	[bookmark: _GoBack]Gene name
	ID
	Sequence (5'-3')
	Size (bp)

	CLVS2
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]214680R
	F: GACGCTCCTGAGTTCTATGAC
	122

	
	
	R: ATTCTGAAGACAACAATCCTCCT
	

	CBR1
	[bookmark: OLE_LINK3][bookmark: OLE_LINK4]181500R
	F: GGATGGAAGATGGATACATTAGC
	127

	
	
	R: CTGGACACAGAGCATTGAC
	

	PBO6
	[bookmark: OLE_LINK5][bookmark: OLE_LINK6]095630F
	F: CATGGCGACCTGGAGTTC
	139

	
	
	R: GAGACTGGCGTTGGATGAC
	

	ROCO9
	[bookmark: OLE_LINK7][bookmark: OLE_LINK8]130300F
	F: TGACAGGCAACACGAACA
	92

	
	
	R: TGTGGCAAGGTTACAGTTATCT
	

	NRP1
	[bookmark: OLE_LINK9][bookmark: OLE_LINK10][bookmark: OLE_LINK11]241630F
	F: ACAGCAGCGAGTGATGAC
	131

	
	
	R: TGGTACTGGATCGTGTAGGA
	

	VCAN
	[bookmark: OLE_LINK12][bookmark: OLE_LINK13]231540F
	F: GCACTCGTCAATGTCAATCTG
	99

	
	
	R: GGCTCCAACTGTCCGAAT
	

	GARE1
	[bookmark: OLE_LINK14][bookmark: OLE_LINK15]016570F
	F: ACGATTTCTGCGACACTTACT
	162

	
	
	R: AGCGACAGGAGATGAGGAT
	

	M6PR
	[bookmark: OLE_LINK16][bookmark: OLE_LINK17]206160F
	F: TCTTCACTTACTACACCGTCTG
	123

	
	
	R: CCACCACTCCTGCTACTG
	

	MARCH7
	185510F
	F: GCGGATACAAGCGAGTCT
	118

	
	
	R: GCAACGACAGTGAGAAGAAC
	

	ANGL4
	[bookmark: OLE_LINK20][bookmark: OLE_LINK21]196900F
	F: GCTCTCGTCGGCAATCTT
	119

	
	
	R: ACAACATACACCACCTGACC
	

	ALS2CR11
	156090F
	F: ATGGAGGACCTATCGGAAGA
	142

	
	
	R: TCGCATCAGTTGGAACAGT
	

	FGG
	[bookmark: OLE_LINK24][bookmark: OLE_LINK25]050320F
	F: CGCCCAGTATAAGCATTGTAGA
	109

	
	
	R: CCTTTAACGCCTCCGACTT
	



