Supplement table 1: Inheritance patterns, Y haplotypes, and gene diversity
Sheet 1: Family genotypes. Columns are A) Family No (families 2 and 6 do not exist because the adults did not spawn); B) parental species; C) individual label (M for father, F for mother, off for offspring); D) phenotypic sex inferred from anatomical and histological evidence (in dark blue are individuals with testes, in pale blue individuals with ovaries, in yellow individuals whose phenotypic sex could not be inferred, in pink two individuals with a mismatch between genetic and phenotypic sex; * = most probable sex as gonad damaged occurred during preparation); E-L) alleles at the molecular markers Ha1_60, Ha5_22, SmarcB1 and HaH108, given by the fragment size in base pairs (bp); dark blue indicate the paternal Y allele, and pale blue the paternal X allele; pale and dark orange differentiate the two maternal X alleles; empty cells are missing data; offspring from families 8-10 were not tested for Smarc1, because paternal genotypes were either homozygous (families 9 and 10) or missing (family 8). 

Sheet 2: Y haplotypes. Columns are A) individual label; B) species identity; C) phenotypic sex (M / pale blue = males, F / pink = females); D –K) genotypes (with allele sizes in bp) at the four sex-linked markers. Distinct Y haplotypes are indicated by different shades of blue.

Sheet 3: Gene diversity. Allelic frequencies and gene diversity on the X (left box) and the Y chromosomes (right box) in parental animals from Urwitalt. For each of the four markers, gene diversity is larger on the X than on the Y chromosome.

