Supplementary Table 1.  Affymetrix 100K Gene Mapping Data Quality
	Characteristics
	XbaI
	HindIII

	Median call rate
	96.5%
	96.7%

	Gender match
	100.0%
	100.0%

	Median positive control concordance
	99.5%
	99.9%

	Number of monomorphic SNPs
	3,103
	6,220

	Number of SNPs with call rate <80%
	1,054
	810

	Number of SNPs out of HWE (p <0.05 ) in controls
	4,766
	4,332

	Median concordance between 31 SNPs common to both chips
	100.0%

	HWE = Hardy-Weinberg equilibrium.
	


