Supplementary table 1. Primer sequences, amplicon size and annealing temperature.
	Primers
	Sequence (5’3’)
	Amplicon (bp)
	AT (ºC)

	
BCL-XS
	F: ACA GCC CCG CGG TGA ATG CGA
R: GAA CCA CGC CGG CCA CAG TCA T
	
196
	
62

	
BAX
	F: CCC TTT TGC TTC AGG GTT TC
R: TCT TCT TCC AGA TGG TGA GTG
	
501
	
56

	
BAD
	F: CCG AGT GAG CAG GAA GAC TC
R: GGT AGG AGC TGT GGC GAC T
	
209
	
60

	
BAK
	F:  TCT GGC CCT ACA CGT CTA CC
R: ACA AAC TGG CCC AAC AGA AC
	
201
	
60

	
BID
	F: GCT TCC AGT GTA GAC GGA GC
R: GTG CAG ATT CAT GTG TGG ATG
	
203
	
62

	
BIK
	F: TCT GCA ATT GTC ACC GGT TA
R: TTG AGC ACA CCT GCT CCT C
	
169
	
60

	
BOK
	F: CAT CTT CTC TGC AGG CAT CA
R: GCT GAC CAC ACA CTT GAG GA
	
205
	
59

	
BIMEL
	F: GCC CCT ACC TCC CTA CAG AC
R: AAG ATG AAA AGC GGG GAT CT
	
152
	
59

	
BMF
	F: GCC CCC TCA GCC GAC TTC
R: CCT GCC CCG TTC CTG TTC T
	
421
	
59

	
NOXA
	F: AGC TGG AAG TCG AGT GTG CT
R: ACG TGC ACC TCC TGA GAA AA
	
167
	
54

	
PUMA
	F: GGA GCA GCA CCT GGA GTC
R: TA CTG TGC GTT GAG GTC GTC
	
156
	
60

	
BCL-2
	F: ACG AGT GGG ATG CGG GAG ATG TG
R: GCG GTA GCG GCG GGA GAA GTC
	
245
	
67

	
BCL-W
	F: AGT TCG AGA CCC GCT TCC
R: CCC GTC CCC GTA TAG AGC
	
308
	
60

	
BCL-XL
	F: CTG AAT CGG AGA TGG AGA CC
R: TGG GAT GTC AGG TCA CTG AA
	
211
	
60

	
A1
	F: GGC TGG CTC AGG ACT ATC
R: CCA GTT AAT GAT GCC GTC
	
227
	
50

	
MCL-1
	F: AGA AAG CTG CAT CGA ACC AT
R: CC AGC TCC TAC TCC AGC AAC
	
183
	
56

	
FAS
	F: CAA GGG ATT GGA ATT GAG GA
R: TGG AAG AAA AAT GGG CTT TG
	
203
	
55

	
FASL
	F: AGG AAA GTG GCC CAT TTA AC
R: CAA GAT TGA CCC CGG AAG TA
	
176
	
55

	
c-FLIP
	F: GCC GAG GCA AGA TAA GCA
R: GCC CAG GGA AGT GAA GGT
	
464
	
54

	
CIAP-1
	F: AGT CTT GCT CGT GCT GGT TT
R: ATG GAC AGT TGG GAA AAT GC
	
550
	
59

	
CIAP-2
	F: AGT CTT GCT CGT GCT GGT TT
R: TGC TTT TGC CAG ATC TGT TG
	
432
	
58

	
Β-ACTIN
	F: GCC CTG AGG CAC TCT TCC A
R: CCA GGG CAG TGA TCT CCT TCT
	
192
	
58

	
GAPDH
	F: GGA GAA GGC TGG GGC TCA T
R: GTC CTT CCA CGA TAC CAA AGT T
	
200
	
60


bp: basepairs; AT: annealing temperature.
Supplementary Table 2. Mean relative expression units obtained for controls and patients pre- and post-IM treatment.
	Genes
	Control

	Pre-IM

	Post-IM

	p value (control vs pre-IM)
	p value (control vs post-IM)
	p value (pre- vs
post-IM)

	A1
	246.5
	229.0
	98.0
	0.7
	0.9
	0.6

	BCL-2
	156.0
	151.0
	16.8
	0.6
	0.3
	0.6

	BCL-XL
	12.3
	13.6
	8.3
	0.2
	0.4
	0.5

	BCL-W
	3.1
	2.8
	0.6
	0.5
	0.2
	0.4

	CIAP-1
	120.6
	12.4
	12.3
	0.2
	0.1
	0.9

	BAD
	0.1
	0.5
	0.3
	0.1
	0.7
	0.5

	BAK
	899.0
	2,583.0
	261.0
	0.6
	0.5
	0.7

	BAX
	15.8
	8.7
	0.8
	0.7
	0.8
	0.8

	BCL-XS
	0.5
	5.1
	12.9
	0.2
	0.4
	0.5

	BID
	2,988.0
	1,313.0
	831.0
	0.4
	0.6
	0.5

	BIMEL
	245.0
	41.8
	9.8
	0.3
	0.2
	0.6

	BMF
	93.2
	4.6
	19.7
	0.1
	0.6
	0.2

	FASL
	13.6
	41.2
	11.4
	0.5
	0.7
	0.7

	PUMA
	4.0
	1.8
	0.8
	0.2
	0.2
	0.6


     IM: imatinib mesylate; pre-IM: pre-IM treatment; post-IM: post-IM treatment.



Supplementary Table 3. Mean relative expression units obtained for controls and patients pre- and post-DAS treatment.
	Gene
	Control

	Pre-DAS

	Post-DAS

	p value 
(control vs pre-DAS)
	p value 
(control vs post-DAS)
	p value 
(pre- vs
post-DAS)

	BCL-2
	156.0
	5.8
	10.0
	0.1
	0.6
	0.7

	BCL-XL
	12.30
	12.7
	211.0
	0.4
	0.3
	0.9

	BAD
	0.1
	0.1
	0.01
	0.6
	0.6
	0.38

	BAX
	15.8
	49.0
	0.04
	0.8
	0.3
	0.1

	BCL-XS
	0.5
	4.1
	19.1
	0.4
	0.3
	0.9

	BID
	2988.0
	424.0
	232.7
	0.2
	0.3
	0.7

	BIMEL
	245.0
	57.9
	6,376.0
	0.3
	0.7
	0.4

	FAS
	46.6
	124.8
	53.5
	0.1
	0.2
	0.7

	FASL
	13.6
	2.1
	5.5
	0.5
	0.7
	0.8

	NOXA
	12.4
	0.6
	3.9
	0.1
	0.2
	0.8

	PUMA
	4.0
	75.0
	5.0
	0.8
	0.5
	0.3


DAS: dasatinib; pre-DAS: pre-DAS treatment; post-DAS: post-DAS treatment.




Supplementary Table 4. Apoptosis-related genes relative expression obtained for CML patients according to IM response.
	Gene
	CCR 
	IM-resistant 
	p value

	BCL-XL
	6.0
	173.5
	0.2

	BCL-W
	0.1
	0.03
	0.5

	BCL-XS
	0.9
	1.2
	0.4

	BAD
	0.04
	0.004
	0.2

	BIMEL
	11.7
	2695.0
	0.1

	BMF
	8.3
	0.5
	0.1

	BOK
	5.0
	13.0
	0.5

	FAS
	168.1
	34.2
	0.1

	NOXA
	0.2
	0.2
	0.3

	PUMA
	0.02
	0.01
	0.5


Values are reported as median gene expression. IM: imatinib mesylate; CCR: complete cytogenetic response.


[bookmark: _GoBack]
Supplementary Table 5. Spearman correlation between apoptosis related genes relative expression and the Sokal index of patients with CML. 
	Gene
	Pre-IM
	Pre-DAS

	
	rS
	p value
	rS
	p value

	BOK
	-0.25138
	0.33
	-0.44755
	0.14

	A1
	-0.45371
	0.06
	0.17483
	0.58

	BAX
	0.01594
	0.95
	-0.49650
	0.10

	BCL-XL
	-0.21459
	0.40
	-0.02797
	0.93

	BCL-XS
	0.38589
	0.12
	0.15385
	0.63

	MCL-1
	0.18761
	0.47
	-0.02797
	0.93

	NOXA
	0.15083
	0.56
	0.26573
	0.40

	FASL
	-0.11063
	0.67
	0.19580
	0.54

	FAS
	0.32393
	0.20
	0.18182
	0.57

	PUMA
	0.26626
	0.30
	-0.24476
	0.44

	BIK
	-0.46268
	0.06
	-0.71329
	0.01

	BID
	-0.26242
	0.30
	-0.14011
	0.66

	BMF
	-0.27191
	0.29
	0.02797
	0.93

	BIMEL
	-0.24233
	0.34
	-0.11189
	0.72

	BCL-W
	-0.24459
	0.34
	0.04627
	0.88

	CIAP-1
	0.22864
	0.37
	-0.45455
	0.13

	CIAP-2
	0.03924
	0.88
	-0.13986
	0.66

	BCL-2
	0.05706
	0.82
	-0.09790
	0.76

	BAK
	-0.13681
	0.60
	-0.46853
	0.12

	BAD
	-0.10061
	0.70
	0.16813
	0.60

	c-FLIP
	0.10668
	0.68
	0.11189
	0.72


IM: imatinib mesylate; DAS: dasatinib.
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