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>CcDemethylase-like3
MDLKSEFGYFESFYNGFENQKHHQVDLDSAGYVAAADAAHRLMESLTSSNFSSNDCISISIDFHERLEPIVGLIREEVSPMKLSNDDEDKLVGEKQAMTKMQQVKKFRPKVMTPKPITPSPSSSSSRGHTSVKSSCRRALDFDAQTKTMLIYTKGGHCFTRSVNKYMEGRLECNDKEEDMNEQEEELFRQRALSFITSMRHVQGNRGFMGWKGSVVDSVVGVFLTQNAPDNLSSSAFMCLAAKYLIEDPKEGISKHALDWNAVRCAQPYEISHVIQERGMNNRIAARIQVTFLDSIYNHKSGLLDDLEWLRKAKPEKTMEFFSKIYGLGIKSMDCLRLLTLRQHAFPVDRHVARIVVRLGWVPVEKLPDGVLIHELEEYPMMEAVQDYLSQRLSNLDVDTLYELHYQMITFGKVFCTKKKPNCNSCPLKKECKHFASAFGRFPPQGEFKTFVPRTPTPGQSSSRVQVILEEDIEDLCKVHPVIKVMKNAAGKGKEEEEVVVGRFLVPCRTATRGSFPLDGTFFQINEVFADDESCKKPVVVSRNLLSDLTIKTLFCGTSISAIFQVAAVSIDLVPLVTASHELRLCRLPRVAASHELRLCRLPRVAASQSAVSISPPSYYSFLLLLVPPSASFRLLPVGRSSLDNS
	
>CcDemethylase-like4
MGEEGESSSSRQVYPPEVAYAPATPAKPDRSDWGPIGIDWLKNQFDEVIFEETSAKKSISCWEGNSVSTSHIYDLSGFSMDDVETWNSISCRDLLALADATIRRGSDDGDHDRSDGLDFDNRSNCIDTQQYGWLNLGNYSPDLNLPPEMVMKPLVSTGLSTQITPGTPDQARRAEHKQMGSDIVAKVVADNNKERYNLDEQPQVQVLVEQLQGDVSTIVEANQDFEKGLTAETNLNETPQPKQRRRKHRPKVVREGQQKKAKQSATPQKPDGSSTGKRKYVRKKGVEKSPATPAVEEGSGTIDPSSDQQNKKSCRKKINFDETEKGNEVTVETAEVNITVDKTCSMNQVVETILESQSASPITPSKTELPIKDAKHTYRKVKCRINFLQETHDKRPSSVSSPNESNCSTSASFNKGEAQGSKMELSSKIVGMELWDENAIGVGCNLSKFTNDCSGGKQGMHLPANKKKRIEKCRSSITSGAISSVCSAQSSDCSFLAEQNASKAPQMSKDYVLKDDQQPYKQAFGHLENSKKKRRSKALSLIPDLALFPGIVEGRHWQTPKEGSRYEVAYQQQTYTEAHAADFHVSIATKKRMKKNAKLPSLYQDHLRFTKGCIDSLINQFERLDINSQMAEEGRDALIPYLSRYNEKNALVLYQERGLVPFEGLFNPVKRRKPRPKVDLDEETSRVWTLLLENINSQGIDGTDEDKAKWWEEERRVFRGRADSFIARMHLVQGDRRFSRWKGSVLDSVIGVFLTQNVSDHLSSSAFMALAARYPLKSKSSSEPLHDDESILSVKEPCQVDQDETITWHEKLNQPSGDHGPMMLQDIDLCEEKEVVNSNKFPKNSGCVDLNVSSEGEVPELAEKDLAMYKESVVDQIENDDIASSQNSANMSPSSVQSSVAHTTERLGSCSKEEQKDMSKATIFGGYTSFVELLHMQGTTTVHETYSQQQAEESSNKKIGQDELESVAYLEEQNDGISPHSNSSRALEVETFELREERNITQKKSQEEFASEESGLSAESASQAMVQLVKTTSSQEASKSCNTCHIRLQERSRSRCKMIAVNPNINTEQHTEDNNCEVQEVIAIANVSADNSKATESNNILKASGETAHKVVEINSVDHGTHQIVNGMDEGSSKVKRQKSGKVKQKIEWDNLRLHAEVTEKRERTPNTSDSLDYEAVRTADVNEVADTIKERGMNNVLAARIKDLLDRLVEDHGSIDLEWLRDVPPDKAKEYLLSFRGLGLKSVECVRLLTLHHLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLELYPVLESIQKYLWPRLCKLDQRTLYELHYQMITFGKVFCTKSKPNCNACPMRGECRHFASAFASARLGLPAPEERMASLTENRTGQSSIGLIEQCHITLPSASEQWQQLSDIQNCNSGIEEPATPGSTVEVPATSGPIVEVPATSGTIVEVPATSGPIVEVPATPGPIVEVPETPGPIIEVPATPEPEPIQEEFDIEDFCEDSEEIPMIKLNIEEFTQNLQTYMEKHMVLGEGDMSKALVALTSEAASIPTPKLKNVSQLRTEHQVYELPDSHPLLEGLDTREPDDPCSYLLAIWTPGETADSIQPPEGQCCSQESGTLCSEETCFFCNSTREANSQTVRGTLLIPCRTAMRGSFPLNGTYFQVNEVFADHESSLNPIDVPRSWLWNLPRRTVYFGTSIPTIFKGLTTEDIQYCFWRDVDAVSVVNPRYKWQDNHVQTAAADIQILQKTLSSWPEWHDS

>CcDemethylase-like2
MNFERGFPIPRHGNEDSRSSVTHGIPVPPESGIEHHHGSWTATSGGSGTVGGGDARATPRRPIPMDNGTVHGSESWNTINLEQPTPMGNGVTEDRNPTLERTILQRSGIARNANDWKSVIPGNLFPHRNGIGQSRNSWSPATPEKIVNQRSNTENGLESENWQDLIGMYTGLLKEDTVDKNGVLEDINPTPSKVRDYGNQNWVASNNKNATHRSSPSPYWNHTSNQASTTSDPYLKTNDPANWNSNLLATLVGSQNSSTHTSSANKAQTNGIHHISNRSAVPNSANQVESNSMRSTSWTSMLGSQRTMRFTSNNLINDAHNTEDGFPVAYQPGYKPNSPPRSAASSIIDSFPFAPITPDNQGKHMHSQRVPENGNFRVEGTSTPAKDSRENQTVSREDAENLYNELLQTIGDSPPSAISTTQKELGVPENTDEQGIDLNKTPQQKTPTRRKKHRPKVIREGKPKRTPKPKDPSDGTSNETRVKRKYVRKKGINILETQGDDVTKNIPVASVGKRKYVRKKGLEKFGDEQQSRMDDVATSVVGIPAKSCKKQLNFDLDPVAQDESYGIRSSQQGIDVNVETPARSCKKQLKFDLEPVAQDKGYGIRSSQEGININVNPQDIGQERRINSILERPAIEIAQQNISMQSGNQYELNVPITPLANTKHHALNMLARNMTIKNSIPEHDRRGNLYNKVNQRFHGEGIENLVLQADMVSTNLERVREPNLMSTPQSLASKGMLNLDERRGIKRQSPEQMCLNANTMDSLLLYQKLLLGVAHRAYDRNNLSSILLENSKKTKMQSEFQTLVSSEPSCIIPHKPRQETRQINGIYGNGSAMHLLTSSTEGVNPYKTMHVGGNVINGQFRPPMAATHYLQKHQVFSGMQHHPLRSVPERSQRYIQGHDIGSKTAIMSWNLPPPTPSKETSRYAVTAYPATSLEKRQTAKPNSYNQRLNGLNQMFQHHRNDPLKGYQQPTTVARGRPRKQKPELSVDDITYRLEGLHIYDGNKKEQHELVLYRGSNALIPFEPIKKRIPRPKVDLDPETDRLWRLLMGKEGSEGAETLENGKEKWWEEERRVFRGRADSFIARMHLVQGDRRFSRWKGSVVDSVIGVFLTQNVSDHLSSSAFMSLAAKFPPKLSTTKETCCQDGACEEPIEVAEPNGITKCHEKIKQPVPDQSFFVSSKPSEDMTHQISSTRGAANKQSGISEEEVILSQDSFDSSTTQTVDEIRSSSGSNSEADDVTTGFETSKQSDPPVNLIQEKDHSCHDNWSTLIDEPKASIHHLPKEPECSMQLPRMNGVDLNSSSSFIPANSLQQESFVSSGQYQMSATPGPQKAGLLHFGVLGKESTSSLPSSNSEITEACHTSNVTCSENETPKFAGSSQGQYNLPSSHPVHQENFQPEPPVCSSQILNTNHPQVGEFFKETTRHGETLAKGKNGAQKQDTPMFEGIPSLVDKQICFENTVPEAKAKEQNHSSHEPPSGAGTNMSKAQKRKAEDERNRAFDWDSLRKEALSNGEKGERSKDATDSLDYEALRRAHVSEISDAIRERGMNNLLADRIKDFLNRLVRDHGKIDLEWLRDAPPDKAKDYLLSVRGLGLKSVECVRLLTLHHLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLEMYPVLESIQKYLWPRLCKLDQLTLYELHYQMITFGKVFCTKSKPNCNACPMRAECRHFASAFASARLALPGPEEKRIVTSDAPVATDPIPPMVIRPMPLPQAENGFDKSERSFGRNCEPIIEEPTTPEPEAAELSISDIEDQYYEDSDEIPSIKLNMEEFTTNLQNIMQDSMELQDDMSKALVALNPNAASIPTPKLKDVSRLRTEHQVYELPDSHRLLEGLDKREPDDPSPYLLAIWTPGETANSVQPPERECSAQQSGKLCDRTTCFSCNNIKEANSQVVRGTILIPCRTAMRGSFPLNGTYFQVNEMFADHASSMNPIDVPRTWIWNLPRRTVYFGTSVSTIFKGLTTGGIQYCFWKGFVCVRGFDRKTRAPRPLMARLHFPASKI

>CcDemethylase-like5
MNFENGPDNRFNKATFGIGTRSFGLEDAVFERNTGGMYDGRFLMNNMWNTIPCSDLLALADAAITTKSEVNMHFQNRNQNQNHEDRQHERTRYLFDLNSPPIATDPQLITGISSQLSPVTPKITRRVDHRQVVSDIINLDEDGSTDEAADKQDNERSDPEQPQLILEQSQDTISMQLEEVNGDFEEELSDDFNPKKTPQPKQRRRKHRPKVVIESKPKSAKKSTPPQPDGSSTGKRKYVRKIMSERSTETPTSEASLPKTRNSCRRKINFEEEQNLHTELQGIKKKTEIELMCDKEFLTDQMTMLSPITPNKSELRHERLAKDVNPMSMRAKRNLSFSRKAHDNDSNCSTSGCFNEDGQETRGSKRECSGDENGLGNRCNNSLEAYLSMITNFPAIYKKKRTEKCQSSVTFRAVSSIWSPEYNNRSFPETSTVYGLNFQQSYKHMLAFGHVESFRKKRSKGVKRMRDLASFAGMIEGKKSASKALCQHHTCMEALSADFSASIATKKRTKRKYIVPSSSNPYDIDALINQFESMSLNNRMVEQDQHALVPYSTRYREKNALVLYKQDKSVVPFEGSYQLRRRKPRPKVDLDDETSRVWRLLLEDINSKGIDGTDEDKEKWWEEERNVFSGRAASFIARMHLVQDSVIGVFLTQNVSDHLSSSAFMNLAARYPLKSKSSNEPLQDDKSSISVKEPCQLDLEETIRWHEGNSNQQPAQDHGSIMLQDADSYEEKEVVNSNERSVRLKDILSGEVLEISRNDSGILESFTQENRGVDDLVSPQNSVDTCPNSVQSSIVDTAERLGSWLVRNSQSEPLDASKPIISEMFTSFASTKLHEVYSQEQAHKPSNKRIGQDKLGSINNSPEQNEGISHDHITSGLRIPPKDHELQTAHGSAALEAEYIELREERIIIDNKPEEKCASEQSEISAESASQATVEMVRTRSFQETPISCNTLQSRTISENSIIVTNQHAHENNCNAQKALDIENCSAEISEVTESNNMTDNSRETAHKIVESNSNEHGNLQTTASGINEGSAEVKKGKTRKAKKIKPNWDSLRIGAQVNHKRETTPNTKDSLDYEAVRCADVNEIADTIKDRGMNNMLAERIKDFLNRLVRDHGSIDLEWLRDVPPDKAKEYLLSFRGLGLKSVECVRLLTLHHLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLELYELHYQMITFGKVFCTKNKPNCNACPMRGECRHFASAFASARLALPAPEERSIVSATENKIPDQSPTRITSQLHLTLPLDNHCLHQQSQVQNHDPVIEEPATPEPIVEVPATPEPEKIQQESDIEDFCEDPEEIPMIKLNMEAFTQNLQTYMENNMELAEGDMSRALVALASEAASIPAPKLKNVSQLRTEHQVYELPDSHPLLEGLDKREPDDPCSYLLAIWTPGETAESIQPPGVRCSSEESGTLCHKETCFSCNSIREANSQTIRGTLLVFADHDSSLNPIDVPRSWLWNLPRRTVYFGTSIPTIFKGLTTEGIQYCFWRGFVCVRGFDQKTRAPRPLMARLHFPASKLRRSKGMADET

>CcDemethylase-like1
MVKMVKGRGITLFIVASSDPPAASSSSSFSSPFSRSRSFSLLSISYLCSIVLTGNAIVTSTFLSSSHLDLHQFYQTSPKTLANCSKAKGEMTEPEFGSWRMTPVRSTLIGNGIVGQRDSCTTTHQENGIVVNGEIWNSAMPTKSFPQGNGNGNGTSSWTPVTPGKPVPQRSIPQNQVETENWEDLVEIYQDLLKEETLTLNKVVAQSLYPTPPPSTVGNIGNQHQVASTPNRNLNSTPIPNLNHGSYQPSTSFTYFPSEDPANWDSSSLLAAIVRPKKSSASLNIAQNTSLHASNRTSLPNTSTQVGSNSISVEPDAASSEITGPLAFAPITPDTRQKHTDSQWVLAKDRHESQRNEDGDNHYNEQLHTIGDSTSSAVSTTQKEHLVSEEGDELGIDLNKTPQQKTPARRKKHRPKVIREGKPKKTATPKDPKNTPPNETRVKRKYVRKKDVNVSETPQRNGVEISQNGVPRSSGKRKYVRKKGVENSDVQQKTRVEEATAPVVETPAKSCKKQLNFDLEIVARDGRQDINLNASPRDIEQERRINGILERSAMNVVQNNRYAGVGTHQKISTNHMQAGTQNMALPELLNVPSTPMAKARDVALNVLAQHLTMKNPITVRDVWRNGYNQVGQQQVSPNLEPSGRMVNFDERRGIKRQSFEQMDPHSLNAMDSLIMYQKLLLDRTDASNNLASIILESHKKTKTQSDHLQALVSSTPPLEDNLRGESRQINGVYGNAPASLQLLNSCTGRVEPSYKVMNAGGGNINGRQFQPPRAATQNLQKHMVTSGMQPIAERLQRPTPGHGVNPVTAMISWNRPPATPPKDYSRSALVTYPSPLVDKKRTATSNSSNRRSNGADQVFLQLRKDALEFQQQSFRKPNGGPRKHKVEVLVEDITFKLEGLSIYDGNDKKQNALVPYKGNNAIIPFEPIKKRKPRPKVDLDPETDRLWRLLMGKEGSEATETLDKDKEKWWEDERRVFRGRADSFIARMHLVQGDRRFSRWKGSVVDSVIGVFLTQNVSDHLSSSAFMSLAAKFSPKSTSTNETCCQDGACILVEEPIETVLPNDSTKCHDKIERQPVFNQSSFVSCESSEHMRHHHISSTKAAAIKDNRTSEEVILSQDSLDSSTIQTVDEIRSSSGSNSEAEDQITGFETSKEPGPANPMQAEKVSMFTELFSHDNRSPSLNDRSQYMHHLPKTPPYNMQIPIIGGVNNLNNASRFTPPNSSLHLVQEQLASSSRFQMNMAMGLQNVGSPGFGLLRGGSISSLPSSKSGITEAYHTSNVTYQENEMPRFQAPPLAQYDFLSNHPTHLKSFQPRSHIGSVLNSSHQQGRELYRETTVHAETLAKAQNGAPKQDSCSEDRVSAVDKQNCIENAAAEANSKEQNYASHEPLSGAGTNIPKVRKGTAEDEKKKAFDWDSLRKKVLSNGEKRERSKDAKDSLDYEALRRAHVNEISDAIRERGMNNLLADRIKDFLDRLVRDHESIDLEWLRDVPPDQAKDYLLSIRGLGLKSVECVRLLTLHHLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLEMYPVLESIQKYLWPRLCKLDQLTLYELHYQMITFGKVFCTKSKPNCNACPMRAECRHFASAFASARLALPGPEEKRIVTSDAPNGTHTIPPVIMRPMSLPPAENNYSKDAQFSGRECEPIIEEPTTPEPESAELTLSDIEDQYYEDDDEIPTIKLDMNEFTMNLQKMQDSMEGDMSKALVALNPQAASIPTPKLKNVSRLRTEHQVYELPDSHPILKGLDKREPDDPSPYLLAIWTPGETATSTQPPERGCQSQESGMLCDRTTCFSCNCIKEANSQVVRGTILMPCRTAMHGSFPLNGTYFQVNEMFADHASSLNPIAVPRAWIWNLPRRTVYFGTSVSTIFKGINSLDALFVASLSAINTEILVLVGLTTQEIQQCFWRGFVCVRGFDQKTRAPRPLMARLHFPASKLVKTKNEAK

>Sl_DML
METGQGSSWIPATPGKPSFAESPPICSTGQENQQAQVDLSDLQRKQAVEHANGSTAEAQNAVEHANGSTAEAQNAAANRGSTSSVEDQCFTTSEAVVGTKSEMCGGGINMYNNFPSDNVELWSSMSFGDLLAMAHAGGSGTTPADETAYSVKSSFQPLINTQNADESSILSSFPFNLNSPPKMTGATLSSNIQFQFEPVTPDMMKIKGQASNASNLDINVTTAARVIQSNEDIIKGAEANELQQNKEQSVLILEGKLDTELNNTPEQKTRRRKHRPKVVVEDKPKRTPKPKIQKQPGAEETKTEKRKYVRRNKVGEPTATFADEVSNTICHEGKPPSSEKTPTAKRKYVRRNQVNKSTEKPSEEGSSVTIGTPAATSTEEVKNTTFHVGKAPSSEETPTAKRNVRTNQVNMSMEKLSEEGSSGTNDPSEVPHSRKSCRKSLSFELESQASDEYSSYRPSTLDLHANNSGSTAQSVQLGQGKETTSEETEMGITHNITRSLNQEVRNYLSQPRMQYPSPPTPDKVGWNHDKTMVGNHNESTRGNSRIIFSDVTHDKQASILQMTPQSLNSNCGSSSCLPHGKGLKRQHSCRTDEAQFYSINAKGTYFNSMQAYQAILPANKPDVYSNVGMHFPAIYKKMRAEKGHISTSSYIKLFTGETNYVSSSQCYISGSPSNNSATNIGNYGMWNSNVMPAFVEAERLRNKISNGPTQVHDIASLHEIYKQFPTSTSKELTKYGFGERYKTSHLSSACMGTPIADTQAATKKKRQSKKSILVSSAASNLYTHQHVAKNARGSLPALTWRGMSPIDEIAERLRLLDLNRESSQNQGPHGITYHTKFQRESALVLYQRDGSIVPFGSSLVRKRKPRPKVDVDDETDRVWKLLLQDINSEGIDGTDEDKAKWWEEERRVFNSRADSFIARMRLVQGDRRFSPWKGSVVDSVVGVYLTQNVSDHLSSSAFMSLAAHFPLKTDSTQKHEGNTGIIIEEPEECATDPNVSIRWYEDQPNQSTHCQDSSGVYNTDSNEEKPAVNDSESSENSTECIKSAECSVILQSDSSREGSDLYHGSTVTSSQDRKELNDLPSSPSSVVSSEISAVIQASEGTDSSNFCSSTSFLKLLQMAGTSGAQGTRCTEHLQEGENVPFLEKELISPKKSVLSAESAHSALYTTPQNKLDIETMTDAEDNVELQFPTEDSNSNVQQVPEAPACSETIVNVTERASIVFDSCKPEQRGLESSLKNDSNHVRSKVDKVNDNPSKAKNGQLGKEKENIDWDSLRLQAQANGKKRERTANTMDSLDYEAVRCANVNEIAHTIRERGMNNKLAERIQAFLNRIVSDHGSIDLEWLRDVPPDKAKEYLLSIRGLGLKSVECVRLLTLHHLAFPVDVNVGRIAVRLGWVPLQPLPESLQLHLLELYPILESIQQYLWPRLCKLDQRTLYELHYHMITFGKVFCTKSKPNCNACPLRGECRHFASAFASARLALPAPEEKSIVSATEQKATNNNPRENFTHLPLPLPPGNQQPVENQKLINSAPIIEVPATPEPIVEVPSTPEQEQIKAPEIDIEDAYFEDTNEIPMIELNMAEFTQNVKKYVENNMELHQVEMSNALVALTSEAASIPTPKLKNVSRLRTEHQVYELPDSHPLLEGLDKREPDDPSSYLLAIWTPGETANSMQPPETQCNSQESGELCEDETCSSCNSIREAQSQTVRGTLLIPCRTATRGSFPLNGTYFQVNEVFADHDSSLNPINVPRDWLWNLPRRTVYFGTSIPTIFKGLNTESIQHCFWRGFVCVRGFDHKTRAPRPLLARFHFPASKLNRTNGKTNEDKGVAS

>Sl_DML2
MNPGRVFSTPQENGGVQNGDPRIPFSQQKPVLPLPDLVPAEMQRNQIEMTGWPDLLGMYGDFLLMPASETGVVQNSVTSVGWDKGSTGHWSDVVVRNRSSEIDTYSCGNIPDQSKPACTRVNSLEELIGMKNQSNRISTHGRSSNSTRSDIPILRNSYAQVDRRHEQTQLKAAGQTVLNQSQLFKSPNQMVDCYNRHLPLDGMRSPYQVNRSLISPVAQDAGTSPSTNSFFTFAPVTPDHNHFNDNQHFERQNVPIQERSSLEKDGQENVLGSMKSKDNHSDKLLQRVTDSVVVNSPLTEKVDNGNVGNVDIDLNKTPASKTPKRRKHRPKVVIEGETKRTPKRAAPVDGTPNENPSGKRKYVRRDGLKASTTEQTEVNESAAQRNSTPNENPSGKRKYVRRKDPNASTTQQTEVVGKDKVPDAGESEKTCRKMLDFDLEDITKDESLPSTNIHHPEKHQQKKETFDLNLNSQDMELSLAIMEATAISAGQKQRKEEIAEKLLMEKPQELASPLPSANQVTRNNQALNALARSLSMRTVTRYPNSIQLYEPRQLALGRMPLLLRDTAYTDNDGRGSKRDQCPSSPFQPRTFSQMGSVCSEMLGNDNCRRNCSTSSGIPSYTAAAIHDSTKFPSSSLSINRYNRASEEGSRHCASPMVVKHNLQKQTNPSQMHSYAQPIPQHIPQQTAEIHGSQVQATIRNWNHQYQLQSLAMVVQNIERRNSHKKMPAQQNMGKTSPNELSNYVELLPRENKNSRADQHHLTKARGLQETHRHAVSVDTGLLQGLQRHVVSVDTGLQGTHRHAVSVDVITQQLERLFISNSKKNAAQVEQKALVPYKGSGTIIPYEGFDPIKRRKARPRVDLDPETNRLWNVLMGKEESAETMDKDNEKWWEDERKVVRGRVDSFVARMRLVQGDRRFSPWKGSVVDSVIGVFLTQNVSDHLSSSAFMCLAAKFPLPTSTKNTLSQDGCNIVVEEPEVEIIDPDGTTIYHKARLQRRMENHTHTSRAYLVSEHDKRVDEEVISLQNSPDSLILQANEELRSSSGSDLESEDRPSSPNLNKDRTQASHSPPTKWTAAFQEYQSHFMRNGISEKLPVFGNQKIETVADMGRHNENLDAETYLHGYPINPHIQVQEIPIRSASNSWLNMTPEFGKHETACHEKEIDMSKSMKQIAGSSSPLIAQRTTHPFIHAPRMGEIGGVEMQPGKVDNQHSVSSHQNEMAMASQLESSCIRQSVNHSEAVAKGQEEGQAYPSSKQPSITGTSISKTRKRKVEEGDKKAFDWDSLRKEVQSKSGKKERSKDAMDSLNYEAVRSAAVKEISDAIKERGMNNMLAERIKDFLDRLVRDHGSIDLEWLRDVAPDKAKEYLLSIRGLGLKSVECVRLLTLHNLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLELYPILESIQKYLWPRLCKLDQRTLYELHYHMITFGKVFCTKSKPNCNACPLRAECRHFASAYASARLALPGPEEKSIVSSAVPIPSEGNAAAAFKPMLLPPAAEVRMAYPYAPIEAGDLPSFLEKSMPIPQEMTDSLNREATVVTNNCQPIIEEPKTPEPLPELLESDIEDGFFEDPDEIPLIELNMKEFTTNLETILQEHNKEGDVSKALVALNPEAASIPTAKLKNVGRLRTEHQVYELPDSHQLLEKWDKREPDDPSPYLLAIWTPGETVNSIQPPETKCDHSGLGNLCNETTCYSCNGIREANTQTVRGTLLIPCRTAMRGSFPLNGTYFQVNEVFADHKSSLDPIHVPRKLLWSLSKRTVYFGTSVSTIFKGLSTEQIQYCFWRGFVCVRGFDREMRAPRPLIARLHFPASKMVKNRSDDKKKEGTAAEKVAGFNSPISVHTK

>Sl_ROS1L1
MYGENNIKTCNDVSTDDIDEWSNVSFGHLLALAHAAGSTAVTENANEEINLALNGSFNSLISSQDADGSSTCSRFPFNLNSPTRMTDEDSSSNNAFPFEPITPYQIKKKGPASDAPGLDINATPIPRHVQSSKDTLKRAEANDLQQNTEKSGLVLNISELSDNMIDKVVDQDAEQNNTPQQKRRKKHRPKVVIEGEHKRTPKPKIPQQHSSMGTKKEKGKYVQRNKIEDPPGTPSDEVNDMTKHEGHLPSSAKIQRARRTYIRRNQVKKFAPKPAEEGSIDPPNVSRPRRYPRRSLNFDSENILSDENSLRWPSSTVEDLHENQSNSSVHPGKGIEASTAKTRLGSVYDLKCSNQELKNCQTHHEMSHTDPFTLKKIGLNHSKFTMNKENGISRGKCKIVFSDETHDKQASILEMTPKSPNSSNCSSSACLIPETPERALKRRRSLRTDQAKLYSTNVRGAYFNSMQAYQAILPATEPYAQSTQGMHFPIIFKKKRTEKGHPSATSYSKPFTCEINYLSLSQSNIGLSQASTSATDNANNLMPNRELVPAFVEAEGLRRKRSKSISKVRDLASLLEICKHFPTSSVKETMVSGFGERYENSDQPNTCMEALVADTRTIMKTKKRSKRSIPVSSTASHMYARSQFPTNARGSIPAITWRSPVDEIAERLQHLNLNRESIHPYQYEENALVIYQRDGSIVPFAGPFVRKRRPRPKVDLDDETTRVWKLLLQDINSEGIDGTDEDKAKWWESEREVFHGRVDSFVARMRLVQGDRRFSPWKGSVVDSVVGVFLTQNVSDHLSSSAFMTLAARFPLKSDISVKKNEERTGIIIEEPEVSTLEPDDTNGWHDYQSTQTTLGQKFFTISSTESDDEKTAVHSSESSENSTNCTSSTENSILQQPGSSRESSCVHHESTTYGSATANAATSFLGDQVEPDDLLSSQNSILSSQDSANFSVVQTSEGTESSNFSGSASFLKLLQIAGTSKSHGVQDQRSENILLEKNINVQLKHVACCSHIQKDGENHRGSIGNDCPCSYLGPCTMSNSGAQQAKFKSDLEEAAKFSDPSGELGDPEQSKSSAEPANQRVAEAPKAPTFSEAIDVREEVSVVVDSSKSEHTVLRSNSNNGKIHAGSTLDGANHNTKAKKEGPGKEKQNVDWDSLRLQAESNGKKREKTANTMDSLDWDAVRCADVNEISHTIRERGMNNMLAERIKDFLNRIFREHGSIDLEWLRDVPPDKAKEYLLSIRGLGLKSVECVRLLTLHNLAFPVDTNVGRIAVRLGWVPLQPLPESLQLHLLELYPVLESIQKYLWPRLCKLDQRTLYELHYHMITFGKVFCSKSKPNCNACPMRGECRHFASAFASARLALPAPEEKSIVSATENNAADQNPFQNFNQQPLTLPQANQTPLEHPKLINSAPIIEVPATPQPIVEEPASPEPEQDAPEIDIEDVCFEDPDEIPTIELNMAQFTQNVKNFVQNNMELQQVEMSKALVALTPAAASIPTPKLKHISRLRTEHQVYELPDSHPLLEGFEKREPDDPSSYLLAIWTPGETSDSIQPPGRQCNSQETGRLCDDETCFACNSIREAHAQTVRGTILIPCRTAMRGSFPLNGTYFQVNEVFADHESSLKPIDVPRNWLWNLPRRTVYFGTSIPSIFKGLTTESIQHCFWRGFVCVRGFDKKLRAPRPLMARLHFPASKLTRTKGKPDEN



>At_DME
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