Supplementary Table 1 Five most significant IPA biological functions (concerning physiological system development and functions) of the selected microRNAs; (a) the 20 microRNAs identified by comparing cluster 1 with cluster 2 in Figure 3. (b) the 30 microRNAs identified by comparing cluster 1A with cluster 1B in Figure 3.

	(a) Top 5 Physiological System Development and Function

	Organismal Development

	Connective Tissue Development and Function

	Organismal Survival

	Nervous System Development and Function 

	Embryonic Development

	

	(b) Top 5 Physiological System Development and Function

	Organismal Development

	Hematological System Development and Function

	Hematopoiesis

	Lymphoid Tissue Structure and Development

	Digestive System Development and Function





Supplementary Table 2 Concordance analysis between hierarchical clustering and the NMF approach (in the case of k = 3). The P-value was calculated by Fisher’s test of independence. Cohen’s kappa (κ) coefficient was also calculated.


	Hierarchical clustering
	
	
	*p <0.001

	　
	Cluster1
	Cluster2A
	Cluster2B
	total

	Carcinoid
	17
	5
	0
	22

	Small
	0
	9
	0
	9

	Normal＋Adeno
	0
	3
	6
	9

	NB+SC
	3
	4
	2
	9

	total
	20
	21
	8
	49

	
	
	
	
	

	NMF consensus clustering
	
	
	*p <0.001

	　
	Cluster1
	Cluster2
	Cluster3
	total

	Carcinoid
	19
	1
	2
	22

	Small
	0
	9
	0
	9

	Normal＋Adeno
	0
	0
	9
	9

	NB+SC
	3
	4
	2
	9

	total
	22
	14
	13
	49

	
	
	
	
	

	HC vs NMF
	
	κ=0.718
	
	*p <0.001

	NMF／HC
	Cluster1
	Cluster2A
	Cluster2B
	total

	Cluster 1
	19
	3
	0
	22

	Cluster 2
	0
	14
	0
	14

	Cluster 3
	1
	4
	8
	13

	total
	20
	21
	8
	74
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