 Up
LY9 150 4048 26.99 Up
PIPOX 1 24 27.27 Up
RGS1 1182 32937 27.87 Up
CCDC73 5 151 28.10 Up
TMEM59L 1 26 28.51 Up
PBX4 6 184 29.22 Up
ADGRB1 1 27 29.75 Up
HCAR2 28 833 29.91 Up
HSPB1 96 2968 30.88 Up
HSPA1A 267 8306 31.13 Up
THSD7A 1 29 32.23 Up
DNAJB1 2837 92959 32.76 Up
TNFAIP3 560 18618 33.22 Up
SLC35F4 1 31 34.71 Up
HSPA1B 123 5207 42.32 Up
SERHL2 1 45 49.58 Up
KBTBD12 1 50 55.78 Up
ADM 70 3950 56.38 Up
GEM 113 6532 57.72 Up
CXCL8 20 1307 66.15 Up
CCSER1 1 71 79.33 Up
YPEL4 1 81 90.49 Up
GPR183 2 217 120.85 Up
GDF15 1 124 137.59 Up
ATF3 1 139 154.94 Up
HSPA6 4 2708 753.64 Up
BEGAIN 0 19 Inf Up
BGLAP 0 14 Inf Up
C5orf47 0 27 Inf Up
CLIC3 0 13 Inf Up
DMGDH 0 17 Inf Up
HIST1H2AJ 0 16 Inf Up
HOXB9 0 17 Inf Up
IFNG 0 12 Inf Up
IL37 0 12 Inf Up
KLK2 0 26 Inf Up
NPPA 0 16 Inf Up
RAB37 0 13 Inf Up
SPATS1 0 19 Inf Up
SPOCK3 0 13 Inf Up
SYNGR4 0 17 Inf Up
WASF3 0 16 Inf Up
ABCG2 15 0 0.00 Down
BCL2L15 19 0 0.00 Down
BOLA2B 47 0 0.00 Down



CPO 29 0 0.00 Down
DHRS9 14 0 0.00 Down
FAM179A 15 0 0.00 Down
FAM83E 54 0 0.00 Down
FRMD7 16 0 0.00 Down
GJA10 22 0 0.00 Down
LOC102723422 32 0 0.00 Down
SLC6A5 21 0 0.00 Down
SPDYA 21 0 0.00 Down
TBR1 16 0 0.00 Down
SHROOM3 104 1 0.01 Down
GPR75 195 3 0.02 Down
IGLV6-57 61 1 0.02 Down
CSPG5 56 1 0.02 Down
FPR1 105 2 0.02 Down
GNRH2 102 2 0.02 Down
LOC101927435 49 1 0.02 Down
GABRB3 46 1 0.02 Down
LRRN3 88 2 0.03 Down
IFIT1 828 24 0.03 Down
FOXD4L1 35 1 0.03 Down
ND6 11340 399 0.04 Down
LOC105369337 60 2 0.04 Down
LOC101929578 58 2 0.04 Down
KDELC1 29 1 0.04 Down
HAPLN4 27 1 0.04 Down
CHRNA10 199 9 0.04 Down
TMED6 116 6 0.05 Down
IFIT3 1307 63 0.05 Down
SLC26A7 22 1 0.05 Down
SHOX2 22 1 0.05 Down
TREX2 40 2 0.06 Down
FOXD4 54 3 0.06 Down
KRT9 53 3 0.06 Down
IGLV1-51 69 4 0.06 Down
RSAD2 463 30 0.06 Down
INSRR 51 3 0.07 Down
C11orf53 117 8 0.07 Down
SLA 49 3 0.07 Down
RPS9 172 13 0.08 Down
FOXI1 1073 85 0.08 Down
NHLH1 28 2 0.08 Down
SAMD9L 2022 171 0.08 Down
11-9月 140 12 0.09 Down
GPR161 88 8 0.09 Down
GPR83 49 4 0.09 Down



KIAA1024L 36 3 0.09 Down
MCF2 36 3 0.09 Down
SLC25A34 48 4 0.09 Down
FNDC1 600 58 0.10 Down
CUZD1 57 6 0.10 Down
ADM5 270 27 0.10 Down
IFIT5 357 36 0.10 Down
C10orf128 167 17 0.10 Down
LGSN 55 6 0.10 Down
HSD3B7 86 9 0.10 Down
FAM71F2 63 7 0.11 Down
IFI44L 880 94 0.11 Down
SPTSSB 534 57 0.11 Down
DDX60 891 97 0.11 Down
MX2 143 16 0.11 Down
C1orf216 503 56 0.11 Down
UFSP1 80 9 0.11 Down
TNFSF11 191 22 0.12 Down
AMH 172 20 0.12 Down
CMPK2 1216 143 0.12 Down
HERC6 710 84 0.12 Down
FCGR2B 57 7 0.12 Down
CHST10 130 16 0.12 Down
FAM111B 1622 195 0.12 Down
TLR9 2968 361 0.12 Down
IFIT2 189 23 0.12 Down
SCML4 529 67 0.13 Down
PRR22 121 16 0.13 Down
SSH3 68 9 0.13 Down
SLC16A6 2192 289 0.13 Down
CBX2 1158 156 0.13 Down
RGL1 82 11 0.14 Down
DNAJC22 106 14 0.14 Down
MX1 4019 552 0.14 Down
NRP2 568 82 0.15 Down
USP18 436 63 0.15 Down
RASL10A 145 21 0.15 Down
IFI6 819 121 0.15 Down
ENDOD1 119 18 0.15 Down
TLR3 412 62 0.15 Down
DUSP7 888 135 0.15 Down
SLFN5 1093 167 0.15 Down
HPDL 853 132 0.16 Down
AOC3 228 36 0.16 Down
OAS1 1673 265 0.16 Down
LCMT2 309 50 0.16 Down



PECAM1 134 22 0.17 Down
ZNF860 508 85 0.17 Down
XAF1 594 99 0.17 Down
PPARGC1B 1319 223 0.17 Down
PIK3R3 335 57 0.17 Down
IFI44 498 85 0.17 Down
P2RY11 192 33 0.17 Down
ISG15 4486 780 0.17 Down
FMN2 165 29 0.18 Down
LRRC69 133 23 0.18 Down
MYRFL 285 50 0.18 Down
NMU 211 38 0.18 Down
TMEM229B 317 58 0.18 Down
SETMAR 341 62 0.18 Down
CCNE2 2425 450 0.19 Down
GABRB2 275 52 0.19 Down
FAIM 186 36 0.19 Down
GPRIN1 180 35 0.19 Down
CDC25A 5578 1080 0.19 Down
CD1C 241 47 0.19 Down
NAV2 1821 356 0.20 Down
OAS2 3255 639 0.20 Down
POP1 1990 395 0.20 Down
NKX3-1 262 52 0.20 Down
PROX1 1552 312 0.20 Down
CD3EAP 1603 323 0.20 Down
ZNF831 479 97 0.20 Down
CUL3 7855 1597 0.20 Down
TMEM185B 210 43 0.21 Down
MAP2K6 400 84 0.21 Down
ICMT 4663 986 0.21 Down
ATP10A 268 57 0.21 Down
ZFHX3 380 81 0.21 Down
PCF11 6374 1367 0.21 Down
ATP8 1981 425 0.21 Down
GNAZ 463 101 0.22 Down
ASF1A 2145 474 0.22 Down
SAMHD1 2069 461 0.22 Down
C12orf5 628 140 0.22 Down
ADGRG5 1280 287 0.22 Down
NOTCH1 1313 295 0.22 Down
EEF2KMT 486 110 0.23 Down
DSCC1 3241 743 0.23 Down
HEMGN 267 61 0.23 Down
PGBD2 740 170 0.23 Down
CYP27B1 269 62 0.23 Down



BIK 1097 256 0.23 Down
ALDH3A2 938 223 0.24 Down
ZNF594 703 167 0.24 Down
HEPACAM2 1584 376 0.24 Down
TLR4 2384 572 0.24 Down
CSTF3 2991 724 0.24 Down
HNRNPAB 12291 2989 0.24 Down
SFXN2 1549 383 0.25 Down
SAMD9 2251 558 0.25 Down
LYPD1 6948 1732 0.25 Down
ABI3 1010 254 0.25 Down
MYBL1 2814 709 0.25 Down
TLR10 3718 939 0.25 Down
CLSPN 4072 1029 0.25 Down
TBC1D9 1494 380 0.25 Down
TUBB4B 22020 5618 0.26 Down
UNG 1968 502 0.26 Down
FCRLB 1473 380 0.26 Down
SAC3D1 340 88 0.26 Down
LOC101927402 513 134 0.26 Down
TUBA1C 12229 3232 0.26 Down
FAM173B 1335 353 0.26 Down
ODC1 19669 5216 0.27 Down
NCOA5 2845 755 0.27 Down
PROB1 587 157 0.27 Down
BEND3 467 126 0.27 Down
RGS21 1725 466 0.27 Down
OAS3 1692 460 0.27 Down
ND1 27242 7444 0.27 Down
FEN1 7120 1958 0.28 Down
SCLY 726 202 0.28 Down
RPUSD2 917 256 0.28 Down
ATP6 32774 9153 0.28 Down
DDN 1436 403 0.28 Down
AP5M1 2507 704 0.28 Down
XYLT1 5210 1465 0.28 Down
SLC9A3 1392 392 0.28 Down
SIGLEC10 7289 2067 0.28 Down
MAT2A 19371 5504 0.28 Down
E2F8 1518 432 0.28 Down
H2AFX 2355 670 0.28 Down
CAPN13 623 178 0.29 Down
HGH1 824 239 0.29 Down
AMD1 4852 1427 0.29 Down
EHD3 4339 1277 0.29 Down
UHRF1 3400 1010 0.30 Down



POLR3B 1210 360 0.30 Down
E2F3 2923 871 0.30 Down
NAT8L 1302 389 0.30 Down
AP5B1 1880 561 0.30 Down
CTPS1 7147 2134 0.30 Down
SLC27A4 1057 316 0.30 Down
TRAM2 1866 559 0.30 Down
PCNA 13162 3946 0.30 Down
ACOT7 2720 816 0.30 Down
WASF1 712 215 0.30 Down
PNPT1 7241 2189 0.30 Down
SLC25A44 1604 488 0.30 Down
DAG1 1360 416 0.31 Down
RBM14 4133 1275 0.31 Down
EBNA1BP2 2908 911 0.31 Down
SRM 4508 1414 0.31 Down
FBXO5 2755 871 0.32 Down
KLC2 1615 511 0.32 Down
CBX6 4553 1455 0.32 Down
NADK2 3168 1016 0.32 Down
PITX1 2796 897 0.32 Down
GPR180 4412 1417 0.32 Down
ND3 7717 2482 0.32 Down
RRM2 19388 6271 0.32 Down
C22orf29 1847 600 0.32 Down
SLC25A10 2054 669 0.33 Down
UMPS 2467 805 0.33 Down
STAT1 6930 2266 0.33 Down
TRIM22 1747 573 0.33 Down
ELOVL6 1587 521 0.33 Down
SAPCD2 5307 1764 0.33 Down
HCFC1 10707 3569 0.33 Down
TIMM21 1251 419 0.33 Down
URB2 2272 760 0.33 Down
GINS1 1571 529 0.34 Down
PODXL 3019 1019 0.34 Down
DCAF13 4059 1376 0.34 Down
SP110 1900 646 0.34 Down
ATP11A 1071 364 0.34 Down
ISG20L2 2818 959 0.34 Down
TNRC6A 5705 1942 0.34 Down
INTS5 1521 518 0.34 Down
WDR4 2747 941 0.34 Down
MAPKAP1 2941 1012 0.34 Down
AEN 2012 692 0.34 Down
TOMM40 4397 1522 0.35 Down



TTLL12 4522 1565 0.35 Down
PSMD1 7502 2599 0.35 Down
ZBTB7A 1198 416 0.35 Down
ZMIZ1 5792 2029 0.35 Down
MCM10 1531 539 0.35 Down
SKA3 1787 637 0.36 Down
RRS1 2026 723 0.36 Down
PLSCR1 2625 936 0.36 Down
ZCCHC2 1787 638 0.36 Down
MARS2 2387 854 0.36 Down
LETM1 4776 1709 0.36 Down
RMI1 2593 932 0.36 Down
NUP50 7087 2553 0.36 Down
TRIM25 7036 2540 0.36 Down
POLR3H 1820 657 0.36 Down
UTP11L 2055 744 0.36 Down
RANBP1 8521 3098 0.36 Down
DGCR8 1863 679 0.36 Down
NR6A1 2356 860 0.36 Down
CAPN15 3666 1343 0.37 Down
PIK3CG 8946 3277 0.37 Down
GEMIN4 3813 1398 0.37 Down
SIGMAR1 2975 1092 0.37 Down
WDR77 4480 1647 0.37 Down
ZC3H4 3329 1224 0.37 Down
MEPCE 3309 1217 0.37 Down
IDH3A 6214 2307 0.37 Down
HELZ2 3703 1382 0.37 Down
RRP1B 8252 3080 0.37 Down
PM20D2 4122 1551 0.38 Down
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Global transcriptome analysis of BJAB cells that are modulated by EBV infection or mock infection. BJAB cells were infected with EBV virons for 2h. RNAs were extracted by Trizol and sequenced by Solexa high-throughput sequencing service (Oebiotech, Shanghai, China). Data were extracted and normalized according to the manufacturer’s standard protocol. “Mock” means no infection, no treatment. The RNA-seq raw expression files and details have been deposited in NCBI GEO under accession number GSE95634. The differently expressed genes are listed in this table.




