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Step 5: Show evidence Step 6: Create a canonical example Step 7: Automate
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https://tools.wmflabs.org/sourcemd/

PMIDTool:

https://www.wikidata.org/wiki/Wikidata:WikiProject Source MetaData/
PMIDTool
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Wikipedia: https://en.wikipedia.org/wiki/V600E
Wikidata: httos://www.wikidata.ora/wiki/Q21851559

wikicite: https://meta.wikimedia.org/wiki/WikiCite
Evidence patterns: https://www.wikidata.org/wiki/User:ProteinBoxBot/evidence

Step 8: Validate Step 9: Reuse & Tooling Step 10: Update
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An open source automation server is used to regularly run all gene
wiki bots to synchronise between original sources an Wikidata

projects. https://www.wikidata.org/wiki/User:ProteinBoxBot/

Wikidata constraint violations: Automation

https://www.wikidata.org/wiki/Wikidata:Database reports/Constraint violations

Shape expressions: http://tinyurl.com/wikidataShExDemo http://apps.cytoscape.org/apps/wikidatascape https://cran.r-project.org/web/packages/ Jenkins: http://jenkins.io
WikidataQueryServiceR /index.html PAWS: https://www.mediawiki.org/wiki/PAWS
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