	
	HPV-16
	
	HPV-18
	
	p16CDKN2AMethylation
	
	DNMT3B Polymorphisms

	
	Positive
	Negative
	p
	
	Positive
	Negative
	p
	
	Positive
	Negative
	P
	
	CC
	CT/TT
	P

	Tobacco Habit
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ever N (%)
	27 (65.9%)
	14 (34.1%)
	
	
	03 (7.3%)
	38 (92.7%)
	
	
	36 (87.8%)
	05 (12.2%)
	
	
	14 (34.1%)
	27 (65.9%)
	

	Never N (%)
	09 (29.0%)
	22 (71.0%)
	0.002
	
	02 (6.5%)
	29 (93.5%)
	0.632
	
	08 (25.8%)
	23 (74.2%)
	0.001
	
	14 (45.2%)
	17 (54.8%)
	0.240

	Lesion site *
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	BM/RTM N (%)
	19 (46.3%)
	22 (53.7%)
	
	
	04 (9.8%)
	37 (90.2%)
	
	
	20 (48.8%)
	21 (51.2%)
	
	
	18 (43.9%)
	23 (56.1%)
	

	LBT/FM/SP N (%)
	17 (54.8%)
	14 (45.2%)
	0.317
	
	01 (3.2%)
	30 (96.8%)
	0.278
	
	24 (77.4%)
	07 (22.6%)
	0.012
	
	10 (32.3%)
	21 (67.7%)
	0.224

	Protein expression
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Mean P16
	32.17
	40.83
	0.074
	
	40.40
	36.21
	0.683
	
	33.41
	41.36
	0.110
	
	31.32
	39.80
	0.089

	Mean DNMT3B
	36.22
	36.78
	0.910
	
	36.10
	36.53
	0.966
	
	34.45
	39.71
	0.298
	
	34.88
	37.53
	0.599

	Mean DNMT1
	36.01
	34.01
	0.677
	
	40.10
	34.60
	0.566
	
	34.62
	35.63
	0.837
	
	34.42
	35.91
	0.762

	*BM: buccal mucosa; RTM: retromolartrigone mucosa; LBT: lateral border of tongue; FM: Floor of moth; SP: soft palate.

 In Bold significant associations




Supplementary Table 2: Association among molecular and clinical findings.
