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	rs number
	Location
	Context Sequence
	Polymorphism type
	Phenotype

	rs1799782
	Chr.19:44057574
	5’-TCACCTGGGGATGTCTTGTTGATCC[A/G]GCTGAAGAAGAGAGCCCCCGGCCTC-3’
	A/G, Transition Substitution
	MIM: 194360

	rs25487
	Chr.19:44055726
	5’-GGGTTGGCGTGTGAGGCCTTACCTC[C/T]GGGAGGGCAGCCGCCGACGCATGCG-3’
	C/T, Transition Substitution
	MIM: 194360

	rs3219489
	Chr.1:45797505
	5’-CCGAGGGAGGCAGGCACAGGTGGCA[C/G]TGTCCAGTGTTGGGAGCTGGGAACG-3’
	C/G, Transversion Substitution
	MIM: 604933; MIM: 613931s

	rs1136410
	Chr.1:226555302
	5’-GTCCAGCAGGTTGTCAAGCATTTCC[G/A]CCTTGGCCTGGAGGAGCAAAAGAAA-3’
	G/A, Transition Substitution
	MIM: 173870




