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Suppl. Fig. 1. X. laevis CSF-1 cDNA transcript and putative protein. The start codon is in bold and the stop codon is indicated by an asterisk (*). The signal peptide is underlined, the putative CSF-1 globular domain and the transmembrane domain are indicated by grey and black boxes, respectively. The evolutionarily conserved cysteins are in larger bold italic font (C). The mRNA instability motifs (ATTTA) are underlined. 
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Suppl. Fig. 2. RT-PCR analysis of FV3 DNA Pol II expression and viral loads in kidney and spleen tissues of Frog Virus 3-infected frogs. Gene expression was performed 3 days post infection with 5x106 PFU of FV3. All cDNAs were synthesized using 500 ng of total, DNAse treated RNA and all PCR reactions were performed with 50 ng total isolated DNA. FV3 DNA Pol II: 378bp, 40 cycles; EF-1(: 250bp, 35 cycles. 
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Suppl. Fig. 3. Total cell counts of X. laevis liver periphery and bone marrow derived cells, incubated with vector control, 1 or 100 ng/mL rXlCSF-1. For each treatment 5x104 cells were used and incubated for 6 days, N=3. Results are means ± SEM. (*) denotes significantly different from respective vector controls, P<0.05. 
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Suppl. Fig. 4. MHC class II surface expression on rXlCSF-1-derived bone marrow macrophages. Bone marrow cells were incubated with rXlCSF-1 (100 ng/mL) or equal volumes of vector control for 6 days, stained for Xenopus MHC class II surface expression and analyzed by flow cytometry.

