	GeneSymbol
	GeneName
	GeneID#
	Fold Change

(RSV/Mock)
	False Discovery Rate

	
	
	
	
	 

	irf7
	interferon regulatory factor 7
	3665
	10.2
	22.7

	ddx60
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 60
	55601
	5.8
	22.7

	fam14b
	family with sequence similarity 14, member B
	122509
	4.9
	10.4

	rsad2 (viperin)
	radical S-adenosyl methionine domain containing 2
	91543
	3.0
	19.6

	parp9
	poly (ADP-ribose) polymerase family, member 9
	83666
	2.8
	22.7

	tcea3
	transcription elongation factor A (SII), 3
	6920
	2.6
	24.4

	ube2j1
	ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)
	51465
	2.4
	23.8

	hrasls3
	HRAS-like suppressor 3
	11145
	2.3
	22.7

	tjp1
	tight junction protein 1 (zona occludens 1)
	7082
	2.0
	22.7

	cox15
	COX15 homolog, cytochrome c oxidase assembly protein (yeast)
	1355
	2.0
	22.7

	actg1
	actin, gamma 1
	71
	1.8
	22.7

	stat1
	signal transducer and activator of transcription 1, 91kDa
	6772
	1.8
	22.3

	cstb
	cystatin B (stefin B)
	1476
	1.7
	22.7

	stambp
	STAM binding protein
	10617
	1.7
	10.4

	sulf2
	sulfatase 2
	55959
	1.7
	22.7

	psme1
	proteasome (prosome, macropain) activator subunit 1 (PA28 alpha)
	5720
	1.7
	24.8

	slc38a6
	solute carrier family 38, member 6
	145389
	1.6
	22.7

	armet
	arginine-rich, mutated in early stage tumors
	7873
	1.6
	24.8

	psmc6
	proteasome (prosome, macropain) 26S subunit, ATPase, 6
	5706
	1.6
	23.2

	mtmr4
	myotubularin related protein 4
	9110
	1.6
	22.7

	c1orf151
	chromosome 1 open reading frame 151
	440574
	1.5
	23.2

	tcea3
	transcription elongation factor A (SII), 3
	6920
	1.5
	24.4

	cox7a2
	cytochrome c oxidase subunit VIIa polypeptide 2 (liver)
	1347
	1.5
	24.4

	aadac
	arylacetamide deacetylase (esterase)
	13
	1.5
	13.0


Table S3: Genes upregulated in the chinchilla nasopharynx 4 days after RSV A2 challenge.
# GeneID represents the National Center for Biotechnology  identification  number for the respective gene.
