Supplemental Figure 1

Density Plot of Intensity Ratios for sample
E44H16CpG at amplicons with single cut sites
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Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 5
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Supplemental Figure 6
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Supplemental Figure 8

Normalization

Probe based Quality Control

[ 906601 SNPs ]

Split SNPs into two groups based on
presence or absence of MSRE sites

MSRE sites = Cuttables NO MSRE sites = Uncuttables
[ 754376 CSNPs ] 152226 USNPs ]

i Quantile normalize

152226 USNPs ]

Interpolate CSNP probe intensity from
USNP with the closest pre-normalization
intensity

[ 754376 CSNPs j

N g

[ 906601 SNPs j

Remove SNPs that perform poorly
on HapMap samples

181320 SNPs 72724 SNPs
low “discernability” ) \No calls in HapMap set,

[ 652557SNP5]

Remove SNPs without MSRE sites again

[ 115797 USNPs j

[ 536119 CSNPs

Remove SNPs which have a dbSNP
that can modify any of the MSRE sites

306780 CSNPs
potential false positives

[ 229339 CSNPs ]




21007

sl oL S 0 5 oL S1-
| | | | | | |
o
— O
o
o
- o
(9]
N N
[9)} [9)}
2 = s
& & =
zZ zZ m
& & o
«— Co— |
pajejAylow S N pajejAylow -2
volplleouoly 2 g g oljelleouoy
(@} (@}
(%2} (2]
zZ zZ
T T o
» » Lo
o
SHAN  —
o
EYV— L2
(4]

uoneLeA [ealuyos) ajdwes-iaul
BAOWaJ 0] S8100S-7 PasEgYNIN @SN D

(a/v)zbol
z L 0 L- z
L | | | |
— o
- N
-
-
3
—_ o Qo
[=4
[}
>
Q
<
— @
— —eeee),
(parejfpaw 3j3)je v) (parejAypaw 3p3)je g)
v J1j3||OUO g 213][e0Uoly
sadAjouab gy depydey - °

selq olj9||e JO ainseaw Se ojjel g/y asN m

910987

ol S 0 G oL-

| | | | |
(a/v)zbol

ol S 0 G- oL~

| | | | |

uOHNQUISIP UONEBIASP PJEPUELS UBIY - ZANS

0C

or

09

oL
0c
0¢
oy
0S
09

21007

Junoo
Junoo

pazijewioN
(g/v)zbol

- 0l

Junoo
T
o
™
Junoo

L 09 paziewiouun

uoNNGUISIP UONEIASP PJEPUE]S MO] - LdNS

anje)\ depyden Buisn syesaqold Juaiayip JO SOlel g/y 9ZI|eWwIou plepuels O

9dd

—4 pajejAyjowun
m I=STETI

9do
Iy O

—g 900 V Uo pajejAyiow
M Aj|eaijs|jieouow
9do
Ty O
d
|mLFMI pejelAulow
Aleaijelelq
Ty @)

d
—g g uo pajejAylow
Ajjeaija|jeouow

d:
- @

(depden) 1esejep aouaisjal D

0002

seisusul g
0009
000S 000% 000€ 0002 000L 0

T T

4 oooL

0002

000€

>
5
{ooor 3
@
a] 3
o u] »
oo 4 000s
o fe
@u 4 0009
oo
o

= 0002

sadAjouab gy 1o} sawooINo [enuslod \-/

6 24nbi14 |euswa|ddng



Supplemental Figure 10

Cumulative Probability
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Supplemental Figure 11
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Supplemental Figure 12
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