Table STI-2. All Type I P-type ATPases included in this study organized by family, but in alphabetical order by abbreviation for each family. 
	Abbreviation
	Organism
	Protein Size (#aas)
	GeneBank (GI) Index #

	Family 5 (Cu)
	
	

	ACrApe2
	Aeropyrum pernix K1
	838
	118431463

	ACrCma1
	Caldivirga maquilingensis IC-167
	806
	159041816

	ACrMse1
	Metallosphaera sedula DSM 5348
	744
	146303275

	ACrPae1
	Pyrobaculum aerophilum str. IM2
	789
	18313568

	ACrPar1
	Pyrobaculum arsenaticum DSM 13514
	789
	145590808

	ACrPca1
	Pyrobaculum calidifontis JCM 11548
	792
	126459341

	ACrPis1
	Pyrobaculum islandicum DSM 4184
	791
	119872935

	ACrSac1
	Sulfolobus acidocaldarius DSM 639
	741
	70606661

	ACrSis1
	Sulfolobus islandicus Y.N.15.51
	748
	229583435

	ACrSis2
	Sulfolobus islandicus Y.N.15.51
	727
	229583364

	ACrSma2
	Staphylothermus marinus F1
	660
	126465496

	ACrSso1
	Sulfolobus solfataricus P2
	755
	15899375

	ACrSso2
	Sulfolobus solfataricus P2
	695
	15899608

	ACrSto1
	Sulfolobus tokodaii str. 7
	740
	15922019

	AEuAfu1
	Archaeoglobus fulgidus DSM 4304
	690
	11497769

	AEuAfu2
	Archaeoglobus fulgidus DSM 4304
	804
	11498084

	AEuHbo3
	Halogeometricum borinquense DSM 11551
	771
	227881475

	AEuHbo4
	Halogeometricum borinquense DSM 11551
	876
	227882961

	AEuHbo5
	Halogeometricum borinquense DSM 11551
	810
	227882185

	AEuHla1
	Halorubrum lacusprofundi ATCC 49239
	866
	222475960

	AEuHla2
	Halorubrum lacusprofundi ATCC 49239
	756
	222475901

	AEuHla3
	Halorubrum lacusprofundi ATCC 49239
	833
	222480165

	AEuHla4
	Halorubrum lacusprofundi ATCC 49239
	816
	222480817

	AEuHla5
	Halorubrum lacusprofundi ATCC 49239
	775
	222475774

	AEuHla6
	Halorubrum lacusprofundi ATCC 49239
	777
	222475963

	AEuHla8
	Halorubrum lacusprofundi ATCC 49239
	741
	222480280

	AEuHla9
	Halorubrum lacusprofundi ATCC 49239
	842
	222479012

	AEuHma5
	Haloarcula marismortui ATCC 43049
	793
	55377956

	AEuHma6
	Haloarcula marismortui ATCC 43049
	873
	55377382

	AEuHma8
	Haloarcula marismortui ATCC 43049
	790
	55376465

	AEuHma9
	Haloarcula marismortui ATCC 43049
	758
	55376552

	AEuHma10
	Haloarcula marismortui ATCC 43049
	760
	55376462

	AEuHma12
	Haloarcula marismortui ATCC 43049
	868
	55376454

	AEuHmu2
	Halomicrobium mukohataei DSM 12286
	779
	227392137

	AEuHmu3
	Halomicrobium mukohataei DSM 12286
	865
	227390050

	AEuHsa1
	Halobacterium salinarum R1
	857
	169235603

	AEuHsa3
	Halobacterium salinarum R1
	801
	169236777

	AEuHsp1
	Halobacterium sp. NRC-1
	801
	15791027

	AEuHsp4
	Halobacterium sp. NRC-1
	857
	15789882

	AEuHwa2
	Haloquadratum walsbyi DSM 16790
	942
	110667093

	AEuMac4
	Methanosarcina acetivorans C2A
	764
	20089064

	AEuMac6
	Methanosarcina acetivorans C2A
	982
	20090203

	AEuMae4
	Methanococcus aeolicus Nankai-3
	744
	150400731

	AEuMba2
	Methanosarcina barkeri str. Fusaro
	954
	73669394

	AEuMba3
	Methanosarcina barkeri str. Fusaro
	829
	73668360

	AEuMbo1
	Candidatus Methanoregula boonei 6A8
	820
	154150332

	AEuMbu4
	Methanococcoides burtonii DSM 6242
	942
	91772641

	AEuMhu3
	Methanospirillum hungatei JF-1
	861
	88602273

	AEuMla4
	Methanocorpusculum labreanum Z
	810
	124486053

	AEuMma9
	Methanosarcina mazei Go1
	962
	21228430

	AEuMma13
	Methanosarcina mazei Go1
	711
	21227565

	AEuMmp2
	Methanococcus maripaludis S2
	723
	45358728

	AEuMms6
	Methanoculleus marisnigri JR1
	678
	126179299

	AEuMms7
	Methanoculleus marisnigri JR1
	821
	126179816

	AEuMpa4
	Methanosphaerula palustris E1-9c
	816
	219850803

	AEuMpa5
	Methanosphaerula palustris E1-9c
	724
	219851317

	AEuMsm5
	Methanobrevibacter smithii DSM 2375
	815
	222445444

	AEuMst3
	Methanosphaera stadtmanae DSM 3091
	810
	84489052

	AEuMth2
	Methanothermobacter thermautotrophicus str. Delta H
	675
	15678780

	AEuMth3
	Methanothermobacter thermautotrophicus str. Delta H
	790
	15679531

	AEuMtp9
	Methanosaeta thermophila PT
	802
	116754215

	AEuMva1
	Methanococcus vannielii SB
	724
	150399237

	AEuMvo2
	Methanococcus voltae A3
	1046
	163799482

	AEuNma3
	Natrialba magadii ATCC 43099
	842
	224822684

	AEuNma4
	Natrialba magadii ATCC 43099
	874
	224821384

	AEuNma6
	Natrialba magadii ATCC 43099
	890
	224819030

	AEuNph2
	Natronomonas pharaonis DSM 2160
	818
	76802127

	AEuNph3
	Natronomonas pharaonis DSM 2160
	782
	76802210

	AEuNph4
	Natronomonas pharaonis DSM 2160
	851
	76801976

	AEuNph5
	Natronomonas pharaonis DSM 2160
	812
	76802784

	AEuOrf1
	uncultured methanogenic archaeon RC-I
	680
	147918783

	AEuOrf2
	uncultured methanogenic archaeon RC-I
	812
	147920132

	AEuPfu1
	Pyrococcus furiosus DSM 3638
	799
	18977112

	AEuPto2
	Picrophilus torridus DSM 9790
	671
	48477236

	AEuTac2
	Thermoplasma acidophilum DSM 1728
	672
	16082160

	AEuTko1
	Thermococcus kodakarensis KOD1
	799
	57640772

	AEuTon1
	Thermococcus onnurineus NA1
	642
	212223989

	AEuTon2
	Thermococcus onnurineus NA1
	800
	212223984

	AEuTsi1
	Thermococcus sibiricus MM 739
	799
	242399679

	AEuTvo1
	Thermoplasma volcanium GSS1
	686
	13542071

	AKoKcr1
	Candidatus Korarchaeum cryptofilum OPF8
	680
	170290133

	BAcCdi1
	Corynebacterium diphtheriae NCTC 13129
	744
	38232696

	BAcCdi3
	Corynebacterium diphtheriae NCTC 13129
	743
	38234821

	BAcCef1
	Corynebacterium efficiens YS-314
	659
	25026837

	BAcCef4
	Corynebacterium efficiens YS-314
	757
	25026963

	BAcCgl3
	Corynebacterium glutamicum ATCC 13032
	755
	19551632

	BAcCgl7
	Corynebacterium glutamicum ATCC 13032
	739
	19554150

	BAcLxy3
	Leifsonia xyli subsp. xyli str. CTCB07
	710
	50954482

	BAcMav4
	Mycobacterium avium subsp. paratuberculosis K-10
	742
	41410382

	BAcMbo6
	Mycobacterium bovis AF2122/97
	752
	31791281

	BAcMbo7
	Mycobacterium bovis AF2122/97
	761
	31791270

	BAcMbo12
	Mycobacterium bovis AF2122/97
	770
	31792158

	BAcMle1
	Mycobacterium leprae TN
	766
	15828075

	BAcNfa1
	Nocardia farcinica IFM 10152
	750
	54022124

	BAcNfa2
	Nocardia farcinica IFM 10152
	827
	54027733

	BAcNfa7
	Nocardia farcinica IFM 10152
	830
	54027676

	BAcPac2
	Propionibacterium acnes KPA171202
	747
	50842178

	BAcPac3
	Propionibacterium acnes KPA171202
	752
	50843675

	BAcSav1
	Streptomyces avermitilis MA-4680
	751
	29827158

	BAcSav3
	Streptomyces avermitilis MA-4680
	750
	29831874

	BAcSco1
	Streptomyces coelicolor A3(2)
	753
	21219562

	BAcSco2
	Streptomyces coelicolor A3(2)
	760
	21221184

	BAcSco6
	Streptomyces coelicolor A3(2)
	762
	21219381

	BAcTwh1
	Tropheryma whipplei TW08/27
	716
	28572954

	BAlAtu1
	Agrobacterium tumefaciens str. C58
	861
	15888276

	BAlAtu2
	Agrobacterium tumefaciens str. C58
	836
	15888531

	BAlBja4
	Bradyrhizobium japonicum USDA 110
	823
	27375811

	BAlBme3
	Brucella melitensis bv. 1 str. 16M
	826
	17988013

	BAlGox1
	Gluconobacter oxydans 621H
	791
	58039131

	BAlMlo2
	Mesorhizobium loti MAFF303099
	839
	13474443

	BAlNwi1
	Nitrobacter winogradskyi Nb-255
	831
	75675104

	BAlRpa2
	Rhodopseudomonas palustris CGA009
	973
	39934730

	BAlRpo1
	Ruegeria pomeroyi DSS-3
	828
	56695696

	BAlRpo2
	Ruegeria pomeroyi DSS-3
	785
	56709147

	BAlSme2
	Sinorhizobium meliloti 1021
	826
	16263001

	BAlSme4
	Sinorhizobium meliloti 1021
	733
	16263042

	BAlSme9
	Sinorhizobium meliloti 1021
	827
	16264766

	BAlZmo1
	Zymomonas mobilis subsp. mobilis ZM4
	740
	56551811

	BAqAae1
	Aquifex aeolicus
	664
	81816480

	BAqAae2
	Aquifex aeolicus
	679
	81816523

	BAqAae2
	Aquifex aeolicus VF5
	679
	15606617

	BAqAae3
	Aquifex aeolicus VF5
	664
	15606387

	BBaBca1
	Bacteroides caccae ATCC 43185
	735
	153806703

	BBaBfr2
	Bacteroides fragilis NCTC 9343
	736
	60681570

	BBaBfr6
	Bacteroides fragilis NCTC 9343
	836
	60683305

	BBaBov2
	Bacteroides ovatus ATCC 8483
	736
	160886041

	BBaBth4
	Bacteroides thetaiotaomicron VPI-5482
	738
	29346501

	BBaBun1
	Bacteroides uniformis ATCC 8492
	840
	160891311

	BBaBvu2
	Bacteroides vulgatus ATCC 8482
	739
	150005539

	BBaFjo3
	Flavobacterium johnsoniae UW101
	845
	146300819

	BBaFjo6
	Flavobacterium johnsoniae UW101
	837
	146297956

	BBeAar2
	Aromatoleum aromaticum EbN1
	785
	56476640

	BBeAar6
	Aromatoleum aromaticum EbN1
	803
	56478367

	BBeBbr1
	Bordetella bronchiseptica RB50
	808
	33600166

	BBeBps1
	Burkholderia pseudomallei K96243
	807
	53717943

	BBeBps2
	Burkholderia pseudomallei K96243
	976
	53721259

	BBeNeu2
	Nitrosomonas europaea ATCC 19718
	782
	30249022

	BBeNeu3
	Nitrosomonas europaea ATCC 19718
	722
	30249201

	BBeNme2
	Neisseria meningitidis MC58
	720
	15677191

	BBeRso1
	Ralstonia solanacearum GMI1000
	748
	17548065

	BChCch2
	Chlorobium chlorochromatii CaD3
	761
	78188927

	BChCch3
	Chlorobium chlorochromatii CaD3
	814
	78189332

	BChCte3
	Chlorobium tepidum TLS
	758
	21673644

	BChDet1
	Dehalococcoides ethenogenes 195
	828
	57234243

	BChDsp1
	Dehalococcoides sp. CBDB1
	828
	73748721

	BChPlu2
	Pelodictyon luteolum DSM 273
	743
	78187092

	BChTro5
	Thermomicrobium roseum DSM 5159
	842
	221633394

	BCyAma3
	Acaryochloris marina MBIC11017
	794
	158334993

	BCyAma4
	Acaryochloris marina MBIC11017
	754
	158334138

	BCyAva1
	Anabaena variabilis ATCC 29413
	753
	75910433

	BCyAva13
	Anabaena variabilis ATCC 29413
	813
	75907770

	BCyGvi2
	Gloeobacter violaceus PCC 7421
	747
	37523616

	BCyNsp3
	Nostoc sp. PCC 7120
	753
	17158771

	BCyNsp5
	Nostoc sp. PCC 7120
	815
	17231274

	BCyNsp8
	Nostoc sp. PCC 7120
	753
	17229119

	BCyNsp9
	Nostoc sp. PCC 7120
	724
	17158728

	BCyPma1
	Prochlorococcus marinus str. MIT 9303
	774
	124024338

	BCySsc2
	Synechococcus sp. JA-2-3B&apos;a(2-13)
	771
	86609786

	BCySsc10
	Synechococcus sp. JA-2-3B&apos;a(2-13)
	864
	86608948

	BCySsp3
	Synechocystis sp. PCC 6803
	780
	16331210

	BCySsp7
	Synechocystis sp. PCC 6803
	745
	16329860

	BCyTel1
	Thermosynechococcus elongatus BP-1
	745
	22295646

	BCyTer2
	Trichodesmium erythraeum IMS101
	773
	113475254

	BCyTer3
	Trichodesmium erythraeum IMS101
	758
	113475045

	BDeBba1
	Bdellovibrio bacteriovorus HD100
	692
	42523748

	BDeBba4
	Bdellovibrio bacteriovorus HD100
	724
	42523682

	BDeDra2
	Deinococcus radiodurans R1
	847
	15807440

	BDeDvu4
	Desulfovibrio vulgaris str. Hildenborough
	905
	46580729

	BDeGsu5
	Geobacter sulfurreducens PCA
	797
	39997547

	BDePca1
	Pelobacter carbinolicus DSM 2380
	834
	77919195

	BDePca3
	Pelobacter carbinolicus DSM 2380
	767
	77919310

	BDeTth2
	Thermus thermophilus HB27
	687
	46199673

	BDeTth4
	Thermus thermophilus HB27
	798
	46199660

	BEpCje1
	Campylobacter jejuni subsp. jejuni NCTC 11168
	699
	15792485

	BEpCje3
	Campylobacter jejuni subsp. jejuni NCTC 11168
	785
	15792479

	BEpHhe1
	Helicobacter hepaticus ATCC 51449
	747
	32262231

	BEpHhe3
	Helicobacter hepaticus ATCC 51449
	795
	32262572

	BEpHpy2
	Helicobacter pylori 26695
	745
	15645686

	BEpHpy3
	Helicobacter pylori 26695
	788
	15646112

	BEpWsu1
	Wolinella succinogenes DSM 1740
	799
	34558447

	BEpWsu2
	Wolinella succinogenes DSM 1740
	732
	34556850

	BFiBce2
	Bacillus cereus ATCC 14579
	806
	30021824

	BFiBsu1
	Bacillus subtilis
	802
	239938612

	BFiCac5
	Clostridium acetobutylicum ATCC 824
	818
	15896888

	BFiChy1
	Carboxydothermus hydrogenoformans Z-2901
	838
	78044857

	BFiEfa1
	Enterococcus faecium
	710
	75404579

	BFiEfa2
	Enterococcus faecium
	811
	122613057

	BFiEfa5
	Enterococcus faecalis V583
	828
	29374937

	BFiEfa10
	Enterococcus faecalis V583
	701
	29375460

	BFiEhi1
	Enterococcus hirae
	727
	416665

	BFiEhi2
	Enterococcus hirae
	745
	416666

	BFiGka3
	Geobacillus kaustophilus HTA426
	798
	56419437

	BFiLin1
	Listeria innocua Clip11262
	737
	16801033

	BFiLjo5
	Lactobacillus johnsonii NCC 533
	641
	42519887

	BFiOih1
	Oceanobacillus iheyensis HTE831
	671
	23099176

	BFiOih2
	Oceanobacillus iheyensis HTE831
	791
	23098597

	BFiSau2
	Staphylococcus aureus subsp. aureus N315
	802
	15928136

	BFiStb2
	Symbiobacterium thermophilum IAM 14863
	949
	51893754

	BFiSth3
	Streptococcus thermophilus CNRZ1066
	633
	55822805

	BFiSth4
	Streptococcus thermophilus CNRZ1066
	742
	55823489

	BFiTte6
	Thermoanaerobacter tengcongensis MB4
	796
	20808818

	BFuFnp7
	Fusobacterium nucleatum subsp. polymorphum ATCC 10953
	769
	167006957

	BFuFnu2
	Fusobacterium nucleatum subsp. nucleatum ATCC 25586
	769
	19703590

	BGaAsp2
	Acinetobacter sp. ADP1
	802
	50085487

	BGaCbu1
	Coxiella burnetii RSA 493
	742
	29654798

	BGaCps1
	Colwellia psychrerythraea 34H
	791
	71280081

	BGaEco2
	Escherichia coli str. K-12 substr. MG1655
	834
	16128468

	BGaHin1
	Haemophilus influenzae Rd KW20
	722
	16272245

	BGaIlo1
	Idiomarina loihiensis L2TR
	749
	56459705

	BGaIlo3
	Idiomarina loihiensis L2TR
	753
	56460326

	BGaLpn6
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	735
	52841854

	BGaLpn8
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	736
	52841258

	BGaMca3
	Methylococcus capsulatus str. Bath
	725
	53803908

	BGaMca5
	Methylococcus capsulatus str. Bath
	831
	53804835

	BGaMca7
	Methylococcus capsulatus str. Bath
	779
	53805105

	BGaMsu1
	Mannheimia succiniciproducens MBEL55E
	750
	52424943

	BGaNoc1
	Nitrosococcus oceani ATCC 19707
	724
	77165022

	BGaNoc4
	Nitrosococcus oceani ATCC 19707
	823
	77163740

	BGaPae7
	Pseudomonas aeruginosa PAO1
	792
	15599115

	BGaPat2
	Pectobacterium atrosepticum SCRI1043
	907
	50120132

	BGaPfl4
	Pseudomonas fluorescens Pf-5
	798
	70734212

	BGaPha1
	Pseudoalteromonas haloplanktis TAC125
	748
	77359957

	BGaPlu1
	Photorhabdus luminescens subsp. laumondii TTO1
	911
	37527684

	BGaPmu1
	Pasteurella multocida subsp. multocida str. Pm70
	724
	15603757

	BGaPpr2
	Photobacterium profundum SS9
	965
	54309978

	BGaPpu2
	Pseudomonas putida KT2440
	799
	26987324

	BGaPsy5
	Pseudomonas syringae pv. tomato str. DC3000
	732
	28867978

	BGaSen1
	Salmonella enterica subsp. enterica serovar Typhimurium
	824
	13633955

	BGaSen3
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	833
	16759476

	BGaSen5
	Salmonella enterica subsp. enterica serovar Typhimurium str. LT2
	762
	16763733

	BGaSon1
	Shewanella oneidensis MR-1
	753
	24373257

	BGaTcr1
	Thiomicrospira crunogena XCL-2
	670
	78485287

	BGaTcr5
	Thiomicrospira crunogena XCL-2
	776
	78486448

	BGaVch2
	Vibrio cholerae O1 biovar El Tor str. N16961
	915
	15642213

	BGaVpa2
	Vibrio parahaemolyticus RIMD 2210633
	911
	28897532

	BGaVvu2
	Vibrio vulnificus CMCP6
	912
	27363721

	BGaYpe4
	Yersinia pestis CO92
	961
	16123263

	BSpBhy2
	Brachyspira hyodysenteriae WA1
	758
	225620657

	BSpLbi5
	Leptospira biflexa serovar Patoc strain &apos;Patoc 1 (Ames)&apos;
	777
	189909987

	BSpLbi6
	Leptospira biflexa serovar Patoc strain &apos;Patoc 1 (Ames)&apos;
	734
	189912159

	BSpLbo2
	Leptospira borgpetersenii serovar Hardjo-bovis JB197
	742
	116330313

	BSpLin1
	Leptospira interrogans serovar Copenhageni str. Fiocruz L1-130
	739
	45658809

	BSpTde2
	Treponema denticola ATCC 35405
	891
	42525527

	BSpTpa1
	Treponema pallidum subsp. pallidum str. Nichols
	792
	15640020

	BTeUpa1
	Ureaplasma parvum serovar 3 str. ATCC 700970
	709
	13357761

	BThTma1
	Thermotoga maritima MSB8
	726
	15643086

	EBaTps1
	Thalassiosira pseudonana CCMP1335
	675
	220968543

	EBaTps6
	Thalassiosira pseudonana CCMP1335
	940
	224004038

	EFuAfu16
	Aspergillus fumigatus
	1254
	74674525

	EFuAfu20
	Aspergillus fumigatus
	1118
	74672135

	EFuAfu8
	Aspergillus fumigatus
	1187
	74671749

	EFuAni16
	Aspergillus nidulans FGSC A4
	1211
	67525319

	EFuAni5
	Aspergillus nidulans FGSC A4
	1182
	67526333

	EFuAor9
	Aspergillus oryzae
	1271
	83770829

	EFuAor13
	Aspergillus oryzae
	1189
	83764473

	EFuAor19
	Aspergillus oryzae
	1180
	83764662

	EFuAor23
	Aspergillus oryzae
	1138
	83773889

	EFuCal1
	Candida albicans
	1197
	74698483

	EFuCal2
	Candida albicans SC5314
	1204
	68470514

	EFuCne1
	Cryptococcus neoformans var. neoformans JEC21
	1055
	58262386

	EFuCpo2
	Coccidioides posadasii C735 delta SOWgp
	1245
	240108436

	EFuCpo9
	Coccidioides posadasii C735 delta SOWgp
	1211
	240106097

	EFuCpo13
	Coccidioides posadasii C735 delta SOWgp
	1033
	240111912

	EFuNcr1
	Neurospora crassa OR74A
	1097
	85091729

	EFuNcr9
	Neurospora crassa OR74A
	1181
	85117384

	EFuNcr15
	Neurospora crassa OR74A
	1310
	32405564

	EFuSce9
	Saccharomyces cerevisiae
	1216
	584790

	EFuSce13
	Saccharomyces cerevisiae
	1004
	728935

	EFuSpo13
	Schizosaccharomyces pombe
	904
	74676006

	EMeAga12
	Anopheles gambiae str. PEST
	1174
	118793241

	EMeCel8
	Caenorhabditis elegans
	1116
	3877253

	EMeDme7
	Drosophila melanogaster
	1219
	45549362

	EMeHsa16
	Homo sapiens
	1500
	4502321

	EMeHsa23
	Homo sapiens
	1465
	551502

	EnoDdi3
	Dictyostelium discoideum AX4
	1386
	111218599

	EnoDdi4
	Dictyostelium discoideum AX4
	985
	66809993

	EnoDdi6
	Dictyostelium discoideum AX4
	1280
	66822883

	ERhCme5
	Cyanidioschyzon merolae 10D
	1425
	Unavailable

	ETrLma3
	Leishmania major
	1163
	68129043

	ETrTbr2
	Trypanosoma brucei TREU927
	961
	71754605

	ETrTcr4
	Trypanosoma cruzi strain CL Brener
	954
	71417434

	EViAth1
	Arabidopsis thaliana
	883
	31616607

	EViAth5
	Arabidopsis thaliana
	1001
	25277989

	EViAth12
	Arabidopsis thaliana
	856
	75168913

	EViAth29
	Arabidopsis thaliana
	995
	15222419

	EViAth34
	Arabidopsis thaliana
	949
	110737997

	EViOsa6
	Oryza sativa Japonica Group
	1002
	115459844

	EViOsa17
	Oryza sativa Japonica Group
	959
	42408181

	EViOsa24
	Oryza sativa Japonica Group
	885
	108706483

	EViOsa26
	Oryza sativa Japonica Group
	1012
	49387577

	EViOsa27
	Oryza sativa Japonica Group
	978
	115444827

	Average Protein size ± S.D.
	835 ± 151
	291 Total

	Family 6 (HM)
	
	
	

	ACrApe1
	Aeropyrum pernix K1
	585
	118431927

	ACrSma1
	Staphylothermus marinus F1
	600
	126465500

	AEuHbo1
	Halogeometricum borinquense DSM 11551
	902
	227881027

	AEuHla7
	Halorubrum lacusprofundi ATCC 49239
	812
	222480495

	AEuHma2
	Haloarcula marismortui ATCC 43049
	787
	55376530

	AEuHma3
	Haloarcula marismortui ATCC 43049
	806
	55380298

	AEuHma4
	Haloarcula marismortui ATCC 43049
	894
	55376485

	AEuHma7
	Haloarcula marismortui ATCC 43049
	859
	55377209

	AEuHma11
	Haloarcula marismortui ATCC 43049
	639
	55376427

	AEuHmu1
	Halomicrobium mukohataei DSM 12286
	785
	227392278

	AEuHsa4
	Halobacterium salinarum R1
	736
	169235179

	AEuHsp3
	Halobacterium sp. NRC-1
	757
	15789464

	AEuHwa1
	Haloquadratum walsbyi DSM 16790
	861
	110668188

	AEuMac1
	Methanosarcina acetivorans C2A
	647
	20092432

	AEuMae3
	Methanococcus aeolicus Nankai-3
	690
	150400770

	AEuMba1
	Methanosarcina barkeri str. Fusaro
	645
	73667892

	AEuMhu5
	Methanospirillum hungatei JF-1
	643
	88602629

	AEuMla2
	Methanocorpusculum labreanum Z
	626
	124485885

	AEuMmp17
	Methanococcus maripaludis S2
	691
	45357779

	AEuMms16
	Methanoculleus marisnigri JR1
	698
	126179296

	AEuMpa6
	Methanosphaerula palustris E1-9c
	637
	219853196

	AEuMpa8
	Methanosphaerula palustris E1-9c
	637
	219852898

	AEuMsm1
	Methanobrevibacter smithii DSM 2375
	608
	222445257

	AEuMsm2
	Methanobrevibacter smithii DSM 2375
	681
	222445418

	AEuMsm4
	Methanobrevibacter smithii DSM 2375
	703
	222444846

	AEuMst1
	Methanosphaera stadtmanae DSM 3091
	644
	84489487

	AEuMst2
	Methanosphaera stadtmanae DSM 3091
	731
	84488951

	AEuMth10
	Methanothermobacter thermautotrophicus str. Delta H
	605
	15678439

	AEuMva2
	Methanococcus vannielii SB
	696
	150399974

	AEuMvo1
	Methanococcus voltae A3
	658
	163799944

	AEuNma1
	Natrialba magadii ATCC 43099
	926
	224822407

	AEuNma5
	Natrialba magadii ATCC 43099
	675
	224823153

	AEuNph1
	Natronomonas pharaonis DSM 2160
	730
	76800784

	AEuOrf3
	uncultured methanogenic archaeon RC-I
	647
	147919933

	AEuOrf8
	uncultured methanogenic archaeon RC-I
	708
	147919504

	AEuPab1
	Pyrococcus abyssi GE5
	689
	14521140

	BAcCef3
	Corynebacterium efficiens YS-314
	650
	25026566

	BAcCgl2
	Corynebacterium glutamicum ATCC 13032
	625
	19554164

	BAcCgl6
	Corynebacterium glutamicum ATCC 13032
	625
	19552400

	BAcMav2
	Mycobacterium avium subsp. paratuberculosis K-10
	726
	41409482

	BAcMbo1
	Mycobacterium bovis AF2122/97
	660
	31794913

	BAcMbo5
	Mycobacterium bovis AF2122/97
	771
	31793172

	BAcMbo10
	Mycobacterium bovis AF2122/97
	718
	31794450

	BAcMbo11
	Mycobacterium bovis AF2122/97
	657
	31792663

	BAcMle3
	Mycobacterium leprae TN
	725
	15827315

	BAcNfa6
	Nocardia farcinica IFM 10152
	615
	54027681

	BAcNfa8
	Nocardia farcinica IFM 10152
	650
	54025075

	BAcSco9
	Streptomyces coelicolor A3(2)
	638
	21224766

	BAlAtu5
	Agrobacterium tumefaciens str. C58
	905
	17934751

	BAlBme1
	Brucella melitensis bv. 1 str. 16M
	813
	17986337

	BAlBme2
	Brucella melitensis bv. 1 str. 16M
	673
	17988441

	BAlCcr3
	Caulobacter crescentus CB15
	677
	16126959

	BAlMlo3
	Mesorhizobium loti MAFF303099
	749
	13472245

	BAlNwi2
	Nitrobacter winogradskyi Nb-255
	665
	75676140

	BAlNwi3
	Nitrobacter winogradskyi Nb-255
	712
	75677312

	BAlRpa5
	Rhodopseudomonas palustris CGA009
	709
	39936323

	BAlSme6
	Sinorhizobium meliloti 1021
	743
	15963877

	BBaBca3
	Bacteroides caccae ATCC 43185
	650
	153806079

	BBaBfr3
	Bacteroides fragilis NCTC 9343
	648
	60680801

	BBaBov3
	Bacteroides ovatus ATCC 8483
	652
	160883629

	BBaBth2
	Bacteroides thetaiotaomicron VPI-5482
	652
	29347922

	BBaBun3
	Bacteroides uniformis ATCC 8492
	646
	160892200

	BBaBvu3
	Bacteroides vulgatus ATCC 8482
	572
	150005019

	BBaFjo1
	Flavobacterium johnsoniae UW101
	663
	146301088

	BBaFps2
	Flavobacterium psychrophilum JIP02/86
	660
	150024529

	BBeBbr3
	Bordetella bronchiseptica RB50
	778
	33601483

	BBeBps4
	Burkholderia pseudomallei K96243
	836
	53720986

	BBeRme1
	Ralstonia metallidurans CH34
	799
	56130719

	BBeRso3
	Ralstonia solanacearum GMI1000
	784
	17548540

	BChCab1
	Chlamydophila abortus S26/3
	657
	62185469

	BChCca1
	Chlamydophila caviae GPIC
	657
	29840655

	BChCmu1
	Chlamydia muridarum Nigg
	659
	15834725

	BChCpn1
	Chlamydophila pneumoniae TW-183
	658
	33242228

	BChTro2
	Thermomicrobium roseum DSM 5159
	699
	221633506

	BChTro4
	Thermomicrobium roseum DSM 5159
	846
	221633749

	BCyAva3
	Anabaena variabilis ATCC 29413
	751
	75907348

	BCyAva15
	Anabaena variabilis ATCC 29413
	641
	75910063

	BCyNsp1
	Nostoc sp. PCC 7120
	879
	81524158

	BCyNsp1
	Nostoc sp. PCC 7120
	694
	17230653

	BCyNsp7
	Nostoc sp. PCC 7120
	879
	17158758

	BCyObr1
	Oscillatoria brevis
	660
	81323132

	BCySsp9
	Synechocystis sp. PCC 6803
	642
	16331905

	BCySsp13
	Synechocystis sp. PCC 6803
	721
	16331908

	BDeDra1
	Deinococcus radiodurans R1
	728
	15807741

	BDeDra3
	Deinococcus radiodurans R1
	538
	15807638

	BDeGsu4
	Geobacter sulfurreducens PCA
	713
	39997245

	BDeTth1
	Thermus thermophilus HB27
	683
	46198662

	BEpHhe2
	Helicobacter hepaticus ATCC 51449
	695
	32262134

	BEpHpy1
	Helicobacter pylori 26695
	686
	15645410

	BEpWsu3
	Wolinella succinogenes DSM 1740
	707
	34557497

	BFiBce1
	Bacillus cereus ATCC 14579
	788
	30018782

	BFiBce5
	Bacillus cereus ATCC 14579
	641
	30018661

	BFiBsu2
	Bacillus subtilis
	637
	81815533

	BFiBsu3
	Bacillus subtilis
	702
	81815569

	BFiCac2
	Clostridium acetobutylicum ATCC 824
	699
	15895509

	BFiChy2
	Carboxydothermus hydrogenoformans Z-2901
	686
	78044655

	BFiEfa11
	Enterococcus faecalis V583
	634
	29375351

	BFiEfa7
	Enterococcus faecalis V583
	700
	29375967

	BFiGka1
	Geobacillus kaustophilus HTA426
	712
	56419120

	BFiGka2
	Geobacillus kaustophilus HTA426
	708
	56419285

	BFiGka4
	Geobacillus kaustophilus HTA426
	712
	56418887

	BFiLin5
	Listeria innocua Clip11262
	625
	16799719

	BFiLin6
	Listeria innocua Clip11262
	627
	18450330

	BFiLin7
	Listeria innocua Clip11262
	705
	18450343

	BFiLjo1
	Lactobacillus johnsonii NCC 533
	633
	42519573

	BFiLmo1
	Listeria monocytogenes
	711
	3121832

	BFiOih3
	Oceanobacillus iheyensis HTE831
	711
	23097731

	BFiSau1
	Staphylococcus aureus
	727
	115414

	BFiStb5
	Symbiobacterium thermophilum IAM 14863
	656
	51894011

	BFiStb9
	Symbiobacterium thermophilum IAM 14863
	710
	51892763

	BFiTte4
	Thermoanaerobacter tengcongensis MB4
	658
	20808822

	BFuFnp9
	Fusobacterium nucleatum subsp. polymorphum ATCC 10953
	614
	167006945

	BFuFnu4
	Fusobacterium nucleatum subsp. nucleatum ATCC 25586
	614
	19703603

	BFuFnv6
	Fusobacterium nucleatum subsp. vincentii ATCC 49256
	614
	34763530

	BGaEco4
	Escherichia coli str. K-12 substr. MG1655
	732
	16131341

	BGaLpn7
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	635
	52841244

	BGaLpn9
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	729
	52841243

	BGaPae2
	Pseudomonas aeruginosa PAO1
	740
	15598886

	BGaPae5
	Pseudomonas aeruginosa PAO1
	661
	15597631

	BGaPat1
	Pectobacterium atrosepticum SCRI1043
	787
	50123272

	BGaPfl5
	Pseudomonas fluorescens Pf-5
	818
	70733177

	BGaPfl7
	Pseudomonas fluorescens Pf-5
	634
	70733474

	BGaPlu2
	Photorhabdus luminescens subsp. laumondii TTO1
	761
	37527955

	BGaPpr3
	Photobacterium profundum SS9
	801
	54308413

	BGaPpu1
	Pseudomonas putida KT2440
	750
	26991815

	BGaPpu4
	Pseudomonas putida KT2440
	665
	26986786

	BGaPsy2
	Pseudomonas syringae pv. tomato str. DC3000
	752
	28872391

	BGaPsy3
	Pseudomonas syringae pv. tomato str. DC3000
	641
	28872637

	BGaSen6
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	732
	16762728

	BGaVch3
	Vibrio cholerae O1 biovar El Tor str. N16961
	768
	15641046

	BGaVpa3
	Vibrio parahaemolyticus RIMD 2210633
	768
	28897733

	BGaVvu1
	Vibrio vulnificus CMCP6
	739
	27365397

	BGaYpe1
	Yersinia pestis CO92
	788
	16123955

	BSpBhy3
	Brachyspira hyodysenteriae WA1
	645
	225619998

	BSpLbi3
	Leptospira biflexa serovar Patoc strain &apos;Patoc 1 (Ames)&apos;
	671
	189912523

	BSpTde1
	Treponema denticola ATCC 35405
	643
	42526892

	BTeOye4
	Onion yellows phytoplasma OY-M
	666
	39939219

	EBaTps11
	Thalassiosira pseudonana CCMP1335
	699
	223998022

	ERhCme9
	Cyanidioschyzon merolae 10D
	896
	Unavailable

	EViAth1
	Arabidopsis thaliana
	951
	15234620

	EViAth26
	Arabidopsis thaliana
	819
	57283989

	EViAth30
	Arabidopsis thaliana
	1172
	110742471

	EViOsa23
	Oryza sativa Japonica Group
	1004
	24060056

	Average Protein size ± S.D.
	711.6643
	90.64704372

	FUPA 25
	
	
	

	BAcBlo3
	Bifidobacterium longum NCC2705
	719
	23465139

	BAcCef6
	Corynebacterium efficiens YS-314
	645
	25028496

	BAcCgl4
	Corynebacterium glutamicum ATCC 13032
	650
	19551725

	BAcSco3
	Streptomyces coelicolor A3(2)
	776
	21218721

	BAlMlo4
	Mesorhizobium loti MAFF303099
	617
	13475503

	BAlSme3
	Sinorhizobium meliloti 1021
	746
	16263085

	BDeDvu5
	Desulfovibrio vulgaris str. Hildenborough
	633
	46581204

	BFiEfa3
	Enterococcus faecalis V583
	601
	29377108

	BFiLjo6
	Lactobacillus johnsonii NCC 533
	623
	42519841

	BGaTcr2
	Thiomicrospira crunogena XCL-2
	759
	78485067

	Average Protein size ± S.D.
	677 ± 66
	163 Total

	FUPA 26
	
	
	

	BAcCdi2
	Corynebacterium diphtheriae NCTC 13129
	841
	38233019

	BAcCef5
	Corynebacterium efficiens YS-314
	900
	25027013

	BAcCgl5
	Corynebacterium glutamicum ATCC 13032
	878
	19551679

	Average Protein size ± S.D.
	873 ± 30
	3 Total

	FUPA 27
	
	
	

	BAlAtu3
	Agrobacterium tumefaciens str. C58
	763
	15888852

	BAlBja1
	Bradyrhizobium japonicum USDA 110
	730
	27377880

	BAlBme5
	Brucella melitensis bv. 1 str. 16M
	752
	17987852

	BAlCcr2
	Caulobacter crescentus CB15
	724
	16125656

	BAlMlo5
	Mesorhizobium loti MAFF303099
	762
	13475529

	BAlMlo7
	Mesorhizobium loti MAFF303099
	762
	13475370

	BAlRpa1
	Rhodopseudomonas palustris CGA009
	732
	39933093

	BAlRpo3
	Ruegeria pomeroyi DSS-3
	725
	56698342

	BAlSme1
	Sinorhizobium meliloti 1021
	755
	16262778

	BAlSme8
	Sinorhizobium meliloti 1021
	757
	16263112

	BBeAar1
	Aromatoleum aromaticum EbN1
	817
	56478348

	BBeNme1
	Neisseria meningitidis MC58
	823
	15676928

	BBeRso4
	Ralstonia solanacearum GMI1000
	851
	17545993

	BEpNsp1
	Nitratiruptor sp. SB155-2
	801
	152991194

	BGaCps2
	Colwellia psychrerythraea 34H
	820
	71279318

	BGaIlo2
	Idiomarina loihiensis L2TR
	792
	56460410

	BGaPae6
	Pseudomonas aeruginosa PAO1
	811
	15596746

	BGaPfl6
	Pseudomonas fluorescens Pf-5
	778
	70729297

	BGaPha2
	Pseudoalteromonas haloplanktis TAC125
	791
	77360787

	BGaPpr1
	Photobacterium profundum SS9
	769
	54309022

	BGaPpu3
	Pseudomonas putida KT2440
	882
	26990952

	BGaPsy1
	Pseudomonas syringae pv. tomato str. DC3000
	823
	28869200

	BGaSon2
	Shewanella oneidensis MR-1
	799
	24373906

	BGaTcr3
	Thiomicrospira crunogena XCL-2
	828
	78486299

	BGaVch1
	Vibrio cholerae O1 biovar El Tor str. N16961
	790
	15641448

	BGaVpa1
	Vibrio parahaemolyticus RIMD 2210633
	787
	28898313

	BGaVvu3
	Vibrio vulnificus CMCP6
	789
	27365909

	BSpLbi1
	Leptospira biflexa serovar Patoc strain &apos;Patoc 1 (Ames)&apos;
	820
	189912906

	BSpLbo1
	Leptospira borgpetersenii serovar Hardjo-bovis JB197
	813
	116331093

	Average Protein size ± S.D.
	788 ± 39
	29 Total

	FUPA 28
	
	
	

	BGaLpn3
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	847
	52842897

	BGaLpn4
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	852
	52840486

	Average Protein size ± S.D.
	850 ± 4
	2 Total

	FUPA 29
	
	
	

	
	
	
	

	BBaFjo4
	Flavobacterium johnsoniae UW101
	795
	146300291

	BBaFps3
	Flavobacterium psychrophilum JIP02/86
	792
	150025225

	BDeBba2
	Bdellovibrio bacteriovorus HD100
	798
	42524029

	Average Protein size ± S.D.
	795 ± 3
	3 Total

	FUPA 31
	
	
	

	BGaMca1
	Methylococcus capsulatus str. Bath
	1068
	53804058

	BGaMca11
	Methylococcus capsulatus str. Bath
	839
	53804062

	BGaMca12
	Methylococcus capsulatus str. Bath
	673
	53802306

	Average Protein size ± S.D.
	860 ± 198
	3 Total

	FUPA 32
	
	
	

	AEuMsm6
	Methanobrevibacter smithii DSM 2375
	707
	222444459

	AEuMst5
	Methanosphaera stadtmanae DSM 3091
	705
	84489626

	BAcMtu1
	Mycobacterium tuberculosis H37Rv
	718
	15610406

	BAlRpa4
	Rhodopseudomonas palustris CGA009
	698
	39935402

	BBaBca1
	Bacteroides capillosus ATCC 29799
	730
	154496972

	BBeAar4
	Aromatoleum aromaticum EbN1
	694
	56475751

	BCyAva8
	Anabaena variabilis ATCC 29413
	770
	75911260

	BCyAva10
	Anabaena variabilis ATCC 29413
	737
	75907215

	BCyNsp2
	Nostoc sp. PCC 7120
	735
	17230400

	BCyNsp11
	Nostoc sp. PCC 7120
	771
	17229496

	BCyTel1
	Thermosynechococcus elongatus BP-1
	769
	22298199

	BCyTel2
	Thermosynechococcus elongatus BP-1
	769
	22294378

	BCyTel5
	Thermosynechococcus elongatus BP-1
	769
	22295937

	BDeDvu1
	Desulfovibrio vulgaris str. Hildenborough
	606
	46581732

	BEpWsu4
	Wolinella succinogenes DSM 1740
	716
	34557896

	BFuFnp10
	Fusobacterium nucleatum subsp. polymorphum ATCC 10953
	735
	167008397

	BFuFnu1
	Fusobacterium nucleatum subsp. nucleatum ATCC 25586
	735
	19704525

	BFuFnv3
	Fusobacterium nucleatum subsp. vincentii ATCC 49256
	735
	34764203

	BSpTde3
	Treponema denticola ATCC 35405
	699
	42525989

	BVeAmu1
	Akkermansia muciniphila ATCC BAA-835
	698
	187735578

	Average Protein size ± S.D.
	725 ± 39
	20 Total


