Supplementary Table 1
Modified Douglas, Skol, Boehnke (DSB) Error Model
	                 Observed
    True
	AA
	Aa
	aa

	AA
	1 – ε
	ε
	0

	Aa
	ε /2
	1 – ε
	ε /2

	aa
	0
	ε
	1 - ε



Matrix of probabilities used to introduce errors in genotypes. A single error probability, ε, is assumed, where   

