[bookmark: _GoBack]0 h vs 6 hpi (CG1)
	GeneID
	log2Ratio(0h/6h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	
	

	035380R
	-13.96676596
	UP
	5.40E-15
	hypothetical protein
	/

	088970R
	-12.85854536
	UP
	0.000409
	CDKN2AIP N-terminal-like protein 
	Cdkn2aipnl

	248780F
	-12.12844917
	UP
	1.36E-262
	Trypsin delta/gamma
	DeltaTry

	153910R
	-11.90631089
	UP
	1.53E-09
	Circumsporozoite protein
	Csp

	002980R
	-11.87679215
	UP
	6.24E-231
	Transmembrane matrix receptor MUP-4
	Mup-4

	203350F
	-11.87605288
	UP
	7.62E-231
	Histone H2A.1
	H2A1

	265930F
	-11.72331013
	UP
	1.96E-213
	Complement C1s subcomponent
	C1s

	072760F
	-11.48133019
	UP
	2.19E-188
	hypothetical protein
	/

	053570F
	-11.34800094
	UP
	8.10E-176
	Coagulation factor V
	F5

	160790R
	-11.06499589
	UP
	1.04E-151
	hypothetical protein
	/

	047210R
	-10.83745881
	UP
	0
	Coagulation factor VII
	F7

	258150R
	-10.77815366
	UP
	9.26E-260
	hypothetical protein
	/

	256850R
	-10.77101356
	UP
	5.08E-130
	Histone H3-like centromeric protein CNA1
	Cna1

	202480R
	-10.75179869
	UP
	1.03E-128
	Immunity-related GTPase family M protein
	Irgm

	018230F
	-10.74695472
	UP
	2.18E-128
	Pancreatic secretory granule membrane major glycoprotein
	Gp2

	048500F
	-10.69298895
	UP
	0
	Sushi repeat-containing protein SRPX2
	Srpx2

	073600R
	-10.56764886
	UP
	0
	Nephronectin
	Npnt

	093140R
	-10.55707961
	UP
	5.66E-231
	Probable cubilin
	Zc116.3

	270480R
	-10.53913464
	UP
	0
	hypothetical protein
	/

	026220F
	-10.38284956
	UP
	0
	Coagulation factor XIII B chain
	F13b

	The top 20 most down-regulated genes
	
	
	
	

	245710F
	9.420267398
	DOWN
	4.42E-120
	hypothetical protein
	/

	101930F
	9.565697838
	DOWN
	9.89E-66
	hypothetical protein
	/

	230910R
	9.585326645
	DOWN
	1.94E-66
	hypothetical protein
	/

	098080R
	9.655923913
	DOWN
	4.93E-69
	Pregnancy-specific beta-1-glycoprotein 2
	Psg2

	034440R
	9.84836105
	DOWN
	1.30E-76
	hypothetical protein
	/

	003820R
	9.874382659
	DOWN
	1.07E-77
	Serine/threonine-protein kinase Nek7
	Nek7

	039060R
	9.926620064
	DOWN
	0
	Putative Pol polyprotein
	Pol

	212060F
	10.10515412
	DOWN
	1.32E-174
	hypothetical protein
	/

	292170R
	10.13342997
	DOWN
	2.73E-177
	hypothetical protein
	/

	003830F
	10.30120102
	DOWN
	1.13E-97
	Mitofusin-2
	Mfn2

	102380F
	10.32540821
	DOWN
	6.14E-99
	Transmembrane emp24 domain-containing protein 9
	Tmed9

	259520F
	10.42463259
	DOWN
	2.65E-104
	Kinesin light chain 3
	Klc3

	212050R
	10.47811147
	DOWN
	2.61E-107
	hypothetical protein
	/

	100710F
	10.82465532
	DOWN
	6.91E-129
	hypothetical protein
	/

	287580R
	11.36909475
	DOWN
	2.83E-171
	hypothetical protein
	/

	067030F
	11.49792473
	DOWN
	4.34E-183
	P-selectin
	Selp

	250030R
	12.08805633
	DOWN
	0
	Lecithin retinol acyltransferase
	Lrat

	046840R
	12.23198751
	DOWN
	1.14E-266
	Calcium-activated chloride channel regulator 1
	CLCA1

	067010R
	13.25023993
	DOWN
	0
	Membrane cofactor protein
	CD46

	052250F
	15.52465682
	DOWN
	1.55E-113
	hypothetical protein
	/








0 h vs 12 hpi (CG2)
	GeneID
	log2Ratio(0h/12h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	
	

	112430F
	-18.43349836
	UP
	5.09E-12
	Tumor necrosis factor receptor superfamily member 16
	Ngfr

	061000R
	-13.53120002
	UP
	1.37E-06
	RBPJ-interacting and tubulin-associated protein 1
	Rita1

	153910R
	-12.93749432
	UP
	4.87E-15
	Circumsporozoite protein
	Csp

	088970R
	-12.87752764
	UP
	0.000336
	CDKN2AIP N-terminal-like protein
	Cdkn2aipnl

	053570F
	-11.37647301
	UP
	1.20E-176
	Coagulation factor V
	F5

	254530F
	-11.25569119
	UP
	0
	E3 ubiquitin-protein ligase MIB1
	Mib1

	037500R
	-11.08518551
	UP
	7.91E-152
	Neurogenic locus Notch protein
	Notch

	219620R
	-10.37273061
	UP
	0
	Multiple epidermal growth factor-like domains protein 6
	Megf6

	034210F
	-10.28272274
	UP
	2.04E-99
	Mucin-4
	Muc4

	073600R
	-10.13147916
	UP
	0
	Nephronectin
	Npnt

	149280R
	-10.1289459
	UP
	1.41E-91
	Probable serine/threonine-protein kinase
	Ddb

	254490R
	-10.0265096
	UP
	6.34E-172
	Proline-rich receptor-like protein kinase PERK3
	Perk3

	210590F
	-9.987888309
	UP
	6.65E-85
	Guanylate-binding protein 3
	Gbp3

	074740F
	-9.95756411
	UP
	1.19E-20
	Type I inositol 3,4-bisphosphate 4-phosphatase
	Inpp4a

	157820R
	-9.951168727
	UP
	1.34E-18
	Guanylate-binding protein 5
	Gbp5

	186680R
	-9.886554137
	UP
	2.12E-80
	Hypothetical protein
	/

	120080F
	-9.681730222
	UP
	4.48E-14
	BMP and activin membrane-bound inhibitor homolog
	Bambi

	143350F
	-9.661816306
	UP
	3.31E-71
	Fatty acid-binding protein 1, liver
	Fabp1

	280700R
	-9.627712744
	UP
	6.67E-70
	Hypothetical protein
	/

	047210R
	-9.575644024
	UP
	1.72E-267
	Coagulation factor VII
	F7

	The top 20 most down-regulated genes
	
	
	

	146520F
	9.688674864
	DOWN
	4.09E-71
	Hypothetical protein
	/

	003820R
	9.843776422
	DOWN
	2.49E-77
	Serine/threonine-protein kinase Nek7 
	Nek7 

	292170R
	10.10282373
	DOWN
	2.59E-176
	Hypothetical protein
	/

	067010R
	10.21963369
	DOWN
	0
	Membrane cofactor protein
	CD46

	175080F
	10.22791009
	DOWN
	5.00E-95
	Hypothetical protein
	/

	138050F
	10.23522724
	DOWN
	2.13E-95
	Retrovirus-related Pol polyprotein from transposon opus
	Pol

	003830F
	10.27059479
	DOWN
	3.25E-97
	Mitofusin-2
	Mfn2

	245710F
	10.38966116
	DOWN
	1.41E-103
	Hypothetical protein
	/

	023080F
	10.47042217
	DOWN
	4.07E-108
	Hypothetical protein
	/

	242470F
	10.51218329
	DOWN
	1.19E-219
	Enzymatic polyprotein
	Orf

	050210F
	10.69011622
	DOWN
	2.68E-11
	26S proteasome non-ATPase regulatory subunit 10
	PsmD10

	207240F
	10.69576429
	DOWN
	8.41E-122
	Pro-Pol polyprotein
	Pol

	039060R
	10.89601383
	DOWN
	2.94E-269
	Putative Pol polyprotein
	Pol

	300780F
	11.25575987
	DOWN
	2.75E-163
	Adhesion G protein-coupled receptor L2
	Adgrl2

	287580R
	11.33848851
	DOWN
	1.88E-170
	Hypothetical protein
	/

	092600R
	11.98975217
	DOWN
	8.44E-05
	Plasminogen
	Plg

	112500F
	12.17181553
	DOWN
	0
	Pro-Pol polyprotein
	Pol

	114120F
	13.75054561
	DOWN
	3.53E-92
	Espin-like protein
	Espnl

	115020F
	14.28730898
	DOWN
	0.000886
	Epidermal growth factor-like protein
	Egfl7

	164830R
	15.75585033
	DOWN
	6.46E-05
	Hypothetical protein
	/








0 h vs 24 hpi (CG3)
	GeneID
	log2Ratio(0h/24h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	

	112430F
	-18.22032425
	UP
	2.76E-11
	Tumor necrosis factor receptor superfamily member 16
	Ngfr

	026750F
	-16.0790908
	UP
	0.000192
	Fibronectin (Fragments)
	Fn1

	248780F
	-15.69322215
	UP
	0
	Trypsin delta/gamma
	DeltaTry

	203350F
	-15.58255283
	UP
	0
	Histone H2A.1
	H2A.1

	002980R
	-15.30114853
	UP
	0
	Transmembrane matrix receptor MUP-4
	Mup-4

	256850R
	-14.8359887
	UP
	0
	Histone H3-like centromeric protein CNA1 
	CNA1

	003260R
	-14.4435152
	UP
	0
	Zona pellucida sperm-binding protein 1
	Zp1

	088970R
	-14.22843715
	UP
	7.69E-07
	CDKN2AIP N-terminal-like protein
	Cdkn2aipnl

	018230F
	-14.1855803
	UP
	0
	Pancreatic secretory granule membrane major glycoprotein GP2
	Gp2

	248630F
	-13.92488095
	UP
	0
	Histone H2B.6
	Th123

	045350F
	-13.51301046
	UP
	7.65E-05
	Hypothetical protein
	/

	248770F
	-13.36908163
	UP
	0
	Coagulation factor X
	F10

	120080F
	-13.16351342
	UP
	5.85E-80
	BMP and activin membrane-bound inhibitor homolog
	Bambi

	153910R
	-12.69300145
	UP
	9.11E-14
	Circumsporozoite protein
	Csp

	006320R
	-12.50508066
	UP
	0
	Histone H1-delta
	H1d

	079460R
	-12.47325169
	UP
	0
	L-arabinitol 4-dehydrogenase
	Ard-1

	233760R
	-11.78418425
	UP
	0
	Delta-like protein 1
	Dll1

	010230R
	-11.35691795
	UP
	1.57E-177
	Histone H4, major
	H41

	286930R
	-10.86083921
	UP
	1.07E-272
	Hypothetical protein
	/

	291100R
	-10.79953531
	UP
	5.32E-264
	Zona pellucida sperm-binding protein 3
	Zp3

	The top 20 most down-regulated genes
	
	
	

	102380F
	9.337660986
	DOWN
	2.05E-114
	Transmembrane emp24 domain-containing protein 9
	Tmed9

	100790R
	9.521525178
	DOWN
	4.02E-64
	SCO-spondin
	Sspo

	230910R
	9.597579418
	DOWN
	8.14E-67
	Complement component C6
	C6

	098080R
	9.668176687
	DOWN
	2.02E-69
	Hypothetical protein
	/

	034440R
	9.860613824
	DOWN
	5.24E-77
	E3 ubiquitin-protein ligase TRIM32
	Trim32

	139330R
	9.895920693
	DOWN
	0
	Dromaiocalcin-1
	Dcal1

	112040R
	9.897505202
	DOWN
	0
	3-alpha-hydroxysteroid sulfotransferase
	Std1

	293820R
	10.05203989
	DOWN
	2.45E-85
	Kinesin light chain 3
	Klc3

	245710F
	10.43252017
	DOWN
	1.68E-104
	Hypothetical protein
	/

	133300R
	10.46494165
	DOWN
	0
	Pro-Pol polyprotein
	Pol

	075000R
	10.56803514
	DOWN
	2.86E-112
	Fibrinogen alpha-2 chain
	Fiba2

	041750F
	11.06055139
	DOWN
	2.04E-145
	Tumor necrosis factor receptor superfamily member 6B
	Tnfrsf6b

	144160R
	11.16027564
	DOWN
	3.56E-153
	Hypothetical protein
	/

	300780F
	11.29861889
	DOWN
	1.36E-164
	Adhesion G protein-coupled receptor L2
	Adgrl2

	287580R
	11.38134752
	DOWN
	8.49E-172
	Hypothetical protein
	/

	076620R
	12.85314956
	DOWN
	0
	Hypothetical protein
	/

	058590R
	14.08181496
	DOWN
	0.000756
	Collectin-10
	Colec10

	166310F
	14.9988135
	DOWN
	3.11E-07
	Adhesion G protein-coupled receptor E2
	Adgre2

	108750F
	15.33623064
	DOWN
	0.000956
	Hypothetical protein
	/

	100250R
	16.94512687
	DOWN
	1.10E-08
	Junctional adhesion molecule B
	JAM2









0 h vs 48 hpi (CG4)
	GeneID
	log2Ratio(0h/48h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	
	

	112430F
	-18.15852877
	UP
	1.18E-10
	Tumor necrosis factor receptor superfamily member 16
	Ngfr

	053570F
	-14.62080399
	UP
	0
	Coagulation factor V
	F5

	045350F
	-14.47000155
	UP
	1.53E-06
	Hypothetical protein
	/

	088970R
	-13.10570027
	UP
	0.000181
	CDKN2AIP N-terminal-like protein
	Cdkn2aipnl

	153910R
	-12.60724421
	UP
	7.95E-13
	Circumsporozoite protein
	Csp

	061000R
	-12.1754457
	UP
	0.000456
	RBPJ-interacting and tubulin-associated protein 1
	Rita1

	254530F
	-11.59500561
	UP
	0
	E3 ubiquitin-protein ligase MIB1
	Mib1

	009460R
	-10.77635015
	UP
	1.29E-127
	Translation initiation factor IF-2
	InfB

	037500R
	-10.76638904
	UP
	5.97E-127
	Neurogenic locus Notch protein
	Notch

	074740F
	-10.68870439
	UP
	1.66E-29
	Type I inositol 3,4-bisphosphate 4-phosphatase
	Inpp4a

	254490R
	-10.58559465
	UP
	1.78E-229
	Proline-rich receptor-like protein kinase PERK3
	Perk3

	276140F
	-10.38537635
	UP
	9.33E-104
	Receptor-transporting protein 3 
	Rtp3

	217640R
	-10.34801583
	UP
	1.02E-101
	Hypothetical protein
	/

	093770R
	-10.34132117
	UP
	2.19E-201
	Interferon-induced protein 44
	Ifi44

	175400F
	-10.32783794
	UP
	1.25E-100
	Pyranose 2-oxidase
	P2ox

	303300F
	-10.32557844
	UP
	1.65E-100
	LRR receptor-like serine/threonine-protein kinase RCH1
	Rch1

	120080F
	-10.202032
	UP
	6.02E-18
	BMP and activin membrane-bound inhibitor homolog
	Bambi

	269390R
	-10.18309151
	UP
	3.75E-93
	Hypothetical protein
	/

	034210F
	-10.02775655
	UP
	1.01E-85
	Mucin-4
	Muc4

	104270R
	-9.993580864
	UP
	3.69E-84
	Olfactomedin-like protein 3 
	Olfml3

	The top 20 most down-regulated genes
	
	
	
	

	292190F
	9.041682727
	DOWN
	2.23E-197
	Hypothetical protein
	/

	162000F
	9.080484631
	DOWN
	1.71E-51
	Hypothetical protein
	/

	291850R
	9.161759179
	DOWN
	7.58E-54
	Hypothetical protein
	/

	296460R
	9.16675986
	DOWN
	5.39E-54
	E3 ubiquitin-protein ligase TRIM71
	Trim71

	054070R
	9.253929023
	DOWN
	1.23E-56
	Zinc finger BED domain-containing protein 4
	Rsle4

	015080R
	9.37553847
	DOWN
	1.56E-60
	Laccase-14
	Lac14

	100790R
	9.447161397
	DOWN
	6.01E-63
	SCO-spondin
	Sspo

	101930F
	9.503586831
	DOWN
	6.50E-65
	Hypothetical protein
	/

	230910R
	9.523215638
	DOWN
	1.30E-65
	Hypothetical protein
	/

	126280R
	9.827884532
	DOWN
	2.06E-153
	Neuropilin-1
	Nrp1

	024300F
	10.05522926
	DOWN
	1.77E-87
	Histone H2A.Z
	Htz1

	175080F
	10.19640532
	DOWN
	2.42E-94
	Hypothetical protein
	/

	245710F
	10.35815639
	DOWN
	7.73E-103
	Plectin (Fragment)
	Plec

	146060R
	10.87424699
	DOWN
	1.47E-25
	Chondroitin proteoglycan 2
	Cpg2

	277890F
	10.92331041
	DOWN
	5.14E-276
	Hypothetical protein
	/

	292170R
	11.07131896
	DOWN
	8.29E-150
	Hypothetical protein
	/

	144160R
	11.08591186
	DOWN
	5.89E-151
	Hypothetical protein
	/

	300780F
	11.2242551
	DOWN
	3.02E-162
	Adhesion G protein-coupled receptor L2
	Adgrl2

	076620R
	12.77878578
	DOWN
	0
	Hypothetical protein
	/

	166310F
	15.09137475
	DOWN
	6.89E-07
	Adhesion G protein-coupled receptor E2
	Adgre2









6 h vs 48 hpi (CG5)
	GeneID
	log2Ratio(48h/6h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	
	

	067010R
	12.4661876
	UP
	2.57E-299
	Membrane cofactor protein
	CD46

	212050R
	11.498822
	UP
	1.56E-182
	Hypothetical protein
	/

	102380F
	11.29453139
	UP
	3.50E-164
	Transmembrane emp24 domain-containing protein 9
	Tmed9

	009460R
	10.83029479
	UP
	8.79E-129
	Translation initiation factor IF-2
	Infb

	034210F
	10.08170119
	UP
	1.65E-86
	Mucin-4
	Muc4

	227670F
	9.796820082
	UP
	3.45E-74
	Uromodulin
	Umod

	079120F
	9.651031182
	UP
	1.51E-68
	Adhesion G protein-coupled receptor L3
	Adgrl3

	024310F
	9.286112136
	UP
	3.70E-56
	Caspase-6
	Casp6

	013220R
	9.271563827
	UP
	1.04E-55
	Hypothetical protein
	/

	200210R
	9.227017388
	UP
	1.80E-107
	Cysteine-rich secretory protein 2
	Crisp2

	003830F
	9.044179959
	UP
	3.68E-49
	Mitofusin-2
	Mfn2

	090920F
	8.843470175
	UP
	5.36E-44
	Receptor-transporting protein 2
	Rtp2

	003820R
	8.78320965
	UP
	1.51E-42
	Serine/threonine-protein kinase Nek7
	Nek7 

	254520F
	8.705966651
	UP
	9.27E-41
	Hypothetical protein
	/

	243020F
	8.601269273
	UP
	1.89E-38
	Mannose-binding protein C
	Mbl2

	144580F
	8.553947528
	UP
	1.91E-37
	Hypothetical protein
	/

	208310R
	8.319498304
	UP
	2.69E-64
	Complement component C1q receptor
	CD93

	294870F
	7.992847799
	UP
	2.61E-27
	Cystatin-B
	Cstb

	130100F
	7.691467082
	UP
	5.11E-23
	Big defensin protein
	Big

	121260F
	7.553963558
	UP
	2.75E-21
	G-protein coupled receptor GRL101
	Grl101

	The top 20 most down-regulated genes
	
	
	
	

	050050F
	-7.056830611
	DOWN
	2.13E-62
	Complement factor H
	Cfh

	110850R
	-7.241670287
	DOWN
	1.54E-18
	TNF receptor-associated factor 1
	Traf1

	021840F
	-7.277739541
	DOWN
	6.31E-19
	Death domain-containing protein CRADD
	Cradd

	120890F
	-7.330206961
	DOWN
	1.45E-37
	Epidermal growth factor-like protein 6
	Egfl6

	088020R
	-7.567246159
	DOWN
	2.51E-22
	Hypothetical protein
	/

	213030R
	-7.581745728
	DOWN
	1.64E-22
	Tumor necrosis factor receptor superfamily member 6
	Fas

	231970F
	-7.658988727
	DOWN
	1.20E-45
	Nephrocystin-3
	Nphp3

	041730F
	-7.758068501
	DOWN
	2.18E-48
	Tumor necrosis factor receptor superfamily member 16
	Ngfr

	160080F
	-8.176294278
	DOWN
	1.46E-31
	Steryl-sulfatase
	Sts

	180120R
	-8.364154293
	DOWN
	4.34E-35
	G-protein-signaling modulator 1
	Gpsm1

	281310R
	-8.429742635
	DOWN
	2.09E-36
	Hypothetical protein
	/

	078900R
	-8.500131963
	DOWN
	7.12E-38
	Folate receptor gamma
	Folr3

	234570R
	-9.176294278
	DOWN
	3.85E-55
	Ribonuclease inhibitor
	Rnh1

	052780F
	-10.05942306
	DOWN
	3.46E-89
	C4b-binding protein alpha chain
	C4bpa

	093180R
	-11.1768913
	DOWN
	0
	Delta-like protein 4
	Dll4

	146060R
	-11.76564506
	DOWN
	1.22E-218
	Chondroitin proteoglycan 2
	Cpg2

	258150R
	-11.76998838
	DOWN
	3.98E-219
	Hypothetical protein
	/

	076620R
	-12.5864898
	DOWN
	0
	Hypothetical protein
	/

	048500F
	-12.68482367
	DOWN
	0
	Sushi repeat-containing protein SRPX2
	Srpx2

	026220F
	-12.76446583
	DOWN
	0
	Coagulation factor XIII B chain
	F13b









24 h vs 48 hpi (CG6)
	GeneID
	log2Ratio(48/24h)
	Up-Down-Regulation
	FDR
	Annotation
	Gene name

	The top 20 most up-regulated genes
	
	
	
	

	053570F
	14.68700243
	UP
	0
	Coagulation factor V
	F5

	009460R
	10.84254859
	UP
	3.99E-129
	Translation initiation factor IF-2
	Infb

	175400F
	10.39403639
	UP
	7.26E-102
	Pyranose 2-oxidase
	P2ox

	102380F
	10.3067852
	UP
	3.33E-193
	Transmembrane emp24 domain-containing protein 9
	Tmed9

	103520F
	10.28868339
	UP
	2.65E-96
	Tumor necrosis factor receptor type 1-associated DEATH domain protein
	Tradd

	043290F
	9.999176773
	UP
	1.76E-82
	Neurogenic locus notch homolog protein 1
	Notch1a

	050020F
	9.875264169
	UP
	3.71E-77
	Thrombospondin-1
	Thbs1

	026210R
	9.459726276
	UP
	1.35E-61
	Hypothetical protein
	/

	199570F
	8.969182032
	UP
	1.05E-92
	Hypothetical protein
	/

	259300R
	8.842548594
	UP
	7.03E-44
	Torsin-2A
	Tor2a

	100250R
	8.468406742
	UP
	1.21E-35
	Junctional adhesion molecule B
	Jam2

	259310F
	8.274036614
	UP
	5.71E-32
	Torsin-1A-interacting protein 1
	Tor1aip1

	101040R
	8.228230391
	UP
	3.71E-31
	RUN and SH3 domain-containing protein 1
	Rusc1

	034210F
	8.093954997
	UP
	3.30E-111
	Mucin-4
	Muc4

	056820F
	8.005101607
	UP
	1.76E-27
	Fibrinogen alpha chain
	Fga

	172790R
	7.957007318
	UP
	9.55E-27
	Hypothetical protein
	/

	196040F
	7.877419054
	UP
	3.61E-146
	Mitogen-activated protein kinase kinase kinase 7
	Map3k7

	257840F
	7.855723982
	UP
	2.94E-25
	Myeloid differentiation primary response protein 
	Myd88

	104600F
	7.405281147
	UP
	1.27E-37
	Heat shock 70 kDa protein 12A
	Hspa12a

	211490F
	7.359766488
	UP
	4.55E-19
	Hypothetical protein
	/

	The top 20 most down-regulated genes
	
	
	

	175970F
	-7.095560732
	DOWN
	3.40E-17
	Hypothetical protein
	/

	264480F
	-7.554992351
	DOWN
	2.38E-22
	E3 ubiquitin-protein ligase RNF181
	Rnf181

	093470R
	-7.583847214
	DOWN
	1.01E-22
	Heat shock 90 kDa protein
	Hsp90

	050030R
	-7.706995445
	DOWN
	3.07E-47
	Hypothetical protein
	/

	091990F
	-7.717267501
	DOWN
	1.64E-24
	Mitochondrial fission factor
	Mff

	234570R
	-7.745814693
	DOWN
	6.54E-25
	Ribonuclease inhibitor
	Rnh1

	237250R
	-7.796000451
	DOWN
	1.25E-25
	Ankyrin repeat domain-containing protein 7
	Ankrd7

	221310R
	-8.075382851
	DOWN
	5.01E-30
	Scavenger receptor class F member 1
	Scarf1

	065350R
	-8.105544821
	DOWN
	1.53E-30
	Immune-associated nucleotide-binding protein 13
	Ian13

	169920F
	-8.125308076
	DOWN
	6.95E-31
	Histone H2A.z
	H2az

	005730F
	-8.173563244
	DOWN
	9.78E-32
	Multiple epidermal growth factor-like domains protein 10
	Megf10

	189990R
	-8.211808415
	DOWN
	0
	Sushi domain-containing protein 2
	Susd2

	079100R
	-8.547687551
	DOWN
	3.82E-39
	NF-kappa-B inhibitor beta
	Nfkbib

	125490F
	-8.608630315
	DOWN
	1.48E-79
	Hyaluronan synthase 2
	Has2

	026220F
	-8.668989122
	DOWN
	6.97E-42
	Coagulation factor XIII B chain
	F13b

	249940R
	-8.820453494
	DOWN
	1.46E-45
	Teratocarcinoma-derived growth factor 1
	Tdgf1

	021850F
	-8.925635731
	DOWN
	2.69E-48
	Death domain-containing protein CRADD
	Cradd

	022920R
	-9.429461469
	DOWN
	1.02E-63
	Myeloblastin
	Prtn3

	134930R
	-9.554992351
	DOWN
	3.17E-68
	Kelch-like protein 41a
	Klhl41a

	054240R
	-10.84449897
	DOWN
	4.99E-136
	Hypothetical protein
	/


 
