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Online Suppl. Fig. 1. Transcription of genes stimulated by neutrophils in USA300 is dependent on saeR/S expression. QuantiGene 2.0 assays were used to measure transcript levels of hlgA, hlgB, hlgC, lukA and sbi in USA300, USA300∆saeR/S or USA300∆saeR/S + Comp subjected to human neutrophils for 10 minutes (10:1 bacteria to PMN). Gene expression in PMN-treated S. aureus strains was normalized to gyrB and calibrated to transcript levels in corresponding strains grown in media. Besides USA300∆saeR/S that was assessed once, data are shown as mean fold change of two separate experiments.
