Supplementary Table 3. Regions, primer sequences and efficiencies

The qPCR primer sequences for eight regions of different CNVs and one region for normalization were listed, as well as the size of the expected product and the primer efficiency. * Size of resulting PCR fragment

Supplementary Table 3. Determination of CN state; Regions and primers. 

	Region (primer pair)
	Forward primer (5’-3’)
	Reverse primer (5’-3’)
	*Size (bp)
	Efficiency

	Chr. 7q11.21
	TTCTTTTGGTGTGGCTTTTTG
	CCATTCCAATTCCCACTTGTA
	128
	96.7 %

	Chr. 9p21.3
	TTTTCAAAGCTTTTGGTGAACAT
	GGGTTGTGTAGCGTCAGGTTA
	103
	99.4 %

	Chr. 14q12
	GGTACTTTAAAAATTTTGCCAACTG
	AGAAAATGTTTGAGATGTTGACC
	107
	99.0 %

	Chr. 17q21.31 (1)
	TACACAGGGGAAACCTCAAAA
	CAGCATTTTTAAACAGCATTTTTC
	199
	90.0 %

	Chr. 17 q21.31 (2)
	TCTTTCTGAAACCCAGAGGAA
	CACTGCCAAAATTTTCAATGG
	118
	93.6 %

	Chr. 19p13.2
	GCCCTGGTCATTGGATATTTT
	GGACAACTGCCTCTCCTTCTT
	237
	99.9 %

	Chr. 19p13.12
	GTTCCTCCTCAGCTGGACTCT
	AGCTTCATGGTGGGAAAAGAT
	117
	100 %

	Chr. 22q11.22
	AATAGGAGGGCTTCAATTCCA
	GGCCATTGTTTGAATGCATAG
	90
	94.6 %

	Normalizer region (gene)
	
	
	

	Chr. 12q21.31 (ALX1)
	ATCCAACCTGCTGAGGAAGAT
	ACTGTGGCAGCTAAGGTCACT
	98
	94.2 %


