Supportive material 2
aCGH results of patients with BP 4 to 5

[bookmark: _GoBack]FIG. 5 Comparison of aCGH results in “Gene view” (Agilent CytoGenomics 2.0.6.0) from patient 1,2,3,4,5 & 7 showing part of 15q (approximately 5Mb) with the deletions  marked in hatched colors.
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FIG.6 : aCGH results of patient 6 with a deletion between BP3 and 5 of : APBA2,TJP1, NDNL2, FAM189A, MTMR10&15, TRPM1, KLF13, OTUD7A, CHRNA7, FAM7A3 und ARHGAB11B
[image: Triage View : MA398_SG11514159_252206045912_S001_CytoCGH_0100_Oct10_1_1]


FIG.7 : aCGH results of patient 8 with a duplication between BP4 and 5 of: MTMR10, MTMR15, TRPM1, MIR211, KLF13, OTUD7A, CHRNA7, FAM7A1/2/3 und ARHGAP11A.
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