
Table S1. Nanostring analysis of genes selected for Figure 3A.

	Gene 
	Donor A
	Donor B

	
	Vehicle
-
	DHA
-
	Vehicle
LPS
	DHA
LPS
	Vehicle
-
	DHA
-
	Vehicle
LPS
	DHA
LPS

	[bookmark: _Hlk468189201]CXCL9
	21.4
	21.6
	539.0
	90.0
	18.8
	13.6
	807.8
	167.2

	CXCL10
	8.6
	6.2
	2893.9
	517.9
	5.9
	10.4
	4512.2
	1021.9

	CXCL11
	12.8
	13.4
	596.5
	126.2
	13.9
	11.5
	1076.8
	229.5

	SLAMF1
	15.7
	12.3
	521.4
	144.8
	16.8
	11.5
	396.4
	137.9

	C7
	2.9
	5.1
	7.4
	2.2
	2.0
	1.0
	7.6
	2.7

	IFITM1
	10.0
	7.2
	363.8
	92.2
	6.9
	12.5
	457.9
	193.0

	IL10
	148.4
	97.5
	851.2
	245.8
	150.4
	129.4
	406.1
	161.0

	TNFSF15
	403.7
	145.8
	[bookmark: _GoBack]13806.9
	5758.3
	773.0
	211.9
	4487.4
	1207.8

	CCL8
	18.6
	6.2
	1533.1
	418.1
	11.9
	14.6
	1887.8
	788.9

	IL27
	14.3
	15.4
	4334.3
	1478.0
	15.8
	16.7
	2642.8
	941.0

	LILRA5
	666.2
	322.4
	1054.5
	284.2
	749.3
	443.6
	1670.8
	764.0

	IL2RA
	22.8
	17.5
	310.8
	87.8
	11.9
	19.8
	220.3
	103.2

	CD70
	5.7
	2.1
	188.5
	64.7
	2.0
	3.1
	114.5
	49.8

	SOCS1
	85.6
	52.4
	1081.0
	302.8
	30.7
	39.7
	664.2
	331.8

	TNFSF10
	38.5
	28.8
	1780.5
	604.6
	60.4
	45.9
	2394.4
	1084.2

	SOCS3
	52.8
	40.0
	6325.4
	2370.0
	56.4
	36.5
	4042.4
	1849.1

	IFIT2
	35.7
	33.9
	3456.5
	1335.3
	158.4
	151.4
	19149.5
	8562.5

	IL20
	7.1
	11.3
	14.7
	9.9
	8.9
	4.2
	23.8
	4.5

	LAG3
	12.8
	12.3
	28.0
	8.8
	11.9
	13.6
	22.7
	12.5

	IDO1
	8.6
	5.1
	2069.2
	999.6
	4.0
	2.1
	1819.8
	767.6

	GBP5
	49.9
	33.9
	2194.4
	839.4
	46.5
	43.8
	1606.0
	882.3

	BATF
	67.1
	47.2
	332.8
	141.5
	70.3
	52.2
	360.7
	185.0

	CCL2
	159.8
	95.5
	727.5
	218.4
	444.4
	167.0
	713.9
	464.3

	NOD2
	44.2
	44.2
	86.9
	51.6
	81.2
	68.9
	184.7
	66.7

	BATF3
	31.4
	50.3
	866.0
	386.2
	33.7
	41.8
	422.3
	218.8

	IRF4
	21.4
	9.2
	122.2
	49.4
	17.8
	19.8
	68.0
	40.0

	CEACAM1
	4.3
	10.3
	11.8
	6.6
	5.9
	11.5
	16.2
	7.1

	TNFSF8
	81.3
	59.6
	172.3
	87.8
	106.9
	60.5
	189.0
	92.5

	IFNB1
	4.3
	3.1
	14.7
	8.8
	5.9
	4.2
	15.1
	6.2

	IFNG
	7.1
	4.1
	25.0
	6.6
	4.0
	7.3
	13.0
	9.8

	IL12B
	15.7
	9.2
	3845.3
	2394.2
	10.9
	8.4
	438.5
	176.1

	JAK3
	52.8
	23.6
	166.4
	56.0
	38.6
	18.8
	133.9
	93.4

	PTGS2
	55.6
	60.6
	11232.6
	6854.4
	58.4
	48.0
	4364.3
	1932.7

	CD7
	10.0
	8.2
	17.7
	7.7
	6.9
	7.3
	19.4
	12.5

	TLR7
	41.4
	15.4
	92.8
	53.8
	24.7
	16.7
	82.1
	40.9

	LAMP3
	15.7
	18.5
	1437.4
	739.5
	1.0
	10.4
	577.8
	336.2

	CDKN1A
	1479.4
	1171.5
	3658.3
	1676.6
	2500.1
	2350.8
	5107.3
	3396.7

	MX1
	910.2
	630.4
	12970.4
	6129.2
	1002.6
	826.7
	12714.8
	8501.1

	TAGAP
	209.7
	147.9
	960.2
	537.7
	213.8
	202.5
	927.7
	553.2

	ITLN2
	1.4
	4.1
	4.4
	3.3
	1.0
	3.1
	2.2
	0.9

	CFB
	71.3
	48.3
	1156.1
	544.2
	53.5
	52.2
	657.7
	453.6

	IL10RA
	2784.7
	1898.5
	10547.8
	5965.7
	2584.3
	2394.6
	8443.4
	5063.5

	LILRB2
	336.7
	185.8
	559.6
	206.3
	353.4
	274.5
	676.1
	548.8

	BCL3
	211.1
	146.8
	2111.9
	973.3
	302.9
	290.2
	1909.4
	1400.8

	LILRB5
	17.1
	20.5
	28.0
	14.3
	89.1
	62.6
	140.4
	97.0

	IFIH1
	195.4
	163.3
	1870.4
	1061.0
	213.8
	200.4
	1846.8
	1180.3

	LCP2
	2057.1
	1413.8
	6022.0
	3490.3
	2173.5
	1719.3
	4220.6
	2678.9

	IFI35
	198.3
	215.6
	958.8
	523.4
	223.7
	237.0
	805.7
	540.8

	TCF4
	226.8
	134.5
	437.4
	263.3
	198.0
	156.6
	397.4
	244.6

	IL5
	8.6
	7.2
	17.7
	12.1
	5.0
	6.3
	19.4
	10.7

	GBP1
	1242.5
	1057.6
	17325.3
	10637.7
	771.0
	632.6
	13768.9
	8537.6

	CCL5
	97.0
	63.7
	11849.7
	7101.3
	54.4
	36.5
	7112.9
	4523.6

	LTA
	11.4
	15.4
	56.0
	31.8
	12.9
	14.6
	38.9
	26.7

	CLEC6A
	30.0
	21.6
	69.2
	50.5
	19.8
	26.1
	57.2
	30.2

	TNFSF13B
	833.1
	661.2
	1880.7
	1121.4
	713.6
	757.9
	2021.8
	1356.4

	JAK2
	402.3
	321.4
	1577.3
	887.7
	392.9
	333.0
	1582.2
	1120.7

	CTLA4_all
	10.0
	5.1
	20.6
	13.2
	6.9
	10.4
	14.0
	8.9

	TAP1
	452.2
	410.7
	1481.6
	959.0
	502.8
	431.1
	1341.4
	855.6

	CCR7
	10.0
	4.1
	854.2
	628.7
	5.9
	7.3
	318.6
	176.1

	TNFRSF9
	154.1
	96.5
	1151.7
	792.2
	366.2
	201.5
	1023.8
	634.2

	CASP1
	311.0
	221.8
	595.0
	343.4
	514.7
	421.7
	1071.4
	786.3

	GPR183
	512.1
	396.3
	3060.4
	1958.6
	889.8
	768.3
	3366.4
	2268.0

	ADA
	141.2
	118.1
	1798.2
	1034.7
	103.9
	109.6
	1039.0
	777.4

	FKBP5
	774.6
	521.6
	1547.9
	875.6
	601.8
	494.8
	1094.0
	835.2

	CCL23
	51.4
	38.0
	347.6
	208.5
	37.6
	23.0
	193.3
	146.8

	CD2
	8.6
	8.2
	17.7
	13.2
	7.9
	10.4
	17.3
	10.7

	IL1RAP
	132.7
	128.3
	350.5
	201.9
	83.1
	67.9
	225.7
	179.7

	STAT5A
	399.4
	366.6
	2328.4
	1790.7
	372.2
	349.7
	1428.8
	866.3

	BCL2L11
	25.7
	7.2
	78.1
	59.3
	17.8
	6.3
	65.9
	40.9

	STAT3
	1107.0
	962.1
	2356.4
	1496.6
	1132.3
	1050.1
	2123.3
	1600.1

	PTPN2
	442.2
	452.8
	874.8
	573.9
	432.5
	364.3
	872.6
	640.4

	TNFRSF17
	10.0
	10.3
	20.6
	14.3
	7.9
	6.3
	21.6
	15.1

	CCL4
	216.8
	107.8
	98648.4
	74244.4
	86.1
	57.4
	39489.1
	25425.0

	STAT4
	32.8
	26.7
	1092.8
	727.5
	28.7
	21.9
	479.5
	351.3

	SLAMF7
	2371.0
	2019.6
	21409.2
	15771.7
	2555.6
	2210.9
	16213.0
	10821.6

	CD40
	1185.5
	971.3
	11703.9
	8460.8
	779.9
	752.6
	7994.2
	5484.2

	TNFAIP6
	24.3
	28.8
	6212.0
	4370.3
	20.8
	23.0
	4383.7
	3117.4

	CCL3
	1158.4
	797.8
	52407.4
	43812.6
	887.8
	701.5
	30011.1
	17796.4

	CFP
	18.6
	18.5
	41.2
	13.2
	19.8
	23.0
	40.0
	44.5

	IL2RB
	18.6
	19.5
	30.9
	23.0
	16.8
	25.1
	33.5
	23.1

	IL23R
	11.4
	4.1
	29.5
	16.5
	4.0
	9.4
	16.2
	14.2

	CD274
	303.9
	268.0
	3569.9
	2406.2
	286.0
	295.4
	3362.0
	2570.4

	EBI3
	37.1
	25.7
	1698.1
	1225.6
	26.7
	23.0
	896.4
	646.6

	CCR8
	4.3
	2.1
	8.8
	5.5
	3.0
	12.5
	11.9
	9.8

	CCL19
	11.4
	15.4
	197.4
	116.3
	13.9
	9.4
	246.2
	210.8

	IRF1
	166.9
	162.2
	2558.2
	1828.0
	147.5
	154.5
	1692.4
	1239.9

	IL9
	5.7
	1.0
	17.7
	12.1
	5.0
	3.1
	15.1
	11.6

	PML
	557.8
	537.0
	4627.3
	3203.9
	815.6
	835.1
	4893.5
	3713.3

	MUC1
	21.4
	10.3
	32.4
	20.9
	9.9
	24.0
	25.9
	21.4

	CCL20
	17.1
	21.6
	29216.2
	23023.3
	17.8
	13.6
	11693.2
	8027.9

	POU2F2
	265.3
	213.6
	466.9
	287.5
	114.8
	140.9
	400.7
	346.0
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	Gene 
	Donor A
	Donor B

	
	Vehicle
-
	DHA
-
	Vehicle
LPS
	DHA
LPS
	Vehicle
-
	DHA
-
	Vehicle
LPS
	DHA
LPS

	IRF7
	122.7
	129.4
	1063.3
	781.2
	201.9
	214.0
	1612.4
	1204.3

	IRF8
	590.6
	588.3
	2316.6
	1720.5
	535.5
	565.8
	1671.8
	1236.3

	IL1B
	47.1
	20.5
	35588.7
	30491.1
	31.7
	32.4
	16211.9
	10234.6

	KLRB1
	10.0
	6.2
	17.7
	7.7
	6.9
	15.7
	15.1
	16.0

	PIGR
	5.7
	5.1
	14.7
	9.9
	5.9
	9.4
	10.8
	8.9

	IL23A
	31.4
	17.5
	7337.2
	6881.9
	17.8
	12.5
	2394.4
	1393.7

	FAS
	21.4
	19.5
	131.1
	76.8
	26.7
	23.0
	77.8
	72.9

	STAT2
	1272.5
	1105.8
	3729.0
	2751.9
	1419.3
	1360.2
	4016.5
	3185.0

	IL1R1
	47.1
	42.1
	120.8
	99.9
	50.5
	30.3
	76.7
	54.3

	CD48
	3142.7
	2609.0
	7331.3
	5428.0
	3252.4
	2927.0
	6422.8
	5100.8

	ICAM1
	1740.4
	1314.2
	10463.8
	8132.7
	1592.5
	1241.2
	9810.7
	7510.3

	MCL1
	2313.9
	1941.6
	6291.5
	4687.4
	2149.8
	2019.9
	5505.8
	4424.9

	IL15
	22.8
	28.8
	346.1
	289.7
	37.6
	38.6
	324.0
	232.1

	XBP1
	1051.4
	869.7
	2787.9
	2229.6
	725.5
	530.3
	1951.6
	1473.8

	CCL18
	81.3
	60.6
	126.7
	54.9
	35.6
	36.5
	74.5
	83.6

	IL1RN
	26529.8
	24162.4
	66835.8
	54227.6
	20596.0
	16335.4
	60069.6
	44683.6

	RELA
	647.7
	590.4
	1976.4
	1637.1
	632.5
	614.8
	1726.9
	1275.4

	CLEC4E
	152.6
	89.3
	757.0
	497.1
	116.8
	98.1
	613.4
	562.1

	NFKB2
	943.0
	734.1
	4899.8
	3910.6
	1068.0
	798.6
	3749.8
	2920.0

	CCL24
	52.8
	24.6
	156.1
	137.2
	29.7
	24.0
	88.6
	62.3

	TICAM1
	679.1
	588.3
	1998.5
	1518.6
	645.3
	590.8
	1383.5
	1153.6

	CD44
	9325.5
	8917.3
	60760.7
	49954.9
	9579.9
	9129.6
	32569.6
	26288.6

	PDCD1
	15.7
	12.3
	28.0
	25.2
	10.9
	16.7
	30.2
	22.2

	LCK
	11.4
	8.2
	19.2
	18.7
	9.9
	8.4
	23.8
	16.0

	PDGFB
	34.2
	35.9
	291.6
	259.0
	99.0
	80.4
	266.8
	209.0

	BCL2
	234.0
	198.2
	739.3
	591.4
	171.2
	138.8
	412.6
	361.1

	KIR
	7.1
	11.3
	23.6
	13.2
	8.9
	10.4
	15.1
	16.9

	CD58
	1540.7
	1387.1
	3051.5
	2468.8
	1417.3
	1224.5
	2327.4
	2039.4

	C4BPA
	7.1
	5.1
	17.7
	6.6
	5.0
	4.2
	10.8
	14.2

	DEFB103A
	8.6
	3.1
	42.7
	37.3
	5.0
	2.1
	28.1
	23.1

	CD83
	4301.1
	3993.0
	16438.7
	14809.4
	3028.7
	2621.1
	10486.8
	8349.9

	NFKB1
	370.9
	247.5
	2247.4
	1747.9
	258.3
	213.0
	1333.8
	1229.2

	LITAF
	6139.9
	6115.3
	22163.2
	18656.3
	7754.8
	7989.7
	19928.2
	17104.5

	MAP4K4
	982.9
	881.0
	1930.8
	1648.1
	754.2
	697.3
	1131.8
	958.8

	CSF1
	1181.2
	891.2
	3680.4
	3213.8
	1632.1
	1127.4
	3370.7
	2798.1

	IL18
	1194.0
	1104.8
	5946.9
	5163.6
	1801.4
	1525.1
	5546.9
	4643.7

	NFKBIZ
	85.6
	34.9
	1352.0
	1280.5
	59.4
	28.2
	588.6
	449.2

	RELB
	309.6
	218.7
	773.2
	648.5
	209.8
	198.3
	630.7
	557.7

	C6
	25.7
	22.6
	44.2
	31.8
	21.8
	25.1
	34.6
	34.7

	ETS1
	35.7
	34.9
	297.5
	222.7
	34.6
	24.0
	150.1
	147.6

	GZMA
	22.8
	20.5
	39.8
	27.4
	14.9
	16.7
	28.1
	29.4

	CCRL2
	1978.7
	2064.8
	4926.3
	4624.9
	2066.6
	1969.8
	4432.3
	3573.7

	NFKBIA
	2410.9
	2035.0
	10795.2
	9957.4
	2168.6
	1859.1
	9899.3
	8153.3

	FCAR
	11.4
	16.4
	19.2
	12.1
	5.9
	7.3
	18.4
	21.4

	IL7R
	58.5
	73.9
	3599.4
	3059.1
	31.7
	18.8
	2869.6
	2719.0

	TRAF1
	212.6
	248.5
	7197.3
	6929.0
	200.9
	153.5
	4423.7
	3753.4

	TNF
	48.5
	52.4
	3362.3
	3659.3
	53.5
	50.1
	1477.4
	1089.5

	LEF1
	11.4
	12.3
	30.9
	34.0
	11.9
	9.4
	19.4
	14.2

	CD82
	1446.5
	1740.3
	3207.6
	3026.2
	1212.5
	1324.7
	2421.4
	2163.1

	TAP2
	984.3
	998.0
	1583.2
	1551.5
	723.5
	678.5
	1552.0
	1375.9

	CD80
	20.0
	24.6
	880.7
	756.0
	38.6
	44.9
	835.9
	853.8

	NOTCH1
	89.9
	82.1
	235.6
	185.4
	101.0
	99.2
	185.8
	205.5

	SRC
	690.5
	839.9
	3973.5
	3593.4
	841.3
	1160.8
	3046.7
	3071.2

	ICAM4
	48.5
	47.2
	73.6
	72.4
	37.6
	43.8
	76.7
	72.0

	STAT1
	1673.4
	1970.3
	3178.2
	2892.3
	1972.6
	2252.7
	4568.4
	4649.9

	CSF2
	10.0
	6.2
	73.6
	77.9
	6.9
	10.4
	22.7
	20.5

	ICOSLG
	211.1
	167.4
	795.3
	769.2
	99.0
	91.9
	508.7
	506.1

	IRAK2
	95.6
	85.2
	1064.8
	1125.8
	117.8
	100.2
	804.6
	764.0

	TNFAIP3
	814.6
	849.1
	4206.1
	4414.2
	1097.7
	1034.5
	3665.5
	3547.0

	PTGER4
	263.9
	216.6
	1005.9
	1027.0
	264.3
	193.1
	565.9
	592.4

	TNFRSF4
	15.7
	16.4
	185.6
	167.9
	21.8
	9.4
	153.4
	178.8

	BID
	319.6
	371.7
	704.0
	758.2
	289.0
	335.1
	661.0
	716.0

	CLEC5A
	229.7
	213.6
	559.6
	531.1
	373.1
	418.6
	766.8
	962.4

	CD45RA
	2.9
	2.1
	4.4
	7.7
	4.0
	9.4
	9.7
	5.3

	CDH5
	1.4
	8.2
	5.9
	12.1
	3.0
	4.2
	8.6
	5.3

	KLRC3
	8.6
	9.2
	16.2
	18.7
	4.0
	6.3
	7.6
	12.5

	IL6
	8.6
	5.1
	1976.4
	2814.4
	5.0
	10.4
	469.8
	785.4

	IKZF3
	2.9
	5.1
	4.4
	11.0
	7.9
	6.3
	13.0
	8.9

	IL1A
	11.4
	19.5
	175.3
	352.2
	15.8
	21.9
	42.1
	76.5

	IL8
	135.5
	98.6
	10674.4
	27965.2
	78.2
	102.3
	8361.4
	16779.8

	CXCL1
	45.7
	38.0
	1459.5
	3130.4
	73.2
	78.3
	1803.6
	4699.7

	CXCL2
	22.8
	23.6
	119.3
	291.9
	85.1
	101.3
	219.2
	515.9


MDMs were treated with DHA for 16 h before stimulation with LPS for 3 h. Shown are normalized counts of mRNA transcripts of the nCounter GX Human Immunology kit assay that were more than 1.5-times increased by LPS in both donors. Genes are sorted after most DHA-mediated reduction of LPS-induced expression. Normalized transcript numbers are displayed.

