Table STIII. All Type III P-type ATPases included in this study in alphabetical order by organismal name.
	Abbreviation
	Organism
	Protein Size (aas)
	GenBank Index (GI) #

	Family 7 (K+)
	
	

	BGaAsp1
	Acinetobacter sp. ADP1
	671
	50085998

	BAlAtu4
	Agrobacterium tumefaciens str. C58
	718
	15891162

	BCyAva11
	Anabaena variabilis ATCC 29413
	725
	75907417

	BCyAva4
	Anabaena variabilis ATCC 29413
	715
	75812488

	BCyAva7
	Anabaena variabilis ATCC 29413
	708
	75910052

	BFiBce3
	Bacillus cereus ATCC 14579
	697
	30018913

	BBaBca2
	Bacteroides caccae ATCC 43185
	677
	153808315

	BBaBfr1
	Bacteroides fragilis YCH46
	682
	53711870

	BBaBov5
	Bacteroides ovatus ATCC 8483
	677
	160884983

	BBaBth1
	Bacteroides thetaiotaomicron VPI-5482
	677
	29347834

	BBaBun4
	Bacteroides uniformis ATCC 8492
	682
	160887723

	BBaBvu4
	Bacteroides vulgatus ATCC 8482
	677
	150005773

	BBeBbr4
	Bordetella bronchiseptica RB50
	721
	33602892

	BAlBja3
	Bradyrhizobium japonicum USDA 110
	706
	27381889

	BBeBps3
	Burkholderia pseudomallei K96243
	686
	53718808

	BEpCje2
	Campylobacter jejuni subsp. jejuni NCTC 11168
	681
	15792027

	AEuMbo3
	Candidatus Methanoregula boonei 6A8
	700
	154149987

	AEuMbo4
	Candidatus Methanoregula boonei 6A8
	700
	154150438

	BAlCcr1
	Caulobacter crescentus CB15
	686
	16125839

	BFiCac1
	Clostridium acetobutylicum ATCC 824
	685
	15896913

	BDeDra4
	Deinococcus radiodurans R1
	675
	10957402

	BDeDvu2
	Desulfovibrio vulgaris str. Hildenborough
	678
	46581738

	BFiEfa8
	Enterococcus faecalis V583
	676
	29375181

	BGaEco3
	Escherichia coli str. K-12 substr. MG1655
	682
	16128673

	BBaFjo2
	Flavobacterium johnsoniae UW101
	685
	146299734

	BBaFps1
	Flavobacterium psychrophilum JIP02/86
	677
	150025739

	BGaFtu1
	Francisella tularensis subsp. tularensis SCHU S4
	679
	56708741

	BFiGka5
	Geobacillus kaustophilus HTA426
	677
	56421782

	BDeGsu3
	Geobacter sulfurreducens PCA
	689
	39997576

	BCyGvi3
	Gloeobacter violaceus PCC 7421
	694
	37520143

	AEuHsa2
	Halobacterium salinarum R1
	719
	169237380

	AEuHsp2
	Halobacterium sp. NRC-1
	719
	16120121

	BSpLin2
	Leptospira interrogans serovar Copenhageni str. Fiocruz L1-130
	692
	45656879

	BFiLin3
	Listeria innocua Clip11262
	681
	16801889

	BFiLin4
	Listeria innocua Clip11262
	686
	18450335

	BAlMlo6
	Mesorhizobium loti MAFF303099
	697
	13472737

	AEuMpa1
	Methanosphaerula palustris E1-9c
	689
	219853053

	BGaMca8
	Methylococcus capsulatus str. Bath
	690
	53803781

	BAcMav1
	Mycobacterium avium subsp. paratuberculosis K-10
	716
	118463128

	BAcMbo4
	Mycobacterium bovis AF2122/97
	709
	31792222

	BAcNfa3
	Nocardia farcinica IFM 10152
	684
	54023535

	BCyNsp4
	Nostoc sp. PCC 7120
	701
	17231737

	BCyNsp6
	Nostoc sp. PCC 7120
	708
	17230645

	BGaPat3
	Pectobacterium atrosepticum SCRI1043
	714
	50120280

	BGaPlu3
	Photorhabdus luminescens subsp. laumondii TTO1
	688
	37525373

	AEuPto1
	Picrophilus torridus DSM 9790
	659
	48477228

	BAcPac1
	Propionibacterium acnes KPA171202
	704
	50841607

	BGaPae4
	Pseudomonas aeruginosa PAO1
	690
	15596831

	BGaPfl2
	Pseudomonas fluorescens Pf-5
	690
	70731913

	BGaPfl8
	Pseudomonas fluorescens Pf-5
	694
	70731647

	BGaPsy4
	Pseudomonas syringae pv. tomato str. DC3000
	692
	28869445

	BBeRso2
	Ralstonia solanacearum GMI1000
	744
	17548100

	BAlRpa6
	Rhodopseudomonas palustris CGA009
	709
	39936068

	BGaSen2
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	682
	62179295

	BAlSme7
	Sinorhizobium meliloti 1021
	680
	16263707

	BFiSau1
	Staphylococcus aureus subsp. aureus N315
	675
	15927651

	BFiSau3
	Staphylococcus aureus subsp. aureus N315
	673
	15925777

	BAcSav4
	Streptomyces avermitilis MA-4680
	694
	29827459

	BAcSco5
	Streptomyces coelicolor A3(2)
	707
	21222130

	BCySsp12
	Synechocystis sp. PCC 6803
	690
	16330521

	BFiTte1
	Thermoanaerobacter tengcongensis MB4
	681
	20808414

	ACrTpe3
	Thermofilum pendens Hrk 5
	701
	119720385

	AEuTac1
	Thermoplasma acidophilum DSM 1728
	665
	16082298

	AEuTvo2
	Thermoplasma volcanium GSS1
	668
	13541331

	BGaXax1
	Xanthomonas axonopodis pv. citri str. 306
	682
	21241528

	BGaYpe2
	Yersinia pestis CO92
	688
	16122896

	Average Protein size ± S.D. (66 Proteins)
	692 ± 16
	


66 Type III P-type ATPases were assigned to Family 7. Protein size is given in numbers of amino acyl residues. The average size ± standard deviations (S.D.) of the proteins in each family are presented in bold print along with the number of proteins analyzed for each family. 
