	Supplementary data 1

	Position, MAF of the SNPs and number of subject genotyped 

	SNP
	Variant location
	Position
	MAF 
	No. of genotyped subjects (control/Disease)

	CD28 on chromosome 2

	rs1879877
	Promoter
	54779517
	0.369
	461 (200/261)

	rs3181100
	Intron 1
	54781423
	0.195
	461 (200/261)

	rs1181388
	Intron 1
	54785368
	0.474
	462 (200/262)

	rs10932017
	Intron 1
	54787322
	0.313
	457 (200/257)

	rs4675363
	Intron 1
	54799488
	0.124
	456 (200/256)

	rs3116496
	Intron 3
	54803929
	0.130
	460 (200/260)

	rs3181113
	3’ UTR
	54811327
	0.497
	448 (195/253)

	rs11681201
	3’ UTR
	54817594
	0.144
	456 (198/258)

	CTLA-4 on chromosome 2

	rs5742909
	Promoter
	54941764
	0.078
	460 (200/260)

	rs231775
	Exon 1,

(Ala to Thr)
	54942130
	0.254
	461(200/261)

	rs3087243
	3’UTR
	54948336
	0.162
	458 (200/258)

	ICOS on chromosome 2

	rs1889031
	Promoter
	55008811
	0.349
	460 (200/260)

	rs4335928*
	Intron 1
	55011397
	0.146
	461 (200/261)

	rs4355090
	intron 1
	55025799
	0.300
	460 (200/260)

	rs4521021
	Intron 1
	55025992
	0.024
	460 (200/260)

	rs12466129
	Intron 1
	55028398
	0.048
	462 (200/262)

	rs10172036
	Intron 4
	55033700
	0.421
	459 (200/259)

	CD40 on chromosome 20

	rs1883832
	Promoter
	9799890
	0.437
	449 (200/249)

	rs745307
	Intron 1
	9799994
	0.024
	462 (200/262)

	rs4810485
	Intron 1
	9800855
	0.042
	447 (199/248)

	rs1535045
	Intron 1
	9801007
	0.318
	447 (199/248)

	rs11569309
	Intron 1
	9801458
	0.022
	454 (200/254)

	rs3765457
	Intron 8
	9810121
	0.313
	451 (198/253)


*The genotype distributions were not in Hardy-Weinberg equilibrium
MAF: minor allele frequency
