
Suppl. Table 1. Description of single-copy FISH probes (ID), total length, PCR product length and primer pairs used for the generation of single-copy probes. 
	IDa
	Total length, bp
	PCR product length, bp
	[bookmark: _GoBack]Primer 5`- 3` 

	3H short arm / Region A

	44399
	4164
	4092
	AACTGGCGAGTAGTATTGGTG
TTGAGCCCCTACACTAAGAAC

	45274
	3539
	3180
	ATTTCTTCGACATCTCCTTCG
TAGACGGATTTTGTAGGCTTG

	567-1
	3840
	3668
	AGTAATTTGACCGATGAGCAG
CGATGCTATAAGCGAAGTAGG

	
	3806
	3192
	TACCTTCATGTAAGGCAGAGC
CAAGTGCATACGGTGTATGTG

	567-2
	3960
	3519
	GGTGGTAAAACGTGGTAACG
AGATCTGTGGGTCTGCATAAG

	
	2372
	2070
	CGAAATTAACACCCACTTAGC
TTGCACATCACGATCAGATAC

	4292
	2820
	2648
	GCAATGTCTAAAAGGTGAACG
AGCAAACTCATTGCTTACTGG

	
	4199
	2535
	ATTACAAGGCTCAGAACATGC
CGTGAAAACAAAACCTTGTC

	6425
	3963
	3775
	GACAACTTCGTTTTGGATGAG
ATGGTAAAGGTTTCCACTTCC

	43790
	4211
	3839
	TTCTCCTCCAATTCCCTAATC
ATGGCTGAACTTGGTTATCAG

	
	5850
	4192
	TTTATGGCCTGCACTTTACTC
ATGTTTCATACACCACCCATC

	525
	4587
	3993
	CCATCCTCATGTCATTCTCTC
GAGATCCAGGTAAACATGCAC

	
	5344
	3857
	AATCTGGTGCTGCTCTATCAC
TGCGCAGATAGATGACAGTAG

	44628
	3836
	3567
	GACACTGCTCAGATTTTAGGG
CCAATGACGAATCTAGTCCTG

	3H long arm / Region B

	44637
	3834
	3350
	AAGGACAGCTGCGTACATTAG
AGACTGCTCCTGAGATGATTG

	44636
	2442
	2258
	CTTTCCTTGATACTGCCTCTG
CAGTACCCTTGTCTGCATTTC

	44257
	3849
	3534
	CACAGTTTGAGCTGATGATTG
TGGAGAAGCACTTCAGATTTC

	3H long arm / Region C

	260
	4733
	4439
	GATCATATTCCTTGCACCAAC
CTTCCGCACTATCGAAAATAG

	43848
	3930
	3511
	AATGGGATCTCGAAGTATCTG
CCCAAATGTACCAGCAATATC

	7861
	3954
	3726
	TCATGAAGCACTGACAGAAAG
TGAGAAATCTTGTAGGCATCC

	460
	3423
	3188
	AGACTTCACATTACGGAGCAG
GAGATGCTTGCCATACTTGTC


aMorex sequence IDs (morex_contig_<ID>) are based on the public WGS assembly of cultivar Morex (Accession IDs: CAJW010000001-CAJW012670738, IBGSC, 2012).


