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Fig. S1. Cell surface markers of two types of mesenchymal stem cells, WICMSCs
and PDLSCs. In each panel, the peak labeled with M1 depicts the cell population

stained with an appropriate antibody.
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Fig. S2. Gene co-expression network in PDLSCs (Gene-Rel-Net). The circles
represent genes (red represents up-regulated genes and blue represents down-
regulated genes in WICMSCs). The lines represent the regulatory relationships
between genes (solid lines represent positive correlations, dotted lines represent
negative correlations). The size represents the degree of centrality.
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Fig. S3. Gene co-expression network in WICMSCs (Gene-Rel-Net). The circles
represent genes (red represents up-regulated genes and blue represents down-
regulated genes in WICMSCs). The lines represent the regulatory relationships
between genes (solid lines represent positive correlations, dotted lines represent
negative correlations). The size represents the degree of centrality.



