Supplementary Table 3: Association between parameters and p16CDKN2A methylation.
	
	HPV-16
	
	HPV-18
	
	DNMT3B Polymorphisms
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	p16CDKN2A Methylation
	
	
	
	
	
	
	
	
	
	
	

	 Positive N (%)
	28 (77.8%)
	16 (44.4%)
	
	
	03 (60.0%)
	41 (61.2%)
	
	
	15 (53.6%)
	29 (65.9%)
	

	 Negative N (%)
	08 (22.2%)
	20 (55.6%)
	0.004
	
	02 (40.0%)
	26 (38.8%)
	0.651
	
	13 (46.4%)
	15 (34.1%)
	0.212

	In Bold significant associations


