	Supplementary Table 1. Primers used for breakpoint characterization

	Name
	Sequence (5'–3')
	Genomic position

	P1
	TGAGGAAATTGTCAGAACTTTTGGA
	chrY:14,264,623–47

	P2
	GCCCATCTCATTTCTCTGTGA
	chrY:14,265,180–60

	P3
	TTTTGCTTGTAGGGCACAGA
	chrY:14,894,517–36

	P4
	AGTTGAAGCACCAAGTGAAGC
	chrY:14,894,838–18

	P5
	CAAACTCTGCTCCTGCGTTATCA
	chrY:14,893,514–36

	P6
	TATGGATTAAAAATTACCTCTGCATCTACA
	chrY:14,266,616–587


