Nekl MS Spectrum

Supplemental Table 2 (Summary of results)

Phosphorylated residue
Peptide No. Peptide sequence
TLK1-Kinase (-) TLK1-Kinase (+)
1 IGEGSFGKAILVK Sert4 Serl4
2 DGTVQLGDFGIAR - Thrisl
3 VLNSTVELAR Thr156 Thr1s6
4 RPASGQNSISVMPAQK Ser?99 Ser?9
6 YGIPLAYKK - Tyrs1s
5 NVLSAGGSGEVK Ser#18 Ser#18
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