[bookmark: _GoBack]Supplementary Table 1. Methylation level (%) of selected CpG sites of SFRP1, SFRP2, SDC2 and PRIMA1 in normal, adenoma and CRC tissue samples using the pyrosequencing method. N: normal, AD: adenoma, CRC: colorectal cancer
	Sample ID
	N1
	N2
	N3
	N4
	N5
	N6
	N7
	N8
	N9
	N10
	N11
	N12
	N13
	N14
	N15

	SFRP1 CpG1
	50.00
	63.58
	21.43
	45.83
	29.17
	32.61
	35.29
	52.50
	3.00
	72.73
	38.89
	37.25
	40.17
	42.11
	29.55

	SFRP1 CpG2
	33.33
	51.85
	57.14
	41.67
	29.17
	32.61
	23.53
	50.00
	25.74
	79.78
	34.72
	31.37
	36.75
	52.63
	31.82

	SFRP1 CpG3
	22.22
	49.38
	42.86
	60.42
	37.50
	32.61
	17.65
	47.50
	48.04
	71.11
	27.78
	29.41
	35.90
	42.11
	27.27

	SFRP1 CpG4
	16.67
	23.46
	42.86
	39.58
	33.33
	39.13
	17.65
	52.50
	49.02
	53.33
	25.00
	27.45
	32.48
	47.37
	31.82

	SFRP1 CpG5
	33.33
	57.41
	7.14
	45.83
	37.50
	45.65
	17.65
	47.50
	53.92
	68.89
	38.89
	39.22
	37.61
	44.74
	36.36

	SFRP1 CpG6
	33.33
	55.56
	42.86
	56.25
	25.00
	41.30
	11.76
	40.00
	49.02
	68.89
	27.78
	21.57
	35.04
	39.47
	20.45

	SFRP1 CpG7
	33.33
	51.25
	7.14
	58.33
	29.17
	23.91
	17.65
	42.50
	50.00
	56.67
	36.11
	33.33
	38.46
	50.00
	47.73

	SFRP1 CpG8
	22.22
	49.38
	7.14
	56.25
	41.67
	39.13
	29.41
	52.50
	24.51
	53.33
	37.50
	21.57
	34.19
	50.00
	31.82

	SFRP1 CpG9
	27.78
	69.81
	42.86
	54.17
	37.50
	43.48
	23.53
	57.50
	31.37
	71.11
	40.28
	29.41
	38.46
	52.63
	36.36

	SFRP1 CpG10
	27.78
	40.25
	7.14
	31.25
	25.00
	21.74
	17.65
	42.50
	31.37
	55.56
	22.22
	17.65
	23.93
	31.58
	20.45

	SFRP2 CpG1
	10.53
	8.85
	17.55
	11.15
	11.51
	17.77
	13.21
	15.40
	26.14
	11.16
	12.29
	11.27
	16.82
	13.20
	11.40

	SFRP2 CpG2
	14.29
	16.17
	29.55
	14.06
	14.28
	19.73
	15.85
	12.04
	26.60
	13.29
	17.73
	13.18
	19.36
	19.75
	12.73

	SFRP2 CpG3
	8.56
	5.82
	10.24
	19.24
	6.47
	13.45
	9.20
	11.54
	17.15
	9.34
	8.43
	6.87
	10.76
	10.33
	5.41

	SFRP2 CpG4
	9.54
	37.67
	20.52
	21.40
	11.23
	13.71
	14.49
	7.06
	10.55
	10.17
	15.65
	11.92
	17.03
	16.02
	13.31

	SFRP2 CpG5
	19.06
	30.35
	13.41
	16.37
	10.72
	18.50
	18.35
	13.20
	17.92
	14.42
	16.36
	8.38
	26.48
	21.57
	-

	SFRP2 CpG6
	11.44
	32.23
	17.24
	31.22
	11.61
	19.95
	21.32
	15.17
	24.24
	15.12
	19.69
	8.94
	28.17
	25.35
	-

	SDC2 CpG1
	2.31
	0.00
	4.17
	1.95
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.75
	1.07
	2.43
	1.03

	SDC2 CpG2
	1.53
	0.00
	5.95
	0.00
	0.00
	0.87
	1.69
	0.00
	0.43
	0.83
	0.94
	0.00
	3.72
	1.94
	0.00

	SDC2 CpG3
	1.53
	0.00
	4.17
	5.84
	0.00
	0.00
	0.00
	0.00
	0.00
	0.28
	0.00
	2.24
	1.33
	2.91
	2.58

	SDC2 CpG4
	2.29
	1.13
	3.57
	0.00
	0.00
	0.00
	0.00
	8.89
	1.09
	0.00
	0.94
	0.00
	1.86
	1.95
	2.06

	SDC2 CpG5
	1.53
	1.50
	2.38
	7.14
	0.00
	0.43
	5.08
	0.00
	0.87
	0.28
	1.88
	2.24
	0.53
	1.94
	1.03

	SDC2 CpG6
	1.53
	0.00
	2.38
	0.00
	0.00
	0.43
	0.00
	0.00
	0.00
	0.28
	1.41
	0.00
	0.53
	2.43
	2.06

	SDC2 CpG7
	4.58
	0.00
	2.38
	5.73
	0.00
	0.87
	3.39
	0.00
	0.00
	0.28
	3.29
	4.48
	1.59
	3.40
	1.03

	SDC2 CpG8
	3.82
	0.00
	2.38
	1.91
	0.00
	0.87
	1.69
	0.00
	0.43
	0.00
	0.94
	1.49
	2.65
	2.43
	1.54

	SDC2 CpG9
	1.53
	0.00
	2.38
	5.73
	0.00
	0.43
	3.39
	0.00
	0.43
	0.00
	1.40
	2.24
	2.92
	1.94
	1.03

	SDC2 CpG10
	1.53
	0.00
	4.17
	23.57
	1.79
	0.43
	0.00
	0.00
	0.00
	0.00
	1.87
	0.75
	1.86
	5.31
	1.02

	SDC2 CpG11
	1.53
	0.00
	7.74
	5.73
	1.79
	0.43
	0.00
	0.00
	0.43
	1.11
	1.40
	3.73
	3.18
	3.38
	1.52

	SDC2 CpG12
	1.53
	0.38
	2.38
	5.73
	1.79
	1.30
	5.08
	0.00
	0.43
	0.00
	0.00
	1.49
	1.33
	4.83
	3.55

	SDC2 CpG13
	1.53
	0.00
	4.14
	16.56
	0.00
	0.00
	3.39
	0.00
	0.00
	0.84
	0.93
	0.75
	0.53
	3.38
	0.51

	SDC2 CpG14
	1.53
	1.50
	2.96
	22.29
	1.79
	0.87
	3.39
	6.67
	0.00
	0.84
	0.47
	1.49
	1.59
	3.38
	2.02

	SDC2 CpG15
	1.53
	0.00
	2.37
	5.73
	0.00
	1.73
	0.00
	0.00
	0.00
	0.00
	1.87
	0.75
	2.65
	2.42
	2.02

	SDC2 CpG16
	1.53
	0.00
	5.92
	12.10
	3.57
	4.76
	3.39
	0.00
	0.85
	0.00
	1.41
	1.49
	2.65
	3.86
	3.02

	SDC2 CpG17
	1.53
	0.00
	5.92
	23.57
	1.79
	2.60
	8.47
	2.22
	0.00
	0.00
	0.47
	2.24
	2.38
	4.35
	2.50

	SDC2 CpG18
	1.53
	0.75
	4.14
	5.73
	3.57
	1.73
	0.00
	8.89
	0.00
	0.00
	0.47
	1.50
	2.12
	2.90
	1.00

	PRIMA1 CpG1
	8.48
	9.91
	7.33
	11.06
	6.66
	5.02
	5.76
	10.74
	10.05
	4.32
	5.38
	3.10
	6.92
	3.58
	2.39

	PRIMA1 CpG2
	7.04
	1.28
	16.58
	30.82
	4.20
	3.76
	5.39
	14.35
	22.50
	3.89
	3.13
	1.67
	3.88
	3.66
	3.30

	PRIMA1 CpG3
	7.03
	1.68
	17.49
	26.80
	5.12
	5.17
	7.24
	16.71
	27.09
	5.07
	3.83
	3.84
	5.14
	3.16
	1.77

	PRIMA1 CpG4
	5.83
	1.16
	19.74
	23.05
	6.81
	5.12
	7.31
	16.49
	23.64
	6.47
	4.67
	4.28
	4.66
	4.20
	2.55

	PRIMA1 CpG5
	8.12
	1.26
	18.02
	27.33
	5.46
	4.78
	7.23
	17.32
	24.70
	5.42
	4.25
	4.29
	4.37
	3.64
	1.38

	PRIMA1 CpG6
	7.58
	2.45
	8.21
	11.59
	6.70
	4.56
	6.84
	12.55
	11.85
	4.20
	6.67
	3.98
	6.93
	3.58
	2.07

	PRIMA1 CpG7
	7.33
	4.42
	11.98
	14.47
	4.92
	3.61
	4.94
	11.67
	15.30
	4.51
	3.39
	4.54
	3.94
	3.85
	3.03

	PRIMA1 CpG8
	10.82
	7.32
	7.75
	13.66
	8.43
	5.45
	7.02
	17.46
	11.55
	4.20
	8.18
	6.39
	6.00
	6.82
	5.41

	PRIMA1 CpG9
	12.71
	3.68
	7.65
	15.37
	13.25
	8.82
	11.27
	8.57
	13.16
	7.90
	17.14
	5.34
	10.59
	4.50
	10.47

	PRIMA1 CpG10
	6.69
	0.75
	6.16
	6.62
	7.11
	3.33
	3.57
	1.09
	13.28
	2.39
	5.81
	2.48
	4.73
	3.58
	9.38

	Sample ID
	AD1
	AD2
	AD3
	AD4
	AD5
	AD6
	AD7
	AD8
	AD9
	AD10
	AD11
	AD12
	AD13
	AD14
	AD15

	SFRP1 CpG1
	36.5
	84.1
	71.2
	73.6
	50.0
	100.0
	45.1
	48.7
	44.7
	68.4
	59.8
	74.9
	91.0
	90.4
	96.9

	SFRP1 CpG2
	36.5
	67.8
	73.1
	57.3
	42.7
	100.0
	52.1
	38.8
	42.6
	56.4
	64.7
	90.2
	88.1
	78.1
	96.9

	SFRP1 CpG3
	30.8
	71.7
	69.2
	74.5
	43.7
	100.0
	43.7
	39.3
	38.3
	41.0
	68.4
	86.5
	86.9
	90.4
	71.9

	SFRP1 CpG4
	34.6
	67.8
	55.8
	27.3
	25.2
	100.0
	29.6
	33.4
	34.0
	66.7
	55.1
	69.1
	83.4
	63.0
	96.9

	SFRP1 CpG5
	40.4
	88.8
	67.3
	60.0
	53.4
	100.0
	52.1
	49.2
	42.6
	69.2
	70.4
	76.7
	90.2
	90.4
	96.9

	SFRP1 CpG6
	19.2
	64.9
	55.8
	16.4
	45.1
	100.0
	59.2
	44.6
	51.1
	76.9
	62.8
	72.9
	86.1
	90.4
	96.9

	SFRP1 CpG7
	32.7
	74.6
	55.8
	31.8
	65.5
	90.9
	52.1
	33.6
	44.7
	41.0
	74.5
	71.2
	86.3
	53.4
	96.9

	SFRP1 CpG8
	30.8
	68.8
	76.9
	78.2
	68.0
	100.0
	47.9
	48.9
	23.4
	53.8
	76.6
	76.0
	85.1
	89.0
	96.9

	SFRP1 CpG9
	17.3
	66.1
	65.4
	67.3
	53.9
	100.0
	40.8
	51.6
	44.7
	71.8
	73.4
	84.4
	88.7
	84.9
	96.9

	SFRP1 CpG10
	17.3
	40.1
	67.3
	27.3
	36.9
	95.5
	40.8
	29.3
	17.0
	66.7
	66.8
	57.8
	71.1
	71.2
	96.9

	SFRP2 CpG1
	25.6
	72.3
	45.5
	41.8
	23.4
	73.3
	16.6
	21.4
	9.1
	17.2
	32.7
	15.1
	75.2
	72.8
	19.0

	SFRP2 CpG2
	32.4
	63.7
	56.2
	40.4
	41.2
	57.3
	19.9
	16.9
	18.1
	26.7
	33.6
	22.2
	61.3
	73.4
	21.8

	SFRP2 CpG3
	51.4
	62.0
	38.1
	36.4
	20.3
	29.1
	12.1
	7.2
	7.4
	12.3
	28.4
	13.6
	63.4
	61.6
	15.9

	SFRP2 CpG4
	34.7
	68.5
	52.5
	37.8
	42.6
	61.6
	16.4
	14.2
	4.4
	38.5
	32.2
	10.5
	69.9
	65.4
	37.0

	SFRP2 CpG5
	70.7
	62.0
	52.8
	75.5
	26.5
	35.2
	20.9
	7.2
	6.7
	49.4
	40.0
	21.0
	72.1
	81.3
	11.1

	SFRP2 CpG6
	71.5
	64.4
	53.7
	81.7
	26.7
	59.1
	27.2
	16.1
	7.7
	52.7
	48.3
	28.7
	64.9
	83.2
	13.7

	SDC2 CpG1
	0.5
	30.9
	43.3
	6.9
	0.0
	0.0
	2.6
	32.0
	0.0
	3.4
	28.9
	10.6
	70.4
	61.6
	3.2

	SDC2 CpG2
	0.9
	30.3
	44.6
	3.7
	3.2
	0.0
	2.6
	29.6
	0.0
	0.0
	35.1
	19.6
	70.4
	60.5
	0.0

	SDC2 CpG3
	3.1
	30.5
	45.5
	2.0
	0.4
	0.0
	2.6
	28.0
	0.0
	0.0
	29.8
	13.4
	58.3
	30.5
	0.0

	SDC2 CpG4
	0.0
	28.2
	36.2
	12.2
	0.0
	0.0
	2.6
	34.4
	0.0
	0.0
	42.7
	14.4
	73.5
	18.4
	0.0

	SDC2 CpG5
	0.0
	30.5
	45.5
	5.3
	0.0
	0.0
	2.6
	30.4
	0.0
	9.2
	36.3
	21.0
	56.2
	47.9
	3.2

	SDC2 CpG6
	0.0
	30.3
	44.6
	2.8
	1.2
	16.7
	2.6
	23.2
	0.0
	0.0
	34.2
	12.6
	62.0
	49.5
	3.2

	SDC2 CpG7
	1.3
	30.5
	47.2
	5.7
	0.4
	6.3
	2.6
	29.8
	0.0
	13.8
	33.3
	32.2
	67.9
	48.4
	0.0

	SDC2 CpG8
	0.0
	30.5
	38.1
	3.7
	0.0
	2.1
	0.0
	24.2
	0.0
	2.3
	35.1
	20.3
	61.7
	52.6
	3.2

	SDC2 CpG9
	0.0
	30.9
	45.5
	9.3
	0.0
	0.0
	11.3
	29.8
	0.0
	3.4
	35.1
	51.0
	75.4
	62.5
	0.0

	SDC2 CpG10
	0.0
	31.2
	45.5
	35.9
	0.0
	0.0
	12.8
	24.2
	0.0
	12.6
	31.6
	58.2
	73.8
	52.6
	9.5

	SDC2 CpG11
	0.0
	30.8
	44.2
	34.1
	0.0
	16.7
	12.8
	22.6
	3.8
	6.9
	26.3
	56.0
	60.7
	66.7
	19.0

	SDC2 CpG12
	0.0
	29.9
	50.2
	29.7
	0.0
	16.7
	12.8
	30.1
	1.3
	4.6
	31.9
	44.7
	72.8
	57.3
	17.5

	SDC2 CpG13
	0.4
	31.2
	44.2
	15.3
	5.5
	2.1
	12.8
	24.2
	0.0
	6.9
	28.3
	38.3
	53.1
	38.0
	0.0

	SDC2 CpG14
	4.0
	30.3
	46.3
	54.6
	0.0
	2.1
	5.1
	32.3
	1.1
	12.6
	34.2
	38.3
	47.3
	50.0
	11.1

	SDC2 CpG15
	1.3
	30.3
	46.3
	50.6
	0.0
	2.1
	12.8
	31.7
	0.0
	2.3
	31.9
	32.9
	67.9
	68.2
	20.6

	SDC2 CpG16
	8.4
	31.8
	44.2
	63.9
	0.4
	37.5
	12.0
	26.0
	2.3
	10.3
	34.5
	53.9
	74.5
	79.2
	42.9

	SDC2 CpG17
	1.3
	14.4
	42.4
	36.1
	0.0
	20.8
	5.1
	31.7
	8.0
	16.1
	35.7
	57.4
	74.5
	80.2
	42.9

	SDC2 CpG18
	10.4
	30.5
	43.5
	65.3
	0.0
	31.3
	12.8
	30.1
	8.0
	10.3
	31.0
	51.8
	73.3
	82.3
	42.9

	PRIMA1 CpG1
	5.1
	55.7
	8.3
	15.8
	10.0
	2.1
	14.3
	7.3
	3.4
	6.6
	21.1
	3.0
	5.3
	6.0
	6.7

	PRIMA1 CpG2
	22.3
	47.7
	5.5
	10.7
	13.0
	1.7
	10.2
	4.9
	1.9
	2.1
	13.0
	1.6
	3.2
	2.2
	5.6

	PRIMA1 CpG3
	17.9
	59.5
	11.0
	11.8
	12.8
	1.9
	7.2
	4.8
	1.6
	4.9
	20.8
	3.6
	5.7
	2.8
	7.1

	PRIMA1 CpG4
	24.6
	52.9
	12.8
	8.5
	18.2
	4.3
	10.0
	4.2
	2.8
	10.6
	17.0
	3.7
	2.7
	5.7
	6.5

	PRIMA1 CpG5
	15.6
	57.1
	12.1
	10.3
	15.1
	0.9
	17.4
	7.3
	2.4
	6.9
	24.4
	6.0
	3.2
	8.2
	4.8

	PRIMA1 CpG6
	17.7
	56.4
	16.5
	16.3
	7.8
	1.9
	25.9
	6.0
	3.2
	7.7
	26.9
	4.8
	4.5
	11.1
	8.7

	PRIMA1 CpG7
	7.6
	41.6
	7.1
	12.0
	6.0
	0.8
	10.2
	3.6
	2.0
	2.5
	18.8
	3.7
	5.6
	6.2
	4.9

	PRIMA1 CpG8
	18.9
	39.4
	8.7
	15.4
	6.8
	3.4
	20.5
	7.5
	4.9
	11.1
	21.5
	5.1
	9.9
	15.7
	7.6

	PRIMA1 CpG9
	4.4
	51.4
	16.8
	13.5
	6.3
	4.1
	14.3
	6.7
	8.2
	4.3
	11.2
	8.0
	9.0
	10.4
	7.4

	PRIMA1 CpG10
	3.0
	40.0
	1.4
	6.4
	5.9
	1.0
	8.4
	2.2
	3.0
	4.4
	13.6
	3.3
	6.5
	1.8
	3.4

	Sample ID
	CRC1
	CRC2
	CRC3
	CRC4
	CRC5
	CRC6
	CRC7
	CRC8
	CRC9
	CRC10
	CRC11
	CRC12
	CRC13
	CRC14
	CRC15

	SFRP1 CpG1
	67.4
	55.1
	27.3
	64.7
	65.0
	69.9
	50.5
	61.5
	100.0
	75.5
	66.2
	69.0
	73.6
	53.0
	10.2

	SFRP1 CpG2
	63.0
	55.1
	34.8
	62.0
	61.4
	74.0
	46.4
	68.1
	100.0
	76.2
	69.1
	65.5
	71.8
	50.0
	11.7

	SFRP1 CpG3
	60.9
	55.1
	27.3
	63.2
	61.4
	71.2
	47.4
	47.3
	100.0
	75.5
	67.6
	56.9
	71.8
	52.2
	10.9

	SFRP1 CpG4
	65.2
	34.7
	37.9
	55.6
	58.4
	71.2
	48.5
	64.8
	66.7
	75.5
	69.1
	60.3
	71.8
	34.6
	8.0

	SFRP1 CpG5
	80.4
	59.2
	31.8
	67.3
	64.4
	63.0
	52.6
	67.0
	100.0
	75.5
	60.3
	62.1
	71.8
	52.2
	12.4

	SFRP1 CpG6
	74.6
	53.1
	34.8
	64.3
	66.3
	69.9
	46.4
	67.0
	100.0
	36.3
	50.0
	60.3
	71.8
	54.4
	10.2

	SFRP1 CpG7
	58.0
	36.7
	24.2
	58.5
	60.4
	71.2
	20.6
	61.5
	76.5
	37.3
	66.2
	46.6
	41.8
	40.4
	9.5

	SFRP1 CpG8
	75.4
	61.2
	34.8
	73.7
	67.3
	72.6
	58.8
	69.2
	92.2
	75.5
	70.6
	60.3
	56.4
	48.5
	11.8

	SFRP1 CpG9
	75.4
	57.1
	31.7
	66.7
	61.4
	75.3
	55.7
	68.1
	100.0
	75.5
	64.7
	60.3
	71.8
	48.1
	10.3

	SFRP1 CpG10
	58.7
	30.6
	25.4
	52.6
	46.5
	67.1
	36.1
	65.9
	92.2
	40.2
	57.4
	56.1
	55.5
	26.1
	3.7

	SFRP2 CpG1
	53.6
	37.1
	29.3
	52.1
	55.2
	57.8
	60.6
	67.9
	71.0
	80.4
	64.2
	42.7
	5.9
	65.0
	13.0

	SFRP2 CpG2
	48.7
	45.5
	22.7
	41.3
	46.8
	48.4
	44.5
	56.9
	62.2
	55.2
	58.7
	43.1
	6.4
	55.2
	13.4

	SFRP2 CpG3
	42.2
	32.3
	5.3
	43.1
	43.0
	46.9
	37.0
	47.8
	63.9
	66.5
	50.3
	30.5
	5.4
	56.9
	7.3

	SFRP2 CpG4
	48.9
	44.6
	27.8
	51.1
	51.4
	53.1
	21.9
	49.8
	66.5
	72.4
	60.4
	42.6
	2.5
	62.6
	8.3

	SFRP2 CpG5
	50.5
	33.2
	13.9
	45.5
	56.0
	60.6
	55.1
	59.8
	62.9
	60.5
	63.2
	37.6
	2.1
	64.5
	8.1

	SFRP2 CpG6
	55.9
	43.7
	11.8
	51.1
	55.8
	60.6
	53.9
	55.7
	69.6
	71.8
	60.1
	42.8
	3.5
	63.0
	9.9

	SDC2 CpG1
	63.2
	24.3
	17.6
	36.5
	43.4
	48.4
	0.5
	65.7
	81.7
	0.0
	32.4
	40.3
	73.2
	42.5
	1.5

	SDC2 CpG2
	64.4
	18.7
	17.3
	47.9
	43.4
	47.8
	0.5
	62.7
	80.5
	0.0
	31.6
	39.9
	19.3
	45.6
	1.8

	SDC2 CpG3
	48.8
	18.7
	17.6
	48.0
	41.7
	45.1
	0.0
	45.8
	75.0
	0.0
	31.6
	38.3
	0.0
	35.5
	0.6

	SDC2 CpG4
	47.2
	9.6
	16.8
	34.3
	30.9
	36.4
	0.0
	43.4
	85.4
	0.0
	31.6
	40.8
	1.8
	34.2
	2.2

	SDC2 CpG5
	60.0
	17.3
	16.8
	38.9
	42.4
	49.5
	0.0
	66.3
	78.7
	0.0
	30.6
	40.3
	71.5
	42.1
	3.4

	SDC2 CpG6
	54.3
	18.7
	18.2
	41.9
	39.0
	47.8
	0.5
	66.9
	78.0
	0.0
	27.6
	41.6
	53.1
	43.9
	1.2

	SDC2 CpG7
	66.3
	18.7
	17.6
	53.3
	42.9
	48.4
	0.0
	66.9
	84.8
	0.0
	31.0
	40.3
	71.5
	41.8
	1.2

	SDC2 CpG8
	49.4
	17.3
	16.5
	53.3
	43.1
	48.4
	0.5
	66.9
	79.3
	2.6
	31.6
	38.6
	70.6
	25.0
	2.4

	SDC2 CpG9
	64.2
	18.7
	17.6
	53.3
	42.4
	47.3
	1.1
	66.9
	84.8
	0.0
	30.5
	39.9
	71.5
	46.6
	4.3

	SDC2 CpG10
	56.4
	18.7
	17.6
	53.0
	40.0
	48.4
	1.1
	66.9
	97.6
	0.0
	33.9
	41.2
	71.1
	27.8
	2.7

	SDC2 CpG11
	59.4
	14.7
	16.7
	52.0
	41.4
	49.5
	0.5
	66.9
	87.2
	0.0
	34.5
	40.3
	70.6
	28.7
	2.1

	SDC2 CpG12
	40.8
	9.3
	18.6
	53.7
	38.2
	46.2
	0.0
	64.8
	90.2
	0.0
	29.9
	40.6
	69.3
	17.5
	3.0

	SDC2 CpG13
	35.6
	16.0
	16.4
	50.8
	29.9
	48.4
	0.0
	65.1
	71.3
	0.0
	28.2
	39.3
	71.1
	4.4
	1.8

	SDC2 CpG14
	35.8
	18.7
	15.3
	53.9
	29.4
	48.4
	0.0
	67.5
	82.9
	0.0
	24.7
	40.9
	70.6
	10.7
	1.8

	SDC2 CpG15
	46.1
	18.7
	17.5
	51.2
	32.8
	48.9
	1.0
	65.1
	73.2
	0.0
	32.6
	40.9
	70.6
	27.0
	1.2

	SDC2 CpG16
	63.7
	28.0
	17.6
	55.4
	43.4
	50.0
	1.0
	72.9
	99.4
	0.0
	36.6
	39.9
	71.1
	38.1
	6.3

	SDC2 CpG17
	64.9
	29.3
	17.5
	53.7
	43.6
	46.2
	0.5
	72.9
	98.8
	0.0
	47.4
	41.6
	71.1
	45.5
	6.0

	SDC2 CpG18
	62.8
	25.3
	17.5
	55.6
	43.3
	51.1
	1.0
	59.6
	99.4
	0.4
	42.9
	41.2
	70.8
	47.3
	5.7

	PRIMA1 CpG1
	8.1
	6.3
	36.4
	11.4
	54.6
	71.1
	35.5
	7.3
	62.7
	69.2
	63.4
	42.5
	39.4
	1.7
	5.3

	PRIMA1 CpG2
	8.2
	11.2
	40.1
	4.4
	52.3
	66.3
	19.6
	11.3
	41.5
	60.0
	58.6
	37.0
	40.2
	1.5
	3.4

	PRIMA1 CpG3
	10.4
	16.8
	47.3
	3.9
	56.4
	66.0
	7.1
	13.0
	66.6
	62.7
	61.4
	43.1
	43.2
	2.2
	3.9

	PRIMA1 CpG4
	7.8
	15.0
	42.1
	4.5
	57.2
	72.5
	33.2
	11.4
	65.5
	63.4
	62.9
	35.1
	37.5
	4.0
	4.6

	PRIMA1 CpG5
	11.4
	16.2
	40.9
	9.0
	46.1
	74.5
	6.3
	10.2
	65.3
	67.6
	63.4
	40.5
	33.9
	1.5
	4.8

	PRIMA1 CpG6
	7.7
	11.4
	37.9
	10.2
	46.1
	77.2
	11.5
	9.2
	66.5
	68.6
	65.4
	43.1
	31.0
	2.3
	5.9

	PRIMA1 CpG7
	5.9
	9.7
	30.7
	8.0
	28.6
	63.2
	23.4
	6.6
	40.3
	36.7
	56.8
	34.4
	18.8
	0.0
	3.8

	PRIMA1 CpG8
	6.9
	10.7
	20.8
	11.8
	32.6
	64.7
	9.0
	12.5
	28.9
	50.9
	46.9
	36.9
	28.2
	4.0
	7.0

	PRIMA1 CpG9
	8.9
	13.9
	37.1
	13.7
	40.2
	69.0
	16.0
	8.1
	57.3
	60.9
	53.7
	37.1
	32.0
	4.6
	6.8

	PRIMA1 CpG10
	1.4
	7.4
	26.7
	11.5
	53.6
	50.4
	3.4
	3.0
	53.9
	57.0
	55.0
	33.7
	20.4
	2.7
	4.8




	Supplementary Table 2. Position, Δβ and p-values of analysed regions using methyl capture sequencing data (human reference genome: GRCh37/hg19)
	
	
	
	

	NAT: Normal adjacent tissue, CRC: Colorectal cancer
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Gene symbol
	Methyl capture sequensing 
position
	ADENOMA vs. NAT
	CRC vs. 
NAT
	CRC vs. ADENOMA
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	Δβ 
	p-value
	Δβ 
	p-value
	Δβ 
	p-value
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	SFRP1
	chr8:41,166,201-41,166,300
	0.60
	1.49E-04
	0.49
	3.39E-03
	-0.11
	3.76E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	SFRP2
	chr4:154,710,401-154,710,500
	0.29
	5.38E-02
	0.12
	3.86E-01
	-0.16
	2.34E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	chr4:154,710,501-154,710,600
	0.07
	4.26E-02
	0.03
	3.41E-01
	-0.04
	3.81E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	SDC2
	chr8:97,506,201-97,506,300
	0.65
	6.63E-04
	0.59
	4.84E-03
	-0.05
	7.40E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	chr8:97,506,301-97,506,400
	0.50
	4.31E-04
	0.37
	2.99E-02
	-0.12
	4.92E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	PRIMA1
	chr14:94,255,201-94,255,300
	0.29
	9.28E-03
	0.07
	3.04E-01
	-0.22
	1.18E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	chr14:94,255,301-94,255,400
	0.43
	1.33E-03
	0.18
	1.43E-01
	-0.26
	1.27E-01
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	





Supplementary Table 3. Position, Δβ and p-values of analysed CpG sites (n=99) in the promoter region of SFRP1, SFRP2, SDC2 and PRIMA1 based on the TCGA database.
UCSC: University of California Santa Cruz, TCGA: The Cancer Genome Atlas, NAT: Normal adjacent tissue, CRC: Colorectal cancer
Note: (*): significance (p<0.05) in colorectal cancer compared to normal, (+): located in the amplified DNA sequence by methylation-specific PCR.
	Gene symbol
	CG ID
	Location UCSC
	Location TCGA
	NAT vs. CRC

	
	
	
	
	Δβ 
	p-value
	Note

	SFRP1
	cg16662821
	chr8:41164680-41164680
	41164679
	0.03
	2.26E-01
	 

	SFRP1
	cg14548509
	chr8:41165144-41165144
	41165144
	-0.23
	2.56E-11
	*

	SFRP1
	cg02388150
	chr8:41165700-41165700
	41165699
	0.14
	7.79E-07
	*

	SFRP1
	cg13398291
	chr8:41166170-41166170
	41166169
	0.17
	8.80E-09
	*

	SFRP1
	cg15839448
	chr8:41166531-41166531
	41166530
	0.25
	5.28E-19
	*

	SFRP1
	cg22418909
	chr8:41166738-41166738
	41166738
	0.24
	4.28E-20
	*

	SFRP1
	cg24319902
	chr8:41166991-41166991
	41166990
	0.25
	1.48E-24
	*

	SFRP1
	cg01495122
	chr8:41167087-41167087
	41167087
	0.28
	1.68E-25
	*

	SFRP1
	cg21517947
	chr8:41167107-41167107
	41167107
	0.41
	4.28E-26
	*

	SFRP1
	cg17816908
	chr8:41167109-41167109
	41167109
	0.31
	4.69E-25
	*

	SFRP1
	cg10406295
	chr8:41167113-41167113
	41167113
	0.40
	1.72E-24
	*

	SFRP1
	cg04255616
	chr8:41167278-41167278
	41167278
	0.33
	4.29E-21
	*

	SFRP1
	cg14904908
	chr8:41167661-41167661
	41167660
	0.10
	2.51E-03
	*

	SFRP1
	cg03133371
	chr8:41167673-41167673
	41167673
	0.07
	9.68E-03
	*

	SFRP1
	cg00000321
	chr8:41167803-41167803
	41167802
	0.10
	1.21E-03
	*

	SFRP1
	cg06166767
	chr8:41167849-41167849
	41167848
	0.05
	8.54E-02
	 

	SFRP1
	cg14824386
	chr8:41167924-41167924
	41167923
	0.02
	1.77E-01
	 

	SFRP1
	cg07935886
	chr8:41168001-41168001
	41168001
	0.07
	7.18E-03
	*

	SFRP1
	cg01074584
	chr8:41168072-41168072
	41168072
	0.01
	8.51E-01
	 

	SFRP1
	cg03575666
	chr8:41168186-41168186
	41168186
	0.08
	5.05E-02
	 

	SFRP1
	cg09410389
	chr8:41168206-41168206
	41168205
	0.02
	5.19E-01
	 

	SFRP1
	cg00930833
	chr8:41168265-41168265
	41168264
	0.08
	5.76E-03
	*

	SFRP1
	cg23359714
	chr8:41168336-41168336
	41168336
	0.02
	4.43E-01
	 

	SFRP1
	cg07122178
	chr8:41168481-41168481
	41168481
	0.14
	1.20E-06
	*

	SFRP2
	cg21630608
	 chr4:154711305-154711305
	154711305
	N/A
	N/A
	 

	SFRP2
	 cg04959480
	 chr4:154711676-154711676
	154711676
	N/A
	N/A
	 

	SFRP2
	cg07694025
	chr4:154709442-154709442
	154709441
	0.33
	1.61E-09
	*

	SFRP2
	cg05774801
	chr4:154709757-154709757
	154709756
	0.35
	3.01E-14
	*

	SFRP2
	cg05874561
	chr4:154709829-154709829
	154709828
	0.42
	1.90E-15
	*

	SFRP2
	cg14063488
	chr4:154709879-154709879
	154709878
	0.41
	1.49E-12
	*

	SFRP2
	cg06549216
	chr4:154710224-154710224
	154710224
	0.29
	1.87E-13
	*

	SFRP2
	cg03202804
	chr4:154710354-154710354
	154710353
	0.48
	2.02E-19
	*

	SFRP2
	cg11354906
	chr4:154710372-154710372
	154710371
	0.42
	1.15E-19
	*

	SFRP2
	cg25775322
	chr4:154710374-154710374
	154710373
	0.39
	8.23E-21
	*

	SFRP2
	cg14330641
	chr4:154710400-154710400
	154710399
	0.39
	3.32E-14
	*

	SFRP2
	cg05164933
	chr4:154710418-154710418
	154710418
	0.43
	8.01E-28
	* +

	SFRP2
	cg23121156
	chr4:154710421-154710421
	154710421
	0.35
	1.35E-22
	* +

	SFRP2
	cg23292160
	chr4:154710425-154710425
	154710425
	0.31
	1.47E-17
	* +

	SFRP2
	cg10942078
	chr4:154710429-154710429
	154710429
	0.29
	3.27E-21
	* +

	SFRP2
	cg14289246
	chr4:154710476-154710476
	154710475
	0.44
	9.05E-18
	* +

	SFRP2
	cg22178613
	chr4:154710500-154710500
	154710499
	0.37
	7.18E-25
	* +

	SFRP2
	cg05961809
	chr4:154710524-154710524
	154710524
	N/A
	N/A
	   +

	SFRP2
	cg23207990
	chr4:154710536-154710536
	154710535
	0.37
	2.08E-29
	* +

	SFRP2
	cg25645268
	chr4:154710598-154710598
	154710598
	0.44
	6.83E-21
	*

	SFRP2
	cg04965141
	chr4:154710751-154710751
	154710750
	0.39
	3.27E-12
	*

	SFRP2
	cg00082664
	chr4:154710796-154710796
	154710796
	0.42
	2.91E-13
	*

	SFRP2
	cg20881942
	chr4:154710826-154710826
	154710826
	0.42
	1.94E-15
	*

	SFRP2
	cg23714408
	chr4:154710873-154710873
	154710873
	0.29
	6.01E-11
	*

	SFRP2
	cg23910835
	chr4:154710900-154710900
	154710900
	0.20
	1.88E-06
	*

	SFRP2
	cg07999845
	chr4:154710961-154710961
	154710961
	0.25
	4.52E-11
	*

	SFRP2
	cg14435644
	chr4:154711070-154711070
	154711070
	0.34
	5.99E-10
	*

	SFRP2
	cg09788843
	chr4:154711081-154711081
	154711081
	0.22
	7.59E-08
	*

	SFRP2
	cg24241928
	chr4:154711100-154711100
	154711099
	0.19
	1.14E-07
	*

	SFRP2
	cg23502475
	chr4:154711115-154711115
	154711115
	0.13
	1.02E-07
	*

	SFRP2
	cg13357229
	chr4:154711172-154711172
	154711171
	0.17
	1.02E-06
	*

	SFRP2
	cg00705808
	chr4:154711184-154711184
	154711183
	0.20
	4.15E-08
	*

	SFRP2
	cg20727217
	chr4:154711281-154711281
	154711280
	0.20
	1.76E-12
	*

	SFRP2
	cg01821854
	chr4:154711348-154711348
	154711348
	N/A
	N/A
	 

	SFRP2
	cg01298731
	chr4:154711458-154711458
	154711457
	0.01
	1.32E-01
	 

	SFRP2
	cg21657059
	chr4:154711471-154711471
	154711470
	0.03
	1.94E-02
	*

	SFRP2
	cg13732865
	chr4:154711512-154711512
	154711512
	0.09
	4.61E-07
	*

	SFRP2
	cg05241277
	chr4:154711519-154711519
	154711519
	0.08
	7.04E-06
	*

	SFRP2
	cg05050042
	chr4:154711564-154711564
	154711563
	0.13
	1.50E-06
	*

	SFRP2
	cg10790791
	chr4:154711598-154711598
	154711597
	0.12
	6.25E-05
	*

	SFRP2
	cg24968721
	chr4:154711620-154711620
	154711620
	0.13
	2.99E-12
	*

	SFRP2
	cg10663078
	chr4:154711629-154711629
	154711629
	0.15
	9.61E-13
	*

	SFRP2
	cg00096536
	chr4:154711907-154711907
	154711906
	0.15
	5.10E-09
	*

	SFRP2
	cg16852685
	chr4:154712145-154712145
	154712145
	0.17
	8.81E-05
	*

	SFRP2
	cg18255353
	chr4:154712422-154712422
	154712422
	0.38
	8.77E-11
	*

	SFRP2
	cg25185173
	chr4:154712581-154712581
	154712580
	0.37
	1.54E-11
	*

	SFRP2
	cg06610376
	chr4:154712903-154712903
	154712902
	0.15
	4.29E-05
	*

	SDC2
	cg26777303
	chr8:97505392-97505392
	97505391
	0.05
	1.46E-02
	*

	SDC2
	cg25664438
	chr8:97505594-97505594
	97505593
	0.55
	6.57E-22
	*

	SDC2
	cg23858558
	chr8:97505601-97505601
	97505600
	0.35
	7.74E-13
	*

	SDC2
	cg13096260
	chr8:97505765-97505765
	97505764
	0.52
	1.37E-20
	*

	SDC2
	cg18719750
	chr8:97505788-97505788
	97505788
	0.42
	5.03E-20
	*

	SDC2
	cg24732574
	chr8:97505818-97505818
	97505818
	0.35
	2.26E-17
	*

	SDC2
	cg08979737
	chr8:97505844-97505844
	97505843
	0.40
	5.73E-13
	*

	SDC2
	cg25070637
	chr8:97505869-97505869
	97505868
	0.34
	1.30E-11
	*

	SDC2
	cg14538332
	chr8:97506180-97506180
	97506180
	0.34
	1.54E-16
	*

	SDC2
	cg16935295
	chr8:97506252-97506252
	97506251
	0.50
	1.30E-19
	* +

	SDC2
	cg04261408
	chr8:97506676-97506676
	97506675
	0.61
	1.07E-24
	*

	SDC2
	cg14625631
	chr8:97507079-97507079
	97507079
	0.25
	2.80E-11
	*

	SDC2
	cg10292139
	chr8:97507562-97507562
	97507561
	0.47
	1.21E-13
	*

	SDC2
	cg16673702
	chr8:97507593-97507593
	97507592
	0.27
	1.74E-13
	*

	SDC2
	cg07146119
	chr8:97507596-97507596
	97507595
	0.29
	3.58E-12
	*

	SDC2
	cg20594401
	chr8:97507666-97507666
	97507666
	0.39
	7.99E-16
	*

	SDC2
	cg03276479
	chr8:97507958-97507958
	97507958
	0.15
	5.11E-06
	*

	PRIMA1
	cg23889730
	 chr14:94254132-94254132
	94254131
	0.15
	5.82E-17
	*

	PRIMA1
	cg06133145
	 chr14:94254351-94254351
	94254351
	0.35
	1.29E-16
	*

	PRIMA1
	cg20895877
	 chr14:94254586-94254586
	94254586
	0.32
	2.59E-09
	*

	PRIMA1
	cg10002178
	 chr14:94254726-94254726
	94254726
	0.52
	1.66E-14
	*

	PRIMA1
	cg26099766
	 chr14:94254807-94254807
	94254807
	0.24
	8.60E-09
	*

	PRIMA1
	cg07570570
	 chr14:94255480-94255480
	94255480
	0.29
	2.49E-09
	*

	PRIMA1
	cg23929674
	 chr14:94255493-94255493
	94255493
	0.28
	6.71E-09
	*

	PRIMA1
	cg08505473
	 chr14:94255514-94255514
	94255513
	0.26
	8.44E-10
	*

	PRIMA1
	cg06918804
	chr14:94254816-94254816
	94254816
	0.29
	4.07E-09
	*

	PRIMA1
	cg00745231
	chr14:94255361-94255361
	94255361
	0.26
	6.14E-09
	*

	PRIMA1
	cg01976623
	chr14:94255902-94255902
	94255901
	0.06
	5.10E-02
	 





Supplementary Table 4. Position, Δβ and p-values of analysed CpG sites (n=99) in the promoter region of SFRP1, SFRP2, SDC2 and PRIMA1 based on the NCBI Gene Expression Database (GEO accession number: GSE48684). 								
UCSC: University of California Santa Cruz, CRC: Colorectal cancer										
Note: (*): significance (p<0.05) in normal vs. adenoma, normal vs. CRC and adenoma vs. CRC comparison, (+): located in the amplified DNA sequence by methylation-specific PCR.
	Gene symbol
	CG ID
	Location UCSC
	Normal vs. Adenoma
	Normal vs. CRC
	Adenoma vs. CRC

	
	
	
	Δβ 
	p-value
	Note
	Δβ 
	p-value
	Note
	Δβ 
	p-value
	Note

	SFRP1
	cg16662821
	chr8:41164680-41164680
	0.04
	1.95E-01
	 
	0.08
	4.45E-03
	*
	0.04
	2.06E-01
	 

	SFRP1
	cg14548509
	chr8:41165144-41165144
	-0.14
	4.02E-07
	*
	-0.09
	1.77E-04
	*
	0.05
	8.35E-02
	 

	SFRP1
	cg02388150
	chr8:41165700-41165700
	0.15
	1.20E-07
	*
	0.10
	1.50E-04
	*
	-0.05
	1.54E-02
	*

	SFRP1
	cg13398291
	chr8:41166170-41166170
	0.18
	1.06E-08
	*
	0.16
	2.70E-08
	*
	-0.02
	4.65E-01
	 

	SFRP1
	cg15839448
	chr8:41166531-41166531
	0.29
	1.07E-12
	*
	0.23
	2.13E-10
	*
	-0.06
	5.21E-02
	 

	SFRP1
	cg22418909
	chr8:41166738-41166738
	0.26
	6.15E-12
	*
	0.25
	5.71E-12
	*
	-0.01
	7.44E-01
	 

	SFRP1
	cg24319902
	chr8:41166991-41166991
	0.29
	6.38E-17
	*
	0.21
	5.18E-13
	*
	-0.07
	3.59E-03
	*

	SFRP1
	cg01495122
	chr8:41167087-41167087
	0.29
	1.95E-13
	*
	0.24
	1.13E-12
	*
	-0.05
	6.80E-02
	 

	SFRP1
	cg21517947
	chr8:41167107-41167107
	0.40
	1.08E-16
	*
	0.34
	1.34E-14
	*
	-0.06
	7.67E-02
	 

	SFRP1
	cg17816908
	chr8:41167109-41167109
	0.31
	7.14E-15
	*
	0.27
	1.91E-13
	*
	-0.04
	1.69E-01
	 

	SFRP1
	cg10406295
	chr8:41167113-41167113
	0.32
	1.31E-12
	*
	0.30
	5.14E-12
	*
	-0.02
	4.56E-01
	 

	SFRP1
	cg04255616
	chr8:41167278-41167278
	0.31
	3.55E-15
	*
	0.30
	5.75E-15
	*
	-0.02
	6.06E-01
	 

	SFRP1
	cg14904908
	chr8:41167661-41167661
	0.18
	3.73E-08
	*
	0.15
	1.14E-07
	*
	-0.03
	4.22E-01
	 

	SFRP1
	cg03133371
	chr8:41167673-41167673
	0.19
	2.78E-09
	*
	0.13
	1.22E-05
	*
	-0.06
	5.32E-02
	 

	SFRP1
	cg00000321
	chr8:41167803-41167803
	0.10
	1.64E-04
	*
	0.12
	1.01E-05
	*
	0.02
	4.33E-01
	 

	SFRP1
	cg06166767
	chr8:41167849-41167849
	0.07
	8.40E-03
	*
	0.09
	5.41E-04
	*
	0.02
	5.07E-01
	 

	SFRP1
	cg14824386
	chr8:41167924-41167924
	0.02
	5.62E-02
	 
	0.03
	2.11E-04
	*
	0.01
	3.89E-01
	 

	SFRP1
	cg07935886
	chr8:41168001-41168001
	0.06
	2.02E-02
	*
	0.11
	3.25E-06
	*
	0.05
	4.89E-02
	*

	SFRP1
	cg01074584
	chr8:41168072-41168072
	0.01
	7.86E-01
	 
	0.05
	5.15E-02
	 
	0.04
	1.90E-01
	 

	SFRP1
	cg03575666
	chr8:41168186-41168186
	0.04
	2.95E-01
	 
	0.10
	1.31E-03
	*
	0.07
	6.78E-02
	 

	SFRP1
	cg09410389
	chr8:41168206-41168206
	0.06
	1.34E-01
	 
	0.10
	5.29E-03
	*
	0.04
	2.78E-01
	 

	SFRP1
	cg00930833
	chr8:41168265-41168265
	0.14
	1.94E-05
	*
	0.11
	2.52E-04
	*
	-0.04
	2.06E-01
	 

	SFRP1
	cg23359714
	chr8:41168336-41168336
	0.02
	5.52E-01
	 
	0.10
	1.10E-04
	*
	0.09
	1.73E-02
	*

	SFRP1
	cg07122178
	chr8:41168481-41168481
	0.14
	3.30E-05
	*
	0.13
	2.58E-04
	*
	-0.01
	6.09E-01
	 

	SFRP2
	cg21630608
	 chr4:154711305-154711305
	0.04
	7.21E-02
	 
	0.06
	4.27E-03
	*
	0.02
	4.46E-01
	 

	SFRP2
	 cg04959480
	 chr4:154711676-154711676
	0.10
	1.50E-06
	*
	0.01
	5.83E-01
	 
	-0.09
	8.30E-05
	*

	SFRP2
	cg07694025
	chr4:154709442-154709442
	0.28
	2.11E-12
	*
	0.29
	5.04E-17
	*
	0.00
	9.61E-01
	 

	SFRP2
	cg05774801
	chr4:154709757-154709757
	0.35
	1.03E-13
	*
	0.35
	5.76E-18
	*
	0.00
	9.75E-01
	 

	SFRP2
	cg05874561
	chr4:154709829-154709829
	0.40
	9.63E-13
	*
	0.40
	1.51E-20
	*
	0.00
	9.36E-01
	 

	SFRP2
	cg14063488
	chr4:154709879-154709879
	0.33
	8.55E-11
	*
	0.34
	5.15E-19
	*
	0.01
	9.09E-01
	 

	SFRP2
	cg06549216
	chr4:154710224-154710224
	0.32
	4.98E-11
	*
	0.32
	1.87E-18
	*
	0.00
	9.45E-01
	 

	SFRP2
	cg03202804
	chr4:154710354-154710354
	0.37
	1.29E-13
	*
	0.37
	4.42E-20
	*
	0.00
	9.91E-01
	 

	SFRP2
	cg11354906
	chr4:154710372-154710372
	0.36
	1.42E-13
	*
	0.36
	8.38E-19
	*
	0.00
	9.95E-01
	 

	SFRP2
	cg25775322
	chr4:154710374-154710374
	0.33
	3.20E-13
	*
	0.33
	1.34E-16
	*
	0.00
	9.85E-01
	 

	SFRP2
	cg14330641
	chr4:154710400-154710400
	0.31
	3.46E-11
	*
	0.28
	2.87E-16
	*
	-0.03
	5.24E-01
	 

	SFRP2
	cg05164933
	chr4:154710418-154710418
	0.39
	1.41E-14
	* +
	0.36
	1.67E-17
	* +
	-0.03
	4.46E-01
	 +

	SFRP2
	cg23121156
	chr4:154710421-154710421
	0.34
	4.28E-14
	* +
	0.30
	5.97E-16
	* +
	-0.04
	3.42E-01
	 +

	SFRP2
	cg23292160
	chr4:154710425-154710425
	0.30
	5.11E-13
	* +
	0.31
	2.86E-19
	* +
	0.01
	7.25E-01
	 +

	SFRP2
	cg10942078
	chr4:154710429-154710429
	0.26
	3.16E-12
	* +
	0.27
	1.28E-16
	* +
	0.01
	7.34E-01
	 +

	SFRP2
	cg14289246
	chr4:154710476-154710476
	0.31
	1.04E-11
	* +
	0.30
	3.23E-18
	* +
	-0.01
	7.29E-01
	 +

	SFRP2
	cg22178613
	chr4:154710500-154710500
	0.33
	4.07E-15
	* +
	0.29
	2.81E-18
	* +
	-0.03
	3.27E-01
	 +

	SFRP2
	cg05961809
	chr4:154710524-154710524
	0.36
	7.56E-14
	* +
	0.33
	2.98E-20
	* +
	-0.03
	4.74E-01
	 +

	SFRP2
	cg23207990
	chr4:154710536-154710536
	0.34
	2.33E-15
	* +
	0.29
	1.50E-17
	* +
	-0.04
	2.17E-01
	 +

	SFRP2
	cg25645268
	chr4:154710598-154710598
	0.31
	4.03E-12
	*
	0.31
	1.13E-18
	*
	0.00
	9.20E-01
	 

	SFRP2
	cg04965141
	chr4:154710751-154710751
	0.35
	7.64E-12
	*
	0.30
	2.31E-16
	*
	-0.05
	3.16E-01
	 

	SFRP2
	cg00082664
	chr4:154710796-154710796
	0.34
	9.09E-13
	*
	0.37
	1.10E-18
	*
	0.03
	5.21E-01
	 

	SFRP2
	cg20881942
	chr4:154710826-154710826
	0.37
	5.47E-13
	*
	0.35
	1.33E-20
	*
	-0.02
	5.90E-01
	 

	SFRP2
	cg23714408
	chr4:154710873-154710873
	0.26
	7.47E-11
	*
	0.28
	8.27E-18
	*
	0.03
	4.79E-01
	 

	SFRP2
	cg23910835
	chr4:154710900-154710900
	0.20
	3.31E-08
	*
	0.14
	2.36E-07
	*
	-0.06
	7.68E-02
	 

	SFRP2
	cg07999845
	chr4:154710961-154710961
	0.19
	7.71E-09
	*
	0.15
	3.90E-07
	*
	-0.04
	2.23E-01
	 

	SFRP2
	cg14435644
	chr4:154711070-154711070
	0.27
	3.25E-08
	*
	0.26
	6.03E-14
	*
	-0.01
	8.21E-01
	 

	SFRP2
	cg09788843
	chr4:154711081-154711081
	0.20
	2.20E-07
	*
	0.24
	3.44E-14
	*
	0.04
	3.09E-01
	 

	SFRP2
	cg24241928
	chr4:154711100-154711100
	0.12
	3.64E-05
	*
	0.12
	1.12E-06
	*
	-0.01
	8.37E-01
	 

	SFRP2
	cg23502475
	chr4:154711115-154711115
	0.06
	1.09E-02
	*
	0.07
	5.36E-03
	*
	0.00
	9.60E-01
	 

	SFRP2
	cg13357229
	chr4:154711172-154711172
	0.11
	6.32E-04
	*
	0.13
	1.99E-06
	*
	0.02
	4.52E-01
	 

	SFRP2
	cg00705808
	chr4:154711184-154711184
	0.10
	7.77E-04
	*
	0.15
	1.10E-07
	*
	0.05
	1.01E-01
	 

	SFRP2
	cg20727217
	chr4:154711281-154711281
	0.14
	1.26E-07
	*
	0.14
	5.76E-09
	*
	0.00
	9.62E-01
	 

	SFRP2
	cg01821854
	chr4:154711348-154711348
	0.08
	8.14E-04
	*
	0.11
	1.29E-07
	*
	0.03
	2.25E-01
	 

	SFRP2
	cg01298731
	chr4:154711458-154711458
	0.00
	8.45E-01
	 
	-0.02
	1.09E-02
	 
	-0.02
	9.34E-03
	*

	SFRP2
	cg21657059
	chr4:154711471-154711471
	0.05
	1.01E-03
	*
	0.00
	9.88E-01
	 
	-0.05
	3.22E-03
	*

	SFRP2
	cg13732865
	chr4:154711512-154711512
	0.07
	2.58E-04
	*
	0.01
	5.92E-01
	 
	-0.06
	8.26E-03
	*

	SFRP2
	cg05241277
	chr4:154711519-154711519
	0.04
	3.01E-02
	*
	0.03
	1.72E-01
	 
	-0.01
	3.30E-01
	 

	SFRP2
	cg05050042
	chr4:154711564-154711564
	0.12
	1.21E-04
	*
	0.07
	1.43E-02
	*
	-0.05
	4.92E-02
	*

	SFRP2
	cg10790791
	chr4:154711598-154711598
	0.13
	4.82E-06
	*
	0.11
	3.99E-06
	*
	-0.01
	6.63E-01
	 

	SFRP2
	cg24968721
	chr4:154711620-154711620
	0.13
	7.05E-08
	*
	0.07
	5.15E-04
	*
	-0.05
	4.79E-03
	*

	SFRP2
	cg10663078
	chr4:154711629-154711629
	0.09
	2.28E-05
	*
	0.08
	4.52E-03
	*
	-0.02
	3.25E-01
	 

	SFRP2
	cg00096536
	chr4:154711907-154711907
	0.16
	8.03E-10
	*
	0.13
	9.26E-08
	*
	-0.03
	1.96E-01
	 

	SFRP2
	cg16852685
	chr4:154712145-154712145
	0.13
	3.53E-06
	*
	0.11
	1.58E-07
	*
	-0.02
	4.80E-01
	 

	SFRP2
	cg18255353
	chr4:154712422-154712422
	0.34
	5.03E-11
	*
	0.34
	7.33E-15
	*
	0.00
	9.86E-01
	 

	SFRP2
	cg25185173
	chr4:154712581-154712581
	0.35
	4.23E-12
	*
	0.26
	1.63E-10
	*
	-0.08
	1.01E-01
	 

	SFRP2
	cg06610376
	chr4:154712903-154712903
	0.07
	2.73E-02
	*
	0.11
	5.16E-05
	*
	0.04
	3.17E-01
	 

	SDC2
	cg26777303
	chr8:97505392-97505392
	0.01
	5.14E-01
	 
	0.02
	9.69E-02
	 
	0.01
	4.56E-01
	 

	SDC2
	cg25664438
	chr8:97505594-97505594
	0.39
	3.18E-15
	*
	0.37
	2.94E-20
	*
	-0.02
	6.77E-01
	 

	SDC2
	cg23858558
	chr8:97505601-97505601
	0.25
	5.80E-09
	*
	0.28
	1.18E-14
	*
	0.03
	5.50E-01
	 

	SDC2
	cg13096260
	chr8:97505765-97505765
	0.36
	1.54E-11
	*
	0.35
	1.34E-17
	*
	-0.02
	7.20E-01
	 

	SDC2
	cg18719750
	chr8:97505788-97505788
	0.36
	1.82E-12
	*
	0.37
	3.41E-19
	*
	0.01
	8.55E-01
	 

	SDC2
	cg24732574
	chr8:97505818-97505818
	0.32
	1.44E-11
	*
	0.33
	7.89E-17
	*
	0.01
	7.82E-01
	 

	SDC2
	cg08979737
	chr8:97505844-97505844
	0.30
	1.26E-08
	*
	0.30
	4.64E-12
	*
	0.00
	9.53E-01
	 

	SDC2
	cg25070637
	chr8:97505869-97505869
	0.30
	4.53E-09
	*
	0.34
	8.00E-15
	*
	0.03
	5.54E-01
	 

	SDC2
	cg14538332
	chr8:97506180-97506180
	0.38
	7.60E-14
	*
	0.39
	7.62E-20
	*
	0.00
	9.33E-01
	 

	SDC2
	cg16935295
	chr8:97506252-97506252
	0.41
	5.19E-13
	* +
	0.39
	5.40E-19
	* +
	-0.02
	6.95E-01
	 +

	SDC2
	cg04261408
	chr8:97506676-97506676
	0.39
	5.91E-15
	*
	0.40
	3.42E-20
	*
	0.00
	9.34E-01
	 

	SDC2
	cg14625631
	chr8:97507079-97507079
	0.26
	4.86E-09
	*
	0.30
	1.66E-14
	*
	0.04
	4.36E-01
	 

	SDC2
	cg10292139
	chr8:97507562-97507562
	0.35
	2.84E-11
	*
	0.40
	4.87E-18
	*
	0.05
	3.66E-01
	 

	SDC2
	cg16673702
	chr8:97507593-97507593
	0.26
	5.18E-10
	*
	0.31
	2.91E-17
	*
	0.04
	3.02E-01
	 

	SDC2
	cg07146119
	chr8:97507596-97507596
	0.19
	2.66E-08
	*
	0.20
	5.68E-13
	*
	0.00
	8.99E-01
	 

	SDC2
	cg20594401
	chr8:97507666-97507666
	0.31
	2.08E-12
	*
	0.30
	2.37E-18
	*
	0.00
	9.52E-01
	 

	SDC2
	cg03276479
	chr8:97507958-97507958
	0.08
	5.62E-03
	*
	0.13
	2.42E-07
	*
	0.05
	9.85E-02
	 

	PRIMA1
	cg23889730
	 chr14:94254132-94254132
	0.12
	3.13E-08
	*
	0.10
	2.98E-07
	*
	-0.02
	3.40E-01
	 

	PRIMA1
	cg06133145
	 chr14:94254351-94254351
	0.22
	2.02E-10
	*
	0.20
	3.07E-13
	*
	-0.02
	5.95E-01
	 

	PRIMA1
	cg20895877
	 chr14:94254586-94254586
	0.24
	3.71E-08
	*
	0.31
	3.12E-14
	*
	0.06
	2.04E-01
	 

	PRIMA1
	cg10002178
	 chr14:94254726-94254726
	0.31
	3.43E-08
	*
	0.30
	2.68E-12
	*
	-0.01
	9.15E-01
	 

	PRIMA1
	cg26099766
	 chr14:94254807-94254807
	0.12
	5.12E-05
	*
	0.14
	1.80E-07
	*
	0.02
	6.79E-01
	 

	PRIMA1
	cg07570570
	 chr14:94255480-94255480
	0.18
	2.93E-05
	*
	0.24
	5.33E-09
	*
	0.06
	2.45E-01
	 

	PRIMA1
	cg23929674
	 chr14:94255493-94255493
	0.11
	2.05E-05
	*
	0.15
	8.69E-08
	*
	0.04
	2.75E-01
	 

	PRIMA1
	cg08505473
	 chr14:94255514-94255514
	0.15
	2.66E-05
	*
	0.20
	7.60E-08
	*
	0.05
	2.67E-01
	 

	PRIMA1
	cg06918804
	chr14:94254816-94254816
	0.20
	5.20E-06
	*
	0.24
	1.06E-08
	*
	0.04
	4.33E-01
	 

	PRIMA1
	cg00745231
	chr14:94255361-94255361
	0.13
	1.76E-04
	*
	0.19
	1.82E-08
	*
	0.07
	1.38E-01
	 

	PRIMA1
	cg01976623
	chr14:94255902-94255902
	0.06
	2.73E-02
	*
	0.04
	1.30E-01
	 
	-0.02
	4.27E-01
	 





Supplementary Table 5. DNA methylation (%) of SFRP1, SFRP2, SDC2 and PRIMA1 in 121 plasma samples. 
N: normal, AD: adenoma, CRC: colorectal cancer
	Sample ID
	DNA methylation (%)

	
	SFRP1
	SFRP2
	SDC2
	PRIMA1

	N1
	0
	0
	0
	0

	N2
	5.3
	0.18
	0
	0

	N3
	0
	0
	0
	0

	N4
	0
	0
	0
	0

	N5
	0
	0.03
	0
	0

	N6
	0
	0
	0
	0

	N7
	0
	0
	0
	0

	N8
	0.52
	0.04
	0
	0

	N9
	0
	0.07
	0
	0

	N10
	0
	0
	0
	0

	N11
	0
	0
	0
	0

	N12
	0.82
	0
	0
	0

	N13
	0
	0
	0
	0

	N14
	0
	0.14
	0.2
	0

	N15
	0
	0
	0.12
	1.73

	N16
	0
	0.18
	0.17
	2.56

	N17
	0
	0
	0.1
	0

	N18
	1.48
	0
	0
	1

	N19
	0
	0.06
	0
	0

	N20
	1.13
	0
	0
	0

	N21
	0.26
	0.2
	0
	0

	N22
	2.86
	0.41
	0
	0

	N23
	2.43
	0.13
	0
	0

	N24
	0
	0
	0
	0

	N25
	0
	0
	0
	0

	N26
	0
	0
	0
	0

	N27
	0
	0
	0.03
	0.75

	N28
	0.01
	0
	0.03
	1.66

	N29
	0
	0
	0.06
	0.47

	N30
	0
	0
	0.12
	1.63

	N31
	0.2
	0
	0.1
	0.68

	N32
	0
	0
	0
	1.55

	N33
	0
	0
	0
	1.71

	N34
	0
	0
	0
	0.41

	N35
	0
	0
	0.04
	0

	N36
	0
	0
	0
	0

	N37
	0.11
	0
	0.06
	0.3

	AD1
	0
	0.04
	0
	0

	AD2
	44.74
	2
	0.51
	7.23

	AD3
	1.21
	0.07
	0.26
	0

	AD4
	4.86
	0.45
	0
	0

	AD5
	4.32
	0.01
	0
	3.7

	AD6
	0.08
	0.01
	0.63
	2.96

	AD7
	0.55
	0.06
	6.48
	1.09

	AD8
	0.13
	0.28
	0.09
	1.94

	AD9
	0.1
	0
	0.63
	2.11

	AD10
	5.77
	0.47
	1.19
	22.8

	AD11
	0.98
	0
	0.13
	27.99

	AD12
	1.58
	0
	2.74
	0.75

	AD13
	0
	0.01
	0
	1.29

	AD14
	5.1
	0.08
	1.44
	2.97

	AD15
	0.34
	0.1
	2.58
	2.63

	AD16
	2.38
	0.51
	0.7
	3.63

	AD17
	1.12
	0.65
	1.59
	1.5

	AD18
	0.27
	0.04
	5.09
	2

	AD19
	0
	0.72
	0
	0

	AD20
	0.65
	3.66
	0.09
	0

	AD21
	2.99
	2.67
	0
	0

	AD22
	0.82
	0.99
	1.62
	0

	AD23
	0
	0.6
	10.94
	0

	AD24
	1.52
	0.34
	0
	0

	AD25
	14.24
	1.22
	30.24
	0

	AD26
	23.75
	0.54
	10.35
	0

	AD27
	0.35
	0
	2.72
	5.92

	AD28
	1.18
	0
	0.2
	11.02

	AD29
	1.06
	0.01
	0.15
	10.67

	AD30
	0.99
	0.02
	0.15
	4.98

	AD31
	1.1
	0
	0.18
	16.07

	AD32
	2.12
	2.75
	0.22
	4.82

	AD33
	3
	0.01
	0.21
	5.45

	AD34
	0.47
	0.02
	0.27
	4.42

	AD35
	0.93
	0.77
	0.09
	10.67

	AD36
	0.4
	0
	0.24
	6.24

	AD37
	0.24
	0.01
	0.27
	10

	CRC1
	0
	0.07
	3.71
	4.44

	CRC2
	0
	0.05
	10.74
	29.82

	CRC3
	12.51
	8.12
	14.61
	11.82

	CRC4
	100
	2.45
	8.28
	17.48

	CRC5
	5.28
	0
	0.49
	12.07

	CRC6
	0
	0.64
	0.96
	12.69

	CRC7
	25.28
	7.99
	3.02
	8.03

	CRC8
	0.62
	0.03
	0
	1.25

	CRC9
	3.77
	0.14
	1.29
	6.38

	CRC10
	0.51
	1.73
	0.96
	2.04

	CRC11
	0.72
	0.21
	0.3
	0.43

	CRC12
	2.66
	1.16
	0.55
	1.39

	CRC13
	0
	0
	1.83
	4.48

	CRC14
	6.23
	0
	0.98
	0.81

	CRC15
	100
	47.57
	0.43
	1.1

	CRC16
	11.37
	0
	1.42
	1.54

	CRC17
	100
	0.52
	9.02
	0

	CRC18
	6.33
	0.34
	2.1
	7.55

	CRC19
	10
	5.79
	0.16
	0.95

	CRC20
	3.19
	0.13
	0.47
	0

	CRC21
	13.49
	100
	11.54
	7.47

	CRC22
	20.3
	0
	13.6
	17.14

	CRC23
	18.94
	0.06
	2.25
	5.75

	CRC24
	3.52
	11.81
	1.07
	5.14

	CRC25
	1.61
	0.03
	5.33
	7.8

	CRC26
	1.2
	0.02
	9.48
	11.8

	CRC27
	0.09
	0.01
	0.36
	32.73

	CRC28
	1.27
	0.01
	14.4
	9.31

	CRC29
	0.55
	18.16
	1.53
	63.4

	CRC30
	3.98
	0.01
	0.57
	8.35

	CRC31
	10.95
	0.52
	5.36
	1.2

	CRC32
	22.3
	0.22
	0
	0.52

	CRC33
	5.56
	4.99
	0
	0

	CRC34
	4.07
	5.19
	1.69
	4.52

	CRC35
	0.85
	0.36
	0
	0

	CRC36
	29.09
	6.62
	79.98
	2.97

	CRC37
	0
	4.68
	0
	0

	CRC38
	4.12
	0.78
	5.84
	0

	CRC39
	100
	37.84
	100
	100

	CRC40
	0
	0.32
	1.82
	0

	CRC41
	90.96
	28.84
	57.15
	100

	CRC42
	30.27
	0.8
	4.85
	0

	CRC43
	38.46
	0.77
	51.13
	33.48

	CRC44
	58.46
	2.49
	18.7
	12.06

	CRC45
	100
	0.32
	100
	0

	CRC46
	0
	18.62
	2.91
	0

	CRC47
	74.76
	0
	16.1
	93.9












Supplementary Table 6. Clinical data of samples (n=166) analysed by pyrosequencing and MethyLight reactions. NAT: Normal adjacent tissue, CRC: Colorectal cancer
	Sample ID
	Age
	Sex
	Sample type
	Histology
	Adenoma size
	TNM
stage
	Dukes stage
	Tumor 
location

	
	NAT

	NAT1_T
	74
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT2_T
	81
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT3_T
	78
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT4_T
	78
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT5_T
	81
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT6_T
	78
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT7_T
	78
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT8_T
	74
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT9_T
	85
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT10_T
	60
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT11_T
	83
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT12_T
	66
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT13_T
	84
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT14_T
	72
	FEMALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	NAT15_T
	91
	MALE
	Fresh frozen tissue
	NAT
	 
	
	 
	 

	
	NORMAL

	N1_P
	34
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N2_P
	60
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N3_P
	71
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N4_P
	45
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N5_P
	69
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N6_P
	37
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N7_P
	32
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N8_P
	48
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N9_P
	51
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N10_P
	37
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N11_P
	44
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N12_P
	25
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N13_P
	32
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N14_P
	77
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N15_P
	86
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N16_P
	73
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N17_P
	61
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N18_P
	64
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N19_P
	27
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N20_P
	58
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N21_P
	29
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N22_P
	50
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N23_P
	31
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N24_P
	76
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N25_P
	44
	MALE
	Plasma
	Normal
	 
	
	 
	 

	N26_P
	64
	FEMALE
	Plasma
	Normal
	 
	
	 
	 

	N27_TP
	46
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N28_TP
	71
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N29_TP
	42
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N30_TP
	67
	MALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N31_TP
	38
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N32_TP
	72
	MALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N33_TP
	37
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N34_TP
	60
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N35_TP
	30
	MALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N36_TP
	27
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	N37_TP
	58
	FEMALE
	Plasma and biopsy
	Normal
	 
	
	 
	 

	
	ADENOMA

	AD1_T
	53
	MALE
	Fresh frozen tissue
	Tubular adenoma
	> 1cm
	
	 
	 

	AD2_T
	70
	FEMALE
	Fresh frozen tissue
	Tubular adenoma
	> 1cm
	
	 
	 

	AD3_T
	48
	MALE
	Fresh frozen tissue
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD4_T
	76
	MALE
	Fresh frozen tissue
	Tubular adenoma
	> 1cm
	
	 
	 

	AD5_T
	69
	MALE
	Fresh frozen tissue
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD6_T
	63
	MALE
	Biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD7_T
	78
	MALE
	Biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD8_T
	64
	FEMALE
	Biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD9_T
	62
	MALE
	Biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD10_T
	58
	MALE
	Biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD11_T
	75
	MALE
	Biopsy
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD12_T
	56
	MALE
	Biopsy
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD13_T
	62
	MALE
	Biopsy
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD14_T
	71
	FEMALE
	Biopsy
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD15_T
	57
	FEMALE
	Biopsy
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD1_P
	51
	FEMALE
	Plasma
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD2_P
	72
	FEMALE
	Plasma
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD3_P
	60
	FEMALE
	Plasma
	Tubular adenoma
	> 1cm
	
	 
	 

	AD4_P
	63
	MALE
	Plasma
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD5_P
	65
	FEMALE
	Plasma
	Hyperplastic adenoma
	≤ 1 cm
	
	 
	 

	AD6_P
	62
	FEMALE
	Plasma
	Tubular  adenoma
	≤ 1 cm
	
	 
	 

	AD7_P
	69
	MALE
	Plasma
	Tubular  adenoma
	> 1cm
	
	 
	 

	AD8_P
	68
	MALE
	Plasma
	Tubular  adenoma
	≤ 1 cm
	
	 
	 

	AD9_P
	69
	FEMALE
	Plasma
	Tubular  adenoma
	> 1cm
	
	 
	 

	AD10_P
	61
	MALE
	Plasma
	Tubulare adenoma
	≤ 1 cm
	
	 
	 

	AD11_P
	79
	FEMALE
	Plasma
	Tubulare adenoma
	> 1cm
	
	 
	 

	AD12_P
	55
	FEMALE
	Plasma
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD13_P
	38
	FEMALE
	Plasma
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD14_P
	87
	FEMALE
	Plasma
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD15_P
	49
	FEMALE
	Plasma
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD16_P
	79
	FEMALE
	Plasma
	Tubular adenoma
	> 1cm
	
	 
	 

	AD17_P
	68
	FEMALE
	Plasma
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD18_P
	65
	MALE
	Plasma
	Tubulovillous adenoma
	≤  1cm
	
	 
	 

	AD19_P
	74
	FEMALE
	Plasma
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD20_P
	61
	MALE
	Plasma
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD21_P
	59
	FEMALE
	Plasma
	Tubular adenoma
	> 1cm
	
	 
	 

	AD22_P
	59
	FEMALE
	Plasma
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD23_P
	57
	MALE
	Plasma
	Tubulovillous adenoma
	≤ 1cm
	
	 
	 

	AD24_P
	56
	MALE
	Plasma
	Tubulovillous adenoma
	≤ 1 cm
	
	 
	 

	AD25_P
	75
	FEMALE
	Plasma
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD26_P
	67
	MALE
	Plasma
	Tubular adenoma
	> 1cm
	
	 
	 

	AD27_TP
	64
	FEMALE
	Plasma and biopsy
	Tubulovillous adenoma
	> 1 cm
	
	 
	 

	AD28_TP
	77
	MALE
	Plasma and biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD29_TP
	72
	MALE
	Plasma and biopsy
	Tubular adenoma
	> 1cm
	
	 
	 

	AD30_TP
	69
	MALE
	Plasma and biopsy
	Hyperplastic adenoma
	> 1cm
	
	 
	 

	AD31_TP
	68
	MALE
	Plasma and biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD32_TP
	50
	MALE
	Plasma and biopsy
	Hyperplastic adenoma
	> 1cm
	
	 
	 

	AD33_TP
	72
	MALE
	Plasma and biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	AD34_TP
	57
	MALE
	Plasma and biopsy
	Tubulovillous adenoma
	> 1cm
	
	 
	 

	AD35_TP
	63
	FEMALE
	Plasma and biopsy
	Tubulovillous adenoma
	> 1 cm
	
	 
	 

	AD36_TP
	68
	MALE
	Plasma and biopsy
	Tubular adenoma
	> 1cm
	
	 
	 

	AD37_TP
	39
	MALE
	Plasma and biopsy
	Tubular adenoma
	≤ 1 cm
	
	 
	 

	
	CRC

	CRC1_T
	74
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	sigma

	CRC2_T
	81
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	rectum

	CRC3_T
	78
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	colon

	CRC4_T
	78
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	sigma

	CRC5_T
	81
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	colon

	CRC6_T
	78
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N2M0
	C
	rectum

	CRC7_T
	78
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	coecum

	CRC8_T
	74
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	coecum

	CRC9_T
	85
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	sigma

	CRC10_T
	60
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N2M0
	C
	sigma

	CRC11_T
	83
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N2M0
	C
	colon

	CRC12_T
	66
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N2M0
	C
	colon

	CRC13_T
	84
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N2M0
	C
	coecum

	CRC14_T
	72
	FEMALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N0M0
	B
	sigma

	CRC15_T
	91
	MALE
	Fresh frozen tissue
	Adenocarcinoma
	
	T3N1M0
	C
	colon

	CRC1_P
	78
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	colon

	CRC2_P
	77
	MALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	B
	colon

	CRC3_P
	61
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC4_P
	76
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N2M0
	C
	colon

	CRC5_P
	76
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC6_P
	76
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	B
	rectum

	CRC7_P
	59
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N2M0
	C
	colon 

	CRC8_P
	64
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC9_P
	62
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC10_P
	63
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	colon 

	CRC11_P
	77
	MALE
	Plasma
	Adenocarcinoma
	
	T3N0M0
	B
	colon

	CRC12_P
	62
	MALE
	Plasma
	Adenocarcinoma
	
	T2N0M0
	B
	colon

	CRC13_P
	58
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	B
	rectum

	CRC14_P
	66
	MALE
	Plasma
	Adenocarcinoma
	
	 T4N2M1
	D
	rectum

	CRC15_P
	77
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N1M0
	B
	rectum

	CRC16_P
	54
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC17_P
	66
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N1M0
	B
	colon

	CRC18_P
	60
	MALE
	Plasma
	Adenocarcinoma
	
	 T4N2M1
	D
	rectum

	CRC19_P
	82
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC20_P
	65
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T4N2M0
	C
	rectum

	CRC21_P
	35
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	A
	rectum

	CRC22_P
	64
	MALE
	Plasma
	Adenocarcinoma
	
	 T4N2M1
	D
	rectum

	CRC23_P
	79
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N2M0
	A
	colon

	CRC24_P
	74
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T4N2M0
	C
	rectum

	CRC25_P
	73
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	colon

	CRC26_P
	63
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC27_P
	70
	MALE
	Plasma
	Adenocarcinoma
	
	 T4M0N0
	B
	colon

	CRC28_P
	79
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	colon

	CRC29_P
	61
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC30_P
	55
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2M0N0
	B
	colon

	CRC31_P
	76
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC32_P
	76
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	B
	colon

	CRC33_P
	71
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N2M1
	C
	colon

	CRC34_P
	83
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	colon

	CRC35_P
	76
	MALE
	Plasma
	Adenocarcinoma
	
	 T3N1M0
	C
	rectum

	CRC36_P
	85
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T2N0M0
	B
	colon

	CRC37_P
	66
	FEMALE
	Plasma
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC38_TP
	89
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N0M0
	C
	colon

	CRC39_TP
	76
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N0M0
	B
	rectum

	CRC40_TP
	65
	FEMALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC41_TP
	69
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	colon

	CRC42_TP
	72
	FEMALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N1M0
	B
	colon

	CRC43_TP
	93
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	colon

	CRC44_TP
	69
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC45_TP
	68
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC46_TP
	58
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N2M0
	C
	rectum

	CRC47_TP
	73
	MALE
	Plasma and biopsy
	Adenocarcinoma
	
	 T3N1M0
	C
	colon





Supplementary Table 7. Sequences of primers and TaqMan MGB probes. BSP: bisulfite-specific PCR primers, MLP: MethyLight primers, F: forward, R: reverse, M: methylated, UM: unmethylated, TAQ: TaqMan probe, MGB: minor groove binder, FAM: 6-fluorescein amidite, VIC: 4,7,2-trichloro-7-phenyl-6-carboxyfluorescein
	Gene symbol
	Primer
	Sequence (5'-3')

	SFRP1
	BSP F
	GGTTTGGAGGTTTCGGTGGTATTG

	
	BSP R
	CCAAATCTTCCTCTACTCGCTCTTC

	
	ML M F
	GAAGTCGAAGAATTGTATGATC 

	
	ML M R
	CGTATCGCTAACTCTACGAA

	
	ML UM F
	GTAGAAGTTGAAGAATTGTATGATT

	
	ML UM R
	ACCCATATCACTAACTCTACAAA

	SFRP2

	BSP F
	GGGAGGAGTTAATGAAGGGTAAT

	
	BSP R
	ACTCATACCTAACAACCCAACAAAA

	
	ML M F
	GTCGTCGTTCGTTCGTTTTAGG

	
	ML M R
	CGCGAAATACCCTACGTACCC

	
	ML UM F
	AGATGTTGTTGTTTGTTTGTTTTAGG

	
	ML UM R
	CCACTCACAAAATACCCTACATACCC

	SDC2
	BSP F
	TGTCGGGAGTGTAGAAATTAATAAGTGAGAG

	
	BSP R
	ACACGCAAACCACCAAACCCAAAATA   

	
	ML M F
	TCGGGAGTGTAGAAATTAATAAG

	
	ML M R
	AAAATACCGCAACGATTACG 

	
	ML UM F
	GGGAGTGTAGAAATTAATAAG

	
	ML UM R
	AATACCACAACAATTACAAC

	PRIMA1
	BSP F
	AGGTAGAGGGCGGGGAAAGTTTT

	
	BSP R
	CCTCCACCCACGACTTTACTACCC

	
	ML M F
	CGGTTGTTCGGGGTATTGG

	
	ML M R
	CCCAACGAAAACTCCCTACC

	
	ML UM F
	TGGTGTTGTGTGGTTGTTTGG

	
	ML UM R
	CACGACTTTACTACCCCAACA

	Gene symbol
	TaqMan Probe
	Sequence (5'-3')
	5' Reporter
	3' Quencher

	SFRP1
	ML M TAQ
	TTCGTACGAGTCGCGTACGG
	FAM
	MGB

	
	ML UM TAQ
	GTTTGTATGAGTTGTGTATGG
	VIC
	MGB

	SFRP2
	ML M TAQ
	TCCCGCAACCCGCGCCCTACT 
	FAM
	MGB

	
	ML UM TAQ
	TCCCACAACCCACACCCTACTCACTC
	VIC
	MGB

	SDC2
	ML M TAQ
	GCTCGCTTCCTCCTCCTACGC 
	FAM
	MGB

	
	ML UM TAQ
	ACTCACTTCCTCCTCCTACAC
	VIC
	MGB

	PRIMA1
	ML M TAQ
	CCGCCGCTACCTCTCGC
	FAM
	MGB

	
	ML UM TAQ
	CTACCAACACCTCCCACCACTACCTC
	VIC
	MGB



