Supplementary Figure Legends
Suppl. Fig. 1: Analysis of DEK, NUP214, and RAC1 loci by RNA-sequencing. Analysis of sequenced reads mapped around the breakpoint of DEK mRNA showed the single reads encoding the DEK-NUP214 fusion gene, which was also confirmed from the single reads mapped around the breakpoint of NUP214 mRNA. Single reads mapped around the NUP214 breakpoint region contained other single reads encoding the NUP214-RAC1 fusion gene, which was also confirmed from the single reads mapped around the breakpoint of RAC1 mRNA. The reads in green and red indicate forward and reverse reads, respectively.
Suppl. Fig. 2: Analysis of RAC1and COL12A1 loci by RNA-sequencing. Analyzing the sequenced reads mapping around the intron 1 of RAC1, we found the chimeric reads encoding both intron 1 of RAC1 and intron 5 of COL12A1. RAC1 was fused to antiparallel sequence of COL12A1. There were unknown 8 nucleotides, CGGCCCAC, between RAC1 and COL12A1. Analysis of mapped reads at the breakpoint of COL12A1 also showed the other chimeric reads of COL12A1 and RAC1. Thick arrows are transcriptional direction.
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