

Table S1: Variations in the levels of expression of the dormancy signature genes induced by GSH in cells cultured at low cell density in the presence of R1881 are inversely related to those induced by H2O2 in cells cultured at medium cell density.

	
	LNCaP*
	VCaP

	genes
	MD-hypo + H2O2 / 
MD-hypo (1)
	LD-hypo + R1881  /
LD-hypo + R1881 + GSH (1)
	LD-hypo + R1881 /
LD-hypo + R1881 + GSH (1)

	GAPDH
	1.00
	1.00
	1.00

	CDKN1A
	23.09
	6.86
	12.60

	CCNA2
	0.22
	0.48
	0.14

	TP53I3
	8.31
	2.50
	3.77

	GADD45A
	10.80
	2.04
	6.17

	HMOX1
	31.62
	12.72
	94.02

	AKR1C1
	71.54
	32.41
	587.56

	NQO1
	3.86
	9.14
	28.07

	KLF4
	3.99
	1.58
	21.13

	KLF6
	2.97
	1.47
	6.26

	KRT19
	0.51
	1.57
	17.08

	KLK3
	1.11
	2.54
	16.10

	AR
	1.15
	0.86
	1.53

	CDH1
	1.74
	1.32
	4.09

	GDF11
	0.93
	1.44
	0.76

	BMP1
	1.70
	1.37
	3.02

	BMP4
	1.76
	1.63
	8.20

	SMAD6
	0.60
	2.46
	19.12

	SMAD7
	2.40
	5.28
	19.68

	ID1
	2.92
	4.81
	21.72

	HES1
	1.34
	4.85
	14.81

	POU5F1
	4.39
	1.31
	5.48

	correlation (2) with
	
	
	

	LNCaP*  :
MD-hypo + H2O2 /
MD-hypo
	1.00
	0.94
(p<0.0001)
	0.92
(p<0.0001)



(1) Ratio of mRNA levels for  the dormancy signature genes between the indicated cells culture conditions (cell lysis at day 3 for MD-hypo + H2O2 and MD-hypo conditions or at day 7 for LD-hypo + 0.2 nM R1881 and LD-hypo + 0.2 nM R1881 + 8 mM GSH conditions). Data are derived from experiments displayed in Figure 4C and D and  (Bui et al, 2015). MD-hypo + H2O2 refers to the treatment of LNCaP* cells cultured at medium density for 3 days with H2O2 (100 µM) added 1 day after cell passage  (Bui et al, 2015).
(2) Pearson’s correlation coefficient between the effects of H2O2 at medium cell density (matrix of the ratios of mRNA levels between MD-hypo + H2O2 and MD-hypo conditions) and the inverse of the effects of GSH on cells treated with R1881 at low cell density (matrix of the ratios of mRNA levels between LD-hypo + R1881 and LD-hypo + R1881 + GSH conditions). 
